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Phenotype Assignation Population  Positive Markers [All CD45+)
Stromal Cells 3414 €090+, CO9+, HLA-DR+, Cytokeratine
[: Stromal Cells in connective regions 807 CD31+, COA90+, Collagen IV+
T Cels 128 €D3+, CD4+, COT+, CD278+, CD279+
— Activated T,, Celis 1459 CD3+, CD4+, CD40+, CD278+, CD2T9+
Activated Helper T cells 11866 CO3+, CD4+, COT{+)
T Cells near connective ey ghans 222 CO3+, CD29+, COAO{+), Collagen IV(+)
Prodiferating Th-1 cells 2411 O+, KiGT+
Dendritic Cells 135 CD4+, HLA-DR+
Dendritic Cells 366 CDd+, CD11c+
 Dendritic Cells 429 CD11c+, HLA-DR+
N cells 126 CD3-, CD7+
Plasma Cells 2186 CD31+, CO38+, CD40+
Lymphatic Vasculature Cells 1336 €09+, Podoplanine
—— Mature, prodiferating B cells near CO13+, CD22+, CD21+, CO90+, KiGT+
[ faliicular matrix 960
—— Mature B cells 13840 CD19+, CD22+
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