7—%%3av7 / Workshop

B35 (141+142) / Room B (141+142)
WS1 7A5E (K /July 5 (Wed) 915~ 11:45 Japanese Session
Qv F /EHDS FiEREA - KRR - TOKHA
Molecular mechanism of chromatin modifications: structural analysis,
development of modified nucleosome and drug discovery

E | AWM (35T / LRRER]

s u~F A (DNA 2 F AL L A b A58 IGET 5B E WY 2 BEREGRETH ) . ZOBFLAAR
KEZRILOETOIRALBEELRERORERNE 22D, KT —2 Y ay FTlR7a~F VB0 LERFEIO BT
TGS, FOMIED 720 OFEFEEM OB, IoHIE L L COHERIFEIEOBIKE SHOBEEIZOWTH

NS %o

Chromatin modifications (DNA methylation and histone modifications) are important biological phenomena
that regulate gene expression, and their disruption causes serious diseases including cancer and inflammation. In
this workshop, we will introduce latest structural biology research to elucidate the basic principles of chromatin
modifications, the development of sample preparation techniques, and the current status of of inhibitor development

and future prospects in this research field.

F—=AFAY— 1 BAB FFE BERHILKRE). /NE B BORHIIKXE)
Organizers : Kyohei Arita (Yokohama City Univ.), Tsuyoshi Konuma (Yokohama City Univ.)

WS1-01

WS1-02

Ws1-03

[9:15]

[9:20]

[9:40]

[10:03]

iZLsHIC

Opening Remarks

O# W 2% (Kyohei Arita)
ML 11§ 7K %% (Yokohama City Univ.)

DNMT1 DEFEHLEEOEEE
Structural basis for the novel activation mechanism of DNA methyltransferase DNMT1
O H2%% ! (Amika Kikuchi), /NFFH #%6 2 (Hiroki Onoda), 111171 3F4fi 3 (Kosuke Yamaguchi),
#B Hagz ! (Satomi Kori), 117 H * (Atsushi Yamagata), P |1 2k ° (Atsuya Nishiyama),
f1P§ B (Makoto Nakanishi), Pierre-Antoine Defossez’.
£ H 283 ' (Kyohei Arita)

UBRHET K - 4 @R (Grad. Sch. of Med Life Sci., YCU.), 4 ili/# K - NUSR (NUSR., Nagoya Univ.),
*Epi. and Cell Fate, CNRS. * #if - BDR (RIKEN, BDR),
SHUK « EERHIF (Inst. of Med. Sci., Univ. of Tokyo)

Structural mechanism of gene transcriptional repression mediated by histone H3 lysine
27 crotonylation

O/ /) (Tsuyoshi Konuma)
BT K - 4 G} (Grad. Med. Life Sei., YCU)

BUNTENDZRERROLERREMOEAREMEEDISH
Technology for installing residue-specific post-translational modifications into proteins and
its applications

O*ﬁ)ﬁ %EE (Takashi Umehara)
BifF - BDR (RIKEN BDR)
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WS1-04 1026 {LEEHEhi=4 /NI EEBEICHEDINTF NERBEH
Peptide ligation technology for synthesis of chemically modified proteins

O#k M4 (Gosuke Hayashi)

ok - I - 45T (Dept. of Biomol. Eng., Nagoya Univ.)

WS1-05 (1049 ITEDIRT« I AEEHEENE LRIE(LEME
Drug Discovery Studies Targeting Epigenetic Complexes
O&i AR Z£4 (Takayoshi Suzuki)

Bk - FEWF (SANKEN, Osaka Univ.)

WS1-06 (1112 BEEUEREFEEBIELAETIAMNAAOAD—ICEDZIES /) LRUKREY) €7V 2 J OHliH
Regulation of epigenomic and metabolic remodeling by chemical biology for genetic
disease therapy
O H % ! Minoru Yoshida), fFiE W31 2 (Akihiro Ito)

VB - BEBEYEIR (RIKEN CSRS), > HUHEK « A @wkl42 (Sch. of Life Sci., Tokyo Univ. Pharm. Life Sci.)

[11:35] $REEIH
Discussion
O/INE W (Tsuyoshi Konuma)
M 117 7. K %% (Yokohama City Univ.)

C £t (4314+432) / Room C (4314+432)
WS2 7858 (K /July 5 (Wed) 9:15~ 11:45 SEEMEED ERESEn

BRI NIVBE~FeEAHET 2 N7HBHE~
Chronoproteinology

Hig  FINEEREMA B [FRE 2 /NI EZE]

FEISE. BEH Y XA, 0% EEENIZIEERA ZERA 7 - VOEGHEPHFLEL T2, EWEEo L)
GHAMAT TR 2HEABLTWEDTL L) Do KV U RT T LTI, FHTEEFHEB KMy > 87 B
(Chronoproteinology) | @ * > /N—I2 X WO mATHEZ TR L £ 9o Fel20FRAREAER - BIRREAS - BRI -
SAEEEA R EDY YR EY AT I 7 APHEIRE L L CHRET SRt R iR L X5

There are different time scales in biology such as seasonal responses, circadian rhythms, and heartbeats. What is the
mechanism that measures or drives “time”? This symposium is co-organized with Transformative Research Areas (B)
“Chronoproteinology”. “Time” could be generated by protein dynamics such as protein-protein interactions, post-

translational modifications, enzymatic activities, and conformational changes.

F—AFAY— & X (RREEFZRAMER . |l E (D FRSEM5TR)
Organizers : Hikari Yoshitane (TMiMS), Atsushi Mukaiyama (IMS)

915 ELHIC
Opening Remarks
O #f Y% (Hikari Yoshitane)
HEEHF (TMIMS)

WS2-01 18 BEEKXNVEE B NVEOMEER) XL EBREESHI— N
Chrono-proteinology: circadian interaction rhythms of clock proteins and chrono-code of
their post-translational modifications

O #i ) (Hikari Yoshitane)
HRERA=WF (TMIMS)

(24)



WS2-02

WS2-03

WS2-04

WS2-05

WS2-06

WS2-07

[9:39]

[10:00]

[10:21]

[10:42]

[11:03]

[11:24]

EXEHREMHY /) THEEILEFELLVEBAFET S AT L2125
Exploring Transcription-independent Circadian Clock System in Algae
OB 8k (Takuya Matsuo)

JEHK - BE - ZEW) (Dept. of Biosciences, Sch. of Sci., Kitasato Univ.)

EXEHERHAY/VO7O7F—LERICEGZN VATV T b=LTF—2DOEfE

Transcriptome of giant green algae for proteome analysis

OFr e 2] ! (Tomoaki Muranaka), 43 FE 2 (Kohei Imai), 32 17k ? (Takuya Matsuo)
'R K - ZEfT I (Grad. Sch. of Bioagricultual Sci.), 2 # R K - 15 T-FEBHMi % (Cen. for Gen. Res.)

BIE BT ORIRE R 2 ik A /=B85 &2 NV B O 5 FiReRREA
Exploring the molecular origins of circadian clock system in cyanobacteria
Omjl & (Atsushi Mukaiyama)

S0 - 28557 (Inst. for Mol. Sci., CiMoS)

HMROBIAETK 7Ot RICH T EEAEEE
Protein dynamics during the emergence of the cellular circadian clock oscillation

OJ\AH #15A (Kazuhiro Yagita)
SHFEEK « & - #4548 (Dept. of Physiol. System Biosci., Kyoto Pref. Univ. Med.)

CaMKIl B DEF Y VEALIKEBIC KB BIRREER 51 73 7 AHIH
Sleep-wake dynamics controlled by multiple phosphorylation states of CaMKIIf3
OXHM &1 (Koji Ode)

WK - BEEE « ¥ 2 7 & X3P (Dept. of Sys. Pharm., Grad. Sch. of Med., the Univ. of Tokyo)

AMLRICE > TERENBEEROSF X H X L~ FHEERZESIEF “Nemuri” OIERERED

FREA~

The Molecular Mechanisms of Sleep Induced by Stresses-Understanding the action of the

novel sleep-inducing factor 'Nemuri'-
OFH #%W (Hirofumi Toda)
HI K242 1S (University of Tsukuba)
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D£1#§ (1314+132) / Room D (131+132)
WS3 7A58 (K /July 5 (Wed) 915~ 11:45 RIS Sl

EBIERIEIC XSS ROIER
Unraveling the kinetics-driven LLPS control

i PMKEREMFE B BEREES FLZ]

HAHHRICRESI NS, BHEOWTHWES 7O AE, 5204 VT % 7 HOERZZEDOBFICAT/RIZZR D
DOH Do BIZITY ¥ 1 IIESI NS L2, MEED EIERIH R T O AL PGS O — 811 7 TR O B\ A5
OTEETHL, TITART =72 ay 7T BT MO EWNE TSR 2 E£0. Zhh 5 OO H ik
TRkam B o

Despite the accumulating knowledge of LLPS controls in the biological events such as autophagy and stress granule
formation, the mechanisms of the kinetic-driven processes are poorly understood. This workshop gathers the top
young scientists investigating kinetic aspects of molecules, proteins, organelles, and cells to cultivate the cross-
disciplinary discussion and future innovation.

A=AV - FRE 8§ BEXRF). BN EH (FRILKZE)

Organizers : Tomohide Saio (Tokushima Univ.), Masaki Okumura (Tohoku Univ.)

918 (EUHIC
Opening Remarks
Oﬁﬂ‘ 1EA8 (Masaki Okumura)
UL K2 (Tohoku Univ.)

WS3-01 1920 HABMXHRDHRY L IEREIFORRE
Unsolved questions through eyes of biological phase separation
O#% H—P (Eiichiro Mori)
ZHEK - [E + FRIEREEE S (Dept. Future Basic Med., Sch. Med., Nara Med. Univ.)

WS3-02 (943 ZERE FUS OIESBEIRRE LSRARETIC &K B H11
Phase of phase separation of FUS mutants and its regulation by a chaperone
T % $6 8 (Takuya Yoshizawa)
14} 83 (Chugai Pharmaceutical Co., Ltd.)

WS3-03 (10061 ZHLHEAENZN LARRGCE RSB CHERR
Thermal, pH, and oxidative responses of a transcription factor through multiple
oligomerization modes
O R %4 ¥ (Tomohide Saio)
K - JehiBE# (Ins. of Adv. Med. Sci., Tokushima Univ.)

WS3-04 (10291 V) UERIKICEK D HP1 a D& - RIBS BEHIEDAZER
Phase separation mechanism of HP1a by phosphorylation
Owi)ll WiZeT ' (Ayako Furukawa), Ki% fdt A\ > (Kento Yonezawa), Hi_I- B ¢ (Tatsuki Negami),
EHH W Y F ° (Yuriko Yoshimura), #k HE#C ° (Aki Hayashi), H1l] {8 — > (Jun-ichi Nakayama),
B3E W EZ 2 (Naruhiko Adachi), T-H ¥ 2 (Toshiya Senda), Ji/K 25 BB 4 (Kentaro Shimizu),
J2H 3% * (Tohru Terada), 7K {11 > (Nobutaka Shimizu), PG4 %32 17 (Yoshifumi Nishimura)

VBT K+ ZE A EERMF (Grad. Sch. Med. Life Sci., Univ. Yokohama City), * &5 5 #HE - WAEHF (IMSS, KEK).,
PR K - CDG (NAIST, CDG), * HUK « Bif2 (Grad. Sch. Agr. Life Sci., The Univ. of Tokyo), ° J&2:MF (NIBB),
SRR - ZE GBI 2ERE (SOKENDAI), 7 JEES K « %t &2 @ (Grad. Sch. Integ. Sci. Life, Univ. Hiroshima)

(26)



WS3-05 (1052 /pRafARIMEAS BEDIRER

Understanding the droplet formation mechanism in the endoplasmic reticulum
Oﬂiﬁ’ 1EA8 (Masaki Okumura)
BLK - 22BEWF (FRIS, Tohoku Univ.)

WS3-06 (11151 HIBARTH—RET TCORE LR X h=_X L
Condensate nucleation in heterogenous intracellular environement
O F#k #24iL (Shunsuke Shimobayashi)
5K + iPS B (CiRA, Kyoto Univ.)

(11:38] ¥EEIER
Discussion
O % 3L (Tomohide Saio)
i E5 K2 (Tokushima Univ.)

A& (L7 3>hR—IL) / Room A (Reception Hall)
WS 7B58 (K /July 5 (Wed) 16:00 ~ 18:30 Japanese Session

BAnA#FES—BFEAEHESSREY ¥a Y
~EBERETHAINMFERERNFOHZEETE~

Japan Antibody Society - Protein Science Society of Japan Joint Symposium

- Science and Engineering of antibodies and next Gen antibodies as a protein -

PUREERPERL SN TS 25 FIT ED%E L, BUE, ERIUE L D3N 25 FALHE 2 EHLVWES ) 74
DFAFENEANHED LN TV D,

ZIVo ey, 2022 FFIIEPURICES E H Tl L LT, HAREKSASRH L. SN/, 22C, K= avy
TR, By va rEREL. PUkB X OKIHREUR O ZEEERL B & BESE I BT B mATIRIL D W T
DL PUEZEIZ BT 5 REHERAOBRENZ OV TR T 50

Therapeutic antibodies have been successful recent 25 years and now next generation antibody related modalities
are under development.In this joint-workshop with the Antibody Society of Japan which was lauched in 2022, basic
science and recent advancement in the industrial field about antibody and next generation antibody wil be introduced
and discussed mainly from the protein science aspect.

F=HFAY— AL & (KRXF). FRHEZ (BREEKRF)

Organizers : Susumu Uchiyama (Osaka Univ.), Yuji Ito (Kagoshima Univ.)

(16001 & LC&IC
Opening Remarks
OV\] 1 ;@ (Susumu Uchiyama)
KKK 2% (Osaka Univ.)

WS4-01 (1605 #BEHFAF IV RICEB LERAEDREBEh-HEEDRE
Exploration of structural dynamics of antibody for the understanding of hidden functions
O 1 2 (Saeko Yanaka), W $&— 2 (Koichi Kato)
"JuKPi + % (Grad. Sch. of Phar. Sci., Kyushu Univ.), * FI 4RI 20FJE bR - 2 AR gk & (ExCELLS)

WS4-02 (1635 {LEM77O—FICKDHELTELV T ELTORFIAV D25 —b
Antibody conjugates as a new modality using a chemical approach
OFFI i = (Yuiji Ito)

BV K - BT - B (Dept. of Sci., Grad Sch. of Sci. and Eng., Kagoshima Univ.)
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WS4-03 (1705 MFEZFEICEH TS VHHRAKDT /87 b
Impact of practical application of VHHSs in antibody therapeutics
ORI %3 (Tomofumi Kurokawa)
KIEBSERRA & 4L (Taisho Pharmaceutical Co., Ltd.)

WS4-04 (1735 RESBIFRMICERAT 2R RRAAERRORIH
Development of next-generation antibody therapeutics which function only around disease
sites
OFEXH] {~ (Hitoshi Katada)
Hiah SR RR X 241 (Chugai Pharmaceutical Co., Ltd.)

WS4-05 (1805] MFAEELKOFREEN LIZREEZOMFICDONT

Interfacial mediated aggregation and mitigation of antibody drugs

OPIIL # (Susumu Uchiyama)
B K - 10« 28 T.2% (Dept. Biotech., Grad. Sch. Eng., Osaka Univ.)

WS5 }?\% (1414+142) / Room B (141+142)

58 (K) /Jduly 5 (Wed.) 16:00 ~ 18:30

HRE/—=—27 : BHEECHIEIEIVHT SHERGIZDIERE
Cytoplasmic zoning: understanding the diverse reaction fields created by

membranes and phase separation

HE  FEWEEHMAR [TILVFE—RF—rT7 72—

BRI O A T L R AR U ;of%ﬁ&%ﬁKB@ﬂéﬂ%kk%’\ﬂ—ﬂﬁ SHEC & D KWL S AL H b Al
DL TV, S S BRER LB & A XL (V—=2 7)) 25, kfﬁ%aimy/na TR MR T X
NI B\ B4 R AL RS R IR T 5 2 & 7% CRFRIICAT ) S LA MRRICL T2, AT —2 ¥ a9 7T
Z. CHFCRBISNCTEMILE Y — =¥ 712 2 S Bh 0¥ Wit %% Y5 5o

The cytoplasm of eukaryotic cells is divided into various zones by lipid membranes and liquid-liquid phase separation,
which allow various biochemical reactions to be carried out efficiently and without confusion. In this workshop, we
will introduce the diverse and sophisticated cellular functions of “cytoplasmic zoning”, which have been overlooked

so far.

F—HFAY— FAHERE UBEKXRS). RH BF (LEFHFEHM)
Organizers : Nobuo Noda (Hokkaido Univ.), Yuko Fukata (NIPS)

(16001 (XUSHIC
Opening Remarks

WS5-01 1(1605) #— b7 73V —LERICEH T ZIEEEREFE
The regulation of membrane shaping during autophagosome formation

O#ryA)Il £ (Hitoshi Nakatogawa)
WK - 2y #L T (Sch. of Life Sci. & Tech., Tokyo Tech.)

WS5-02 (1629 I-BAR &NV EEN LIMRRE Y —= 2 JIC LB MRS/ NaDF K
Formation of extracellular vesicles by cytoplasmic zoning mediated by I-BAR proteins
OVt Bk (Tamako Nishimura), FK ¥R &R (Shiro Suetsugu)

ZEHIe K -+ 754 % (Dev. Biological Science, NAIST)

(28)



WS5-03 (1653 7 X—/\NEBERASHRE S —=2J D5 FHE
Molecular mechanism of cytoplasmic zoning in amoeboid cell migration
Ojitls 7 PN JIE— (Junichi Ikenouchi)
Juk - B - =Y (Dept. Biol. , Facl. Sci. , Kyushu Univ.)

WS5-04 (1717 #fERIEZERETIMBRE - I 0%k
Alteration of cytosolic zoning after plasma membrane damage
O ¥y B (Keiko Kono)
IHBRLE K (Okinawa Institute Sci. Tech. Grad. Univ.)

WS5-05 (17411 p62 #ABEI—=7 : B, BE. 58
Cytoplasmic zoning by phase-separated p62
O/ HEW (Masaaki Komatsu)
MK - P& - 428 2 (Dept. of Physiol., Juntendo Univ. Sch. of Med.)

WS5-06 (1805 #HRNMESBMBREDOESSRESII1FIVR
Elucidating interface fluctuation of biomolecular condensates in living cells

O F#& #2 4l (Shunsuke Shimobayashi)
5Tk - iPS WF (CiRA, Kyoto Univ.)

C £t (4314+432) / Room C (431+432)
WSG 7A58 (K /July 5 (Wed.) 16:00 ~ 18:30 Japanese Session

EnBREFIREBEF AT A2 ANIEHR
Metal homeostasis — Mechanisms regulating physiological phenomena
through bio-metals in vivo

1 | AMAEMA [EaEREZ]

EmHR I LHAOHETTER R (EaeE) ICET 5. Hs ok v /37 BICBET 2 HHE - e %
bk LCEDONTE 20 L LEBRDOEENTIE, e 20 F 28Ik G £y b7 —27 2 VT, Ead
JBOTE & EPUIEN P ORISR SN (EEAAFZAY T R), e OEHERPFEIHL Tnbd, 22T, BET
By mpbatk, BRREL O R 7o@E R A+ 25 & AHIEIZ BT 2058 2 /809 %,

Various physiological processes are realized in living organisms by homeostatic control of bio-metals with a
complex intracellular network of proteins. In this session, we will introduce our research on the regulation of “metal

homeostasis” with a view to disease prevention, food crisis, and environmental issues.

A—HFAY—  HI R (BIEAR). BH CF (READ)

Organizers : Yoshiaki Furukawa (Keio Univ.), Hitomi Sawai (Nagasaki Univ.)

(16001 (XUSHIC
Opening Remarks
O3 {72 (Hitomi Sawai)

el K% (Nagasaki Univ.)

WS6-01 (16051 BEEERMMEEMERICKBHFXARE L ADOHFH
Regulation of iron homeostasis by protein-protein interactions

O 1738 (Hitomi Sawai)

RWK -« BE + T. (Grad. Sch. of Eng., Nagasaki Univ.)
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WS6-02

WS6-03

WS6-04

WS6-05

WS6-06

WS6-07

[16:25]

[16:45]

[17:05]

[17:25]

[17:45]

[18:05]

[18:25]

MRS BEBETER INT EREZN LEERBROX ZL—2a v EFEHEE

Zinc enzyme metalation and activation by the ZNT proteins resident in the early secretory

pathway

OfhE K (Taiho Kambe)
SOKBE - Edy - ¥4y (Grad Sch. of Biostudies, Kyoto Univ.)

HBRRNLEEBRRA A AL ADMEEREREBORIEBICRETERE
Roles of tissue-specific metal homeostasis in neurodegenerative diseases

Ol BB (Yoshiaki Furukawa)
Bt « #LT. (Dept. of Chem., Keio Univ.)

FIBIFIVRAETE—ICEKBENDFRIFRRAFTREZDR
A borate transceptor controlling boron homeostasis in Arabidopsis
O3 ¥ NEF (Junpei Takano)

KBLAK + B4 (Grad. Sch. Agric. Osaka Metr. Univ.)

HRADEBRAFAZA—NLAIZXFTVE—2aVICBIT5EH - BRBEEER—
Extracellular Metallo Homeostasis -Organic-Inorganic Interaction in Biomineralization-
O#A 4 (Michio Suzuki)

HK - B (Univ. Tokyo)

£ - ANLENREO IIEMIERIC @ 2LV —IVORF
Development of chemical tools for a comprehensive understanding of iron and heme
dynamics
O #fi (Tasuku Hirayama)
I 3% K (Gifu Pharm. Univ.)

RERBEETOTAIVAZAVEEE N 71 v VMR
Metal traffic study using next generation quantitative proteomics

OWH HEH#E (Yasuo Uchida)
Jiv K + 38 (Grad. Sch. of Biomed. Health Sci., Hiroshima Univ.)

BbYIC

Closing Remarks

OdE N BB (Yoshiaki Furukawa)
B I 25 5A K % (Keio Univ.)
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D£1#§ (1314+132) / Room D (131+132)
WS7 7A58 (K /July 5 (Wed) 16:00 ~ 18:30 CElla e

V74 ABTFHRMBRDFRICIED 275, CABTIVZEDNDP>TLEVELE!
We got these amazing new findings by being picky about the methodology of
cryo-electron microscopy!

CZHETEANTH ZOMPR IR > TE727 T4 T ETHEMBE COMERITICB W TUETEICZ b o 728
BLRMNEE LT, BRI A F I 7 AT L 2072230, N"—F7 7RV 7 b7 T7OEEbIZL S,
L0 RN SR 72 A e T LA 7 ANV ICE D b RT—2 2 ay T TR ERIT ORI~ B 572 [2
EbY)OFE] ZMREIFELEY . ZORIKREREBNT 5,0

In structural analysis, the usage of cryo-EM has become common in Japan over the past few years. With cryo-EM,
being picky about the methodology often leads to breakthroughs, such as new findings through higher resolution and
dynamics analysis, and more comprehensive structural analysis through the sophistication of hardware and software.
Here, presenters will share the "ingenuity" that led to the success of their structural analysis.

F—=HFAY— 5FB REX (BIXIF—INRSMAFEHEE) . #L K5 (RILKFE)
Organizers : Toshio Moriya (KEK), Takeshi Yokoyama (Tohoku Univ.)

WS7-01 (16000 GoToCloud : ¥ 51 A EFIHEMFEE ALV =EBEN—RBIRICH I BLEMRA I ) - iR
BOUZ7RAVE1—T1 2 JICEBEAMEHE
GoToCloud: Practical automation of compound screening process using cloud computing for
Cryo-EM structure-based drug design
O5FR #25% (Toshio Moriya)
T A HF (KEK)

WS7-02 (16251 57 NRIBICHITZ V51 AETHEMRERTRIFFEOBNR ERIFEEGHL
Architecture and Infrastructure Automation for Cryo-EM Single Particle Analysis Workflow
on Cloud Environment
OB AR Kl (Daisuke Miyamoto)

TRV VY 2 TH—E R v 8 A 44 (Amazon Web Services Japan G.K.)

WS7-03 116500 A > FIHRE{LL /= CPU ki AlphaFold2 O Z#B7r
The Introduction of Intel-optimized CPU version of AlphaFold2
OXKMIL #% (Hiroshi Ouchiyama)
4 ¥ 7 k&t (Intel KK

WS7-04 (17151 Cryo-EM @HiZRALVTIL & Na' &%t NADH- 1E+ / VELETBFZDEEZLEIRAS
Understanding the conformational changes of Na*-pumping NADH-ubiquinone
oxidoreductase from Vibrio cholerae by Cryo-EM analysis
O i ' (Moe Ishikawa), 21| #E— 2 (Jun-ichi Kishikawa), B4y $¥E | (Takahiro Masuya),

K3 IE42 ' (Masatoshi Murai), Nicole L. Butler’. Jil# #:Z * (Takayuki Kato), Blanca Barquera™,
=7 75 N\ ! (Hideto Miyoshi)
"HUK - B - 5 )H 24y (Div. of Appl. Life Sci., Grad. Sch. of Agric., Kyoto Univ.), Bk + & M (IPR, Osaka Univ.),

Ly —THK - ZEWEE (Dept. of Bio. Sci., RPI),
LRI —THRKRINAF Ty o uY—B X OEEIFYE Y ~ ¥ — (CBIS, RPI)

WS7-05 (1740 B FRIATCEGESFE—S4—DBHE%EIRZD !
Single particle analysis captures the motion of a rotary molecular motor!
O f 28 ! (Atsuki Nakano), J)I] % — ? (Jun-ichi Kishikawa), Y% 2 * (Kaoru Mitsuoka).,
Bl 3k ! (Ken Yokoyama)

"HOFEK - & BF (Fac. of Life Sci., Kyoto Sangyo Univ.), 2 KRR %8 FVEFZ20T (Inst. for Protein Res., Osaka Univ),
3 KPR K 25758 125 FE 7 T- SR & >~ & — (Research Center for Ultra-High Voltage Electron Microscopy, Osaka University)
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WS7-06 [1805) V54 A EFRMFENTENICH I ZBERERNEETITEOEAORYHEL
Multiple approaches to proteins showing preferred orientation in cryo-EM single particle
analysis
O H 5 (Atsushi Tsugita), B%1L 1 H] (Takeshi Yokoyama), HIHt Rl (Yoshikazu Tanaka)
Bk - ZEfy (Dept. of LifeSci., Tohoku Univ.)

E<# (133+134) / Room E (133+134)
W88 7H58 6K /July 5 (Wed) 16:00 ~ 18:30 Japanese Session

MBFRKOKABEEMEENMR 7Y b 74—L14

New Era of Integrated Structural Biology with NMR Platform

1 A4 W) 225387 Tl AlphaFold2 % CryoEM IZfAE S N A T EDFHMEH IS L o THARAOFH#HAKRE LR L 720 &
SIC, AT TR IS IS oM e L, MG A I aMEEY P LR REBRE Lo Twd, I T,
KT =23y 7TIENMR 2 FH L CHERR G O EMEEY S 2 HEET 28 E 8, BURERVEZ BB L
B SR O EE AR T RSB OV TGRS 2 2ttt 5 5.

Recent technological innovations such as AlphaFold2 and CryoEM have drastically changed the world of structural
biology. In this workshop, the current status and challenges in integrated structural biology using NMR are
summarized by leading researchers, and the role of NMR in the new era will be discussed.

F=HFAY— KNI &R GELZEMZR . RIS RREE (BRELXE)

Organizers : Takanori Kigawa (RIKEN), Chojiro Kojima (Yokohama National Univ.)

(1600] (FU&HIC
Opening Remarks
OWRIE F¥UKHE (Chojiro Kojima)

R [ 7. K %% (Yokohama National Univ.)

WS8-01 (16051 BINDS J/EICH (I HBEREBEEMFOHE
Promoting Integrated Structural Biology in the BINDS Project
O A & &Y (Midori Takimoto-Kamimura)
CBI TFZe Kk B 146 3% 28 4y B2 WF 721 (CBI Research Institute Quantum-Structural Life Science Laboratories)

WS8-02 (1630 NMR 15#R%& L /=31 SARS-CoV2 {L&MNIFEFR LRk
Lead discovery and optimization of anti-SARS-CoV2 compounds using NMR information
TEIE 7542 T (Ryusei Hamajima), 5K Z%HME | (Haruka Takagi), RBF Ml;:E ™ (Takeshi Tenno),
Fr i R ! (Koki Kataoka), "% %I 2 (Hong Wu), &5 By— 2 (Youichi Suzuki),
F i B 53 2 (Takashi Nakano), =il #3825 > (Koya Miura), 2%F Jifii 3 (Eiji Morita),
OR§W F5— 4 (Hidekazu Hiroaki)

"4k - B - AR (Grad. Sch. of Pharm. Sci., Nagoya Univ.), > KBREFRIEF} - £ (Depr. of Med., Osaka Med. Pharm. Univ.),
PBARTK -+ B4R dy B (Dept. of Agr. Life. Sci., Hirosaki Univ.), * [ 44t BeCellBar (BeCellBar, LLC.),
S B K + COMIT (COMIT, Gifu Univ.)

WS8-03 11655 L+ ANOVEICKZERT A OBREL SR
Engineered chaperone-mediated disaggregation and degradation of yeast prions

Ol JeHE (Motomasa Tanaka)
BALARF 22T AR 248 & ~ # — (RIKEN Center for Brain Science)

(32)



WS8-04 (17200 7/ NIFV)FRHRAZRIBEHEETIL RFIUBXVY bIOL ¢ EDBEERFIEE
Structure of cyanobacterial Photosystem | at work complexed with Ferredoxin & Cytochrome ¢;
7% GFg ! (Jiannan Li), JER #;2 ' (Noriyuki Hamaoka), AfEH—{4 557 ' (Hisako Kubota-Kawai),
B L9 T (Risa Mutoh), HF F5H] ! (Hideaki Tanaka), 4% 42 % (Fumiaki Makino),
JIA %K ' (Akihiro Kawamoto), i %&— * (Keiichi Namba), Christoph Gerle'.
i F A (Takahisa Ikegami)s OMEMG J5ifil | (Genji Kurisu)

"BOK « BZEIWF (Inst. Prot. Res., Osaka Univ.), * Bk - BeZE @B 5E (Grad. Sch. Fron. Biosci., Osaka Univ.),
SRR « B2 4B (Grad. Sch. Med. Life Sci., Yokohama City Univ.)

WS8-05 (17451 KAEMZ /NI EDEIZRITHLHARERIBDA L RIEADORE
Elucidation of Mechanisms of Rare Cancer Development Induced by IDP to Tackle Drug
Discovery
Or FiG ! (Kenji Iwasaki), 3B b 48 2 (Naoki Horikoshi), %+ —#f 3 (Kazutoshi Tani),
=) A P 4 (Yohei Miyanoiri), E‘% P $ 5 (Noriyuki Kodera),
Kowit Hengphasatporn(" A% AERS 7 (Kanami Takahashi), ## #f£ 7 (Eika Kan),
4 #5757 (Ayane Shibuya), 5 BHEL 7 (Rie Suzuki), /M2 3 7 (Ryo Komatsu),
A {4+ ® (Kaho Nakamoto), 7K [E A 7 (Masaki Yoshinaga), HEjE f£25 7 (Kana Gondo),
JEH 4% ! (Ayaka Harada), #7H J& ° (Satoshi Takenaka), [T 7 I © (Yasuteru Shigeta).,
BRI 478 2 (Hitoshi Kurumizaka)
VSR - ZEE Y 4 F 3 7 Ak (TARA, Univ. of Tsukuba), * Hik « /LA RH#HF (IQB, The Univ. Tokyo).
3 =k - [E (Grad. Sch. Med, Mie Univ.), “ Bk - #&FAHF (IPR, Osaka Univ.),
SRR - F 2 AR (WPI-NanoL ST, Kanazawa Univ.),
SHLWK - FHERERLEFZE £ (Center for Comp. Sci., Univ. of Tsukuba),
TSR - BB PR (Grad. Sch. Sci. and Tech., Univ. of Tsukuba), ® 4xiRA - B2 (Grad. Sch. Math. and Phys., Kanazawa Univ),
? KRR A3 A% (OICT)

WS8-06 (18:10) HIRRIRIETD NMR F#IFIC & W EAS DICH - /- fRHEREER PGK DRIFBECHEEFIEIC & B84
The molecular mechanism of glycolytic flux control revealed by NMR analysis of human PGK
in the intracellular environment

OARN BRI (Takanori Kigawa)
BEWF - BDR (RIKEN BDR)

[18:25) ¥EEEIEA
Discussion
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C £33 (431+432) / Room C (431+432)
WSQ 768 K /July 6 (Thu) 9:00 ~ 11:30 CElla e

BRI V) —=LEYE  FREOBD SiaE SR
Post-lysosome: a new wave from the site of degradation

HiE | FMERREME B [RA NIV —LEYE]

WAL U VY — A THRENITGIRENLER ) VY — RERIRETE 25 702X [RA M) VY=L H
EHENTWD, 22Tk FA M) VY — ARZHEES 55 THEZ ISRHFTOMAE Tl L Tn/z72 ek,
RARN) VY — ARSI TH 2 70T 4 — AEN 7 EREmEMOBMR S BBE L, 2. KT—2 v av
TTH LWEMFIR THLRA M) VY — AWROM) 2 & U CTIHE 72\,

Accumulating evidence shows that lysosome serves as a signaling hub for the regulation of lifespan and aging by
supplying degraded products and recruiting key signaling molecules. "Post-lysosome" expresses such a cellular event
on lysosomes and/or after lysosomal degradation. In this workshop, we will introduce recent studies on post-lysosome
and cutting-edge technologies essential for the research on post-lysosome.

A=AV — B 28 ®RRAFH). Tl AF BEXZE)

Organizers : Taki Nishimura (The Univ. of Tokyo), Harunori Yoshikawa (Tokushima Univ.)

900] XUSHIC
Opening Remarks

WS9-01 05 2aoPavNnLitBIdF—r77o— - UV )—LROEEHKE
Physiological roles of the autophagy-lysosome system in Drosophila
OEH W42 (Naonobu Fujita)
WK - 78Rt - Mgt (CBC, IR, Tokyo Tech)

WS9-02 1925 UVY—LBEREOFTFHERIBEZOEEZNER
Mechanism and physiological function of lysosomal damage responses
O/N&E b 723 ' (Monami Ogura), %5 2% # 2 (Tamotsu Yoshimori), HiA) & >3 (Shuhei Nakamura)

"R - A frkkfE (Grad. Sch. of Fron. Biosci., Osaka Univ.), > B ARz  EE (Grad. Sch. of Med., Osaka Univ.),
SPRK - AL AIRERE (Institute for Advanced Co-Creation Studies., Osaka Univ.)

WS9-03 (945 ERATEK Atg15 U/N\—ED;EHERETHIE
Mechanism of the activity of Atg15 in vacuoles

O¥yT - MR WIF (Tomoko Kawamata)

WL TSR BEARb BREZE e M H 48 1220 %8 & >~ % — (Cell Biology Center, Institute of Innovative Research (IIR) Tokyo
Institute of Technology)

WS9-04 (10051 Co-Fractionation MS (CF-MS) I XBHMBEAEX % /N BER DRI

Co-Fractionation Mass Spectrometry (CF-MS) analysis of very large cellular protein
complexes

O )l B3 (Harunori Yoshikawa)
K - ek - I ~ # — (Inst. of Adv. Med. Sci., Tokushima Univ.)

WS9-05 (025 &#/INIENKiKA 2T b—L
Protein N-terminal interactome
O4 |, # 7 (Koshi Imami)
PRGF - ZEAF R EFSE & ~ # — (RIKEN IMS)
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WS9-06 (1045 U NIHDIFYEHXBEREMED X HAF—IVHIE
Mega-scale experimental analysis of protein folding stability in biology and protein design
OBFIL 3% KHB ' (Kotaro Tsuboyama), Justas Dauparas’. Sergey Ovchinnikov*,
Gabriel Rocklin®

"HOK - ZERJF (1S, UTokyo),
1) =AY 2 AY VRE, T 74 NV T EEES (Northwestern University Feinberg School of Medicine),
*17 ¥ ¥ b ¥ K% (University of Washington, Institute for Protein Design), * /»—/3— F k%% (Harvard University)

WS9-07 (1105 U/ —LEREZFHRILT ZEETO—TOER
Generation of a novel lipid probe to visualize lysosomal membranes
O@ﬁ‘ 5}:!5 1.2 (Taki Nishimura)

'JST & X 28 HAEMFZE 2 (PRESTO, Japan Science and Technology Agency), > Bk - [E + 47F-2E¥ (Department of Biochemistry
and Molecular Biology, Graduate School and Faculty of Medicine, The University of Tokyo)

(1125 $BE&EH
Discussion

A£E (Lt 7> 3>hR/—IL) / Room A (Reception Hall)
WS1 O 7B68 (K /July6 (Thu) 16:00 ~ 18:30 Japanese Session
fg5liciRBECE 24 < EEHE T2 HEH

Protein engineering technologies to unearth the life in the sequences

AMTEHEORTAZEZ S LICED), BREICED L, © PORASEICHE S NZERRN T AT 2 %280 BIFT
EE L7 20 BEFIHELEMGOEIT, BHIFRE LTZIMINTE L L, BE, ¥/ Ay —s 2007
Bt L EHRFAOFRIC LD A B RLEIIER G T AL 2) I L. €2 T AT -2 ay 7T,
77 ABCHNCIR B Edy ORLER B WL IR IS, BEEE T TS V95 LB oM E MmN L5,

Life has adapted to its environment by changing the sequence of proteins to create highly regulated living systems
such as those found in humans. The 3.5 billion years of life have been passed down to us in the form of sequence
information. Today, with the development of genome sequencing technology and bioinformatics, we have access to a
great amount of sequence information. In this workshop, we will introduce our research on engineering technology to
design proteins based on the memory of life and information sleeping in the genome sequences.

=AY — 2l Eh (BEXF). F5AF FEEERIIKT)

Organizers : Tatsuya Sawasaki (Ehime Univ.), Sohei Ito (Univ. of Shizuoka)

WS10-01 (1c00) EFIEHEEZRSRIRBEOEIS

Next-generation protein engineering to bridge sequence and function
Ot B (Sohei Tto)

LR B « SEA: fy (Grad. Int. Pharm. Nut. Sci., Univ. of Shizuoka)

WS10-02 (1625 &M% Al BERAETHA UCAZEESTH?
What does generative Al bring to protein design?

OP§ FJ2% "> (Hafumi Nishi)

VIR - BEIE R (Grad. Sch. Info. Sci, Tohoku Univ.), > B2EK - FEHFZEEE (Fac. Core Res., Ochanomizu Univ.),
SHUEK + AF 4 AV R H N 7 (ToMMo, Tohoku Univ.)
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WS10-03 (16501 2H5EE RNA U H—E DA TG ERBERRENDKA
Artificial design of ancestral-type RNA ligase and its application for manufacturing of
oligonucleotide pharmaceuticals
O#FJE A ! (Yusuke Hagiwara), HEA< FHF ' (Shohei Kajimoto), FKAf FEH1 ! (Miwa Ohashi),
B K& Kl | (Daisuke Takahashi), = )&l 1 ' (Yasuhiro Mihara), A<|1] %45 ? (Tomoharu Motoyama),
7 B 2 (Sohei Ito), HIWF #EE: 2 (Shogo Nakano)
"R F# (#k) (Ajinomoto Co., Inc.), * #HELK « £ % (Univ. of Shizuoka, Food Sci. technol.)

WS10-04 (17151 EFRER. AESSUEAMESROEHDOT I 2 WALFE
Digital methods for the enzyme discovery, development and application for synthesis of
chiral molecules
Ok sy 2%7\ (Yasuhisa Asano)

WK - 1. - ZE 1. (Dept. Biotechnol., Toyama Pref. Univ.)

WS10-05 (17401 BHREFMICTH S M NTEORREChD DS
Current and future proteins designed from informatics approach
OEMg 3EHL (Tatsuya Sawasaki)

FWEK - PROS (PROS, Ehime Univ.)

WS10-06 (1805 EE(LMIFHEERIC L DEMEELE NTEDOTY L
Evolutionary algorithm-based protein design

O ¥ #£E (Shogo Nakano)
HHELK « £&h (Univ. of Shizuoka, Food Sci. Technol.)

B (141+142) / Room B (1414+142)
WS1 1 7B6H (k) /July6 (Thu) 16:00 ~ 18:30 SEIETEES SR

FHAIA HEMENREDOHF
Multifaceted protein functionality in biological system of megadalton
complexity

F#  EMEEREMRE A [YIVFI77E2y b - 7OTF12X] /

FMEEFRAME B [ XHHI b EmgeRIL I FI T A]
HAHRBEE: EOEMES T, REZBEBINTO R WSS (ERIN TV S ) 212, ZNOHET o THRE
THLERGZEEEOEHEIZOVTOMIE, FITRFRTHD, INLEZHBL T 2OIIIFTHLMT 27 7
O—FPRBEELRS>TWE, £2Ty INHICHEDRCGEMAREIN A [FHWERHILR ] LPMERB [ A7
AarFALEIRE ] OB Y YR T AL LT, DB EZHM L 2R OMED N O 2T %o
As the understanding of biomolecules advanced rapidly, the traditional view of protein functions became multifaceted.
To further understand the life systems, we need to study molecular systems of megadalton-sized protein complexes
present in the cell. In this joint workshop of “Grant-in-Aid for Transformative Research Areas” teams, we will
introduce attempts to analyze the esoteric life systems by fusing cutting-edge technologies of protein science,

structural biology, and artificial cell research.

F=HFAY—  TEETE FTMWEXEXSD). BE £ RRIEXF)
Organizers : Shinobu Chiba (Kyoto Sangyo Univ.), Kayo Nozawa (Tokyo Tech)

(1600] (EU&HIC
Opening Remarks
O {1t (Kayo Nozawa)
HO T3 K% (Tokyo Tech)
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WS11-01 (1608l

WS11-02 (1629

WS11-03 (1652

WS11-04 (1715

WS11-05 (1738

WS11-06 (1801

[18:24]

FAGEEA T2 b T AR—2—BEHOEES EHEE
Structure and function of a thiosulfate ion transporter
51 $8  (Mai Tkei)s 1131 520R% 2 (Muneyoshi Ichikawa), [ [ %&E ' (Keigo Monden),
PUIE HEA ' (Yusuke Naito). #7PN k% ' (Azusa Takeuchi), 154G #iACER ! (Yutaro Takahashi),
I BLB ! (Yoshiki Tanaka), 47 HH §AJ: ! (Hironori Takeda), ‘ETI Z&¥k ! (Ryoji Miyazaki),
Ol 4! (Tomoya Tsukazaki)

' Zs BT OR (NAIST), 2 S H K% - &b 5222t (Sch. of Life Sci., Fudan Univ.)

BENPSBRERDLTIMNIRNITEVNIE N AQT—2 D@ < T A
How the mitochondrial protein translocators work unveiled by their structures
O 3}7E W (Toshiya Endo)

NUPEK - Bl (Fac. Life Sci., Kyoto Sangyo Univ.)

Day 2 (July 6)
WorkShop

IOV F UVEEOEBEEME

Structural biology of chromatin transcription

OVLJE W5 ! (Haruhiko Ehara), fiid %8 2 (Tomoya Kujirai), 7K 37 F ' (Mikako Shirouzu),
BRI =78 ' (Hitoshi Kurumizaka), BIAR f2— ' (Shun-ichi Sekine)
" ifif - BDR (RIKEN BDR), > H{K - IQB (IQB, Univ. Tokyo)

ATHIRRS AT LDELZDHEL - BHILERA
Development and application of artificial cell system that consists of multi-components and
complexity
OH &' (Yutetsu Kuruma), YIJE BT 2 (Sumie Eto), BAF % & % ' (Rumie Matsumura),
AR HEBA ' (Yasuhiro Shimane), 5 JFR4 > (Mai Fujimi), X)L\ X ¥ 3 2 )b 2 (Samuel Berhanu),
A5 At i 2 (Takeshi Kasama)

" WEENFSE B FEBEHE JAMSTEC), * MRt T3 K& M ERZE @5 FS8/T (Earth-Life Science Institute)

EQEOAKBRERICECEEREY R 73EMO7OT7TF —LICERIIHHNZE /57
Nascent peptide-induced translation discontinuation in eukaryotes and prokaryotes
impacts biased amino acid usage in proteomes
OF4 #&F ! (Yuhei Chadani), JHiE 384 2 (Yosuke Ito), J43 3EH 12 (Tatsuya Niwa),

11 %17 2 (Ayako Yamakawa), W] 3k 3 (Kodai Machida), 47 5% ° (Hiroaki Imataka).

FHIT 3548 1% (Hideki Taguchi)

'YK - WFZERE (IR, Tokyo Inst. of Tech.), > H'IZK « 4y (Dept. of Life Sci. and Tech., Tokyo Inst. of Tech.).
* JEBEL 7K « T (Grad. School of Eng., Univ. of Hyogo)

HR7 L A b ZFIA L/ O REEFIE O 5 F 18

Mechanism of cellular regulation by translation arrest
OT-2 43 (Shinobu Chiba)
HOEK - A - Jodi Ay (Faculty of Life Sci., Kyoto Sangyo Univ.)

HaH®

Discussion

OT-#E &4 (Shinobu Chiba)
TR E SE K2 (Kyoto Sangyo Univ.)
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C 4135 (431+432) / Room C (431+432)
WS1 2 7ABE (K /July 6 (Thu) 16:00 ~ 18:30 CElla e

RIS{EEDEDS LN BEEBBL. H#T5

Understanding and controlling proteins through the eyes of reaction
chemistry

Mg FINKEREME B [HBHT ININ/ v 71 U hm < ESREFIE] /
FMEEREMFE B [ ATEREREIEER]

EHEREGRRHRFUI A O N KT O T o ZRLPANIC L > TZ O / iDL IS TE
B3, UL EED CHUnd, BIRBERE D IEAT - BET . EdT RO AL E2H 2 HRTHEIL ) 5. K WS T,
FHAE B [, v 2 4 >~ ] [neoPTMs] O3bEEE L LT, GHULY: - FUBMLY % 36k & § 2 HlT A A 5 &
FUERHAIH 72 2 58 & B Jeimlige & #0 2 i 2 e L Calan 5 %0

Proteins are responsible for the majority of functions found in living systems and nature. Reaction chemistry-based
technologies can provide new perspectives on the analysis and regulation of dynamic functions and intervention in
living systems. In this workshop, we will invite lecturers who are engaged in advanced researches on protein science

from such viewpoints.

A=AV — AR F28) (EXREMREMITR . LR = (FEXF)

Organizers : Kounosuke Oisaki (AIST), Kenzo Yamatsugu (Chiba Univ.)

(1600] (FU&HIC
Opening Remarks

OH:E 322 B (Kounosuke Oisaki)
PESERARR A WEFERT (AIST)

WS12-01 (1605 14-3-3 EEHIRE ) VEAIEHANET B7-A < ERMEIERAORBERICH T /=5 FHrg
Exploration of transient protein-protein interactions mediated by 14-3-3 and
posttranslational modification

OXAPH % ¥ (Junko Ohkanda)
MK « B (Dept. of Agri., Shinshu Univ.)

WS12-02 (16451 FANIMETIA M) —IC&BEL NI EDSEREDTRIL
Imaging of multiple subcellular localizations of membrane protein using labeling chemistry

O¥g HE— BB (Yuichiro Hori)
JuK - B - 4k (Grad. Sch. Sci., Kyushu Univ.)

WS12-03 (17100 A7 77 2—HDASHICLI=E /NI E His BEX FIVLIES
Protein Histidine methylation revealed by synthetic cofactor
O%?$ ,[,B )N (Tadahiro Shimazu)
Bifff - CPR (RIKEN, CPR)

WS12-04 (1735 4 VINIEOKET Y TIL—Fik
Chemical Upgrading of Proteins
O E 2B (Kounosuke Oisaki)
PERSIF - filtlit & > # — (IRC3, AIST)

WS12-05 (18001 {LAESRIC K BMEBAER b2 2 NI B EM LA
Chemical catalyst-driven in-cell histone modifications and their applications

O f# = (Kenzo Yamatsugu)
T-#K - % (Grad. Sch. Pharm. Sci. Chiba Univ.)
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(1825 Hh WIS
Closing Remarks
OHIIK fd# = (Kenzo Yamatsugu)
T-3E K4 (Chiba Univ.)

D% (131+132) /Room D (131+132)
WST3258 s 0% Sl e a0 =nelsh Session

IAART—IVEHMETDEA S HICT B3 LOHRRERIRSR
Cross-Scale Measurement Technology for Revealing New Biological
Phenomena in Cells

i FINEEREMAE A [VORART—IVIEYE ]

AT R A VA T 7 & T S N 2SS L k7 & v 7 BB FEIE LT D . MlaN o2 Ls
VT FIVEZEICE U TE A F I v 7 ICHERRERZZL S L 2T, ST LMPBBERIEHE IR TS, Lz
o THIFN TR = 2 GBS OBIFIZIZ, 7 X7 BOFET L NV OREED S 0T - M L~V O ERZEf Y BhHE $
TR 7 UART =)V CH LT 5 2 EDTELHIEMN B L OZFORMENLETH L, KRTY—27 v ay 7Tk, ¥4
AN EHAIEA 2 F%E - IDH L TV AR EORTOMIT R EZ R L TW22 &, ZIhLRATELH LA
SHERICOVWTHERT S,

In the cell, a wide variety of proteins exist in spaces separated by cell membranes and organelles, and their dynamic
changes in conformations and localization in response to changes in the intracellular environment and signal
transduction enable various cellular functions to be performed. Therefore, in order to reveal biological phenomena
occurring in cells, it is necessary to develop measurement techniques that enable cross-scale visualization of proteins
from their atomic-level structures to spatiotemporal dynamics at the molecular and cellular levels. In this workshop,
researchers who are developing and applying various in-cell measurement techniques will present their latest topics of
research and discuss new biological phenomena that have been revealed by their studies.

F—HFAY¥—  TBE FHr GIKFE). Bl L8 (FERE)
Organizers : Kenji Inaba (Tohoku Univ.), Noritaka Nishida (Chiba Univ.)

WS13-01 ri6000 #BRARIRTICH TS 2N EDEES SUHEEZERAD In-cell NMR £
In-cell NMR observation of protein conformational and functional modulation under
intracellular conditions

OV H # ¥ (Noritaka Nishida)
T-#K - B3 (Grad. Sch. Pharm. Sci., Chiba Univ.)

WS13-02 (16251 51 FEFIEMEIC KB DOCKS HifaBE K FIH2 FEESHOBMIEERT
Dynamic structural analysis of the DOCK5 cytoskeletal regulator complex by cryo-electron
microscopy

ORIE (H%) e+ (Mutsuko Kukimoto-Niino)
BifF - BDR (RIKEN BDR)

WS13-03 11650 Bi—F 7 ARBIEIC &S X J A7 —IVBHALDIERE
Understanding the Meso-scale organization by single synaptic optical manipulation
OM # 75 (Hideji Murakoshi)

ZEBEF (National Institute for Physiological Sciences)

WS13-04 (17151 Nano assessment of how viruses hijack the host nuclear pore
O Richard W. Wong

WPI-Nano Life Science Institute, Kanazawa University

(39)
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WS13-05 (1740 FEFBZAV:EGETFEMSEGRNCEZANIXIOIOQRART—IERR
Cross-scale observation of organelles by serial electron microscopy and Deep-learning
based image analysis
OFM #ift ! (Yusuke Hirabayashi), #F $E ' (Shogo Suga), HiAT #i#l | (Koki Nakamura).,

P 48 ' (Yu Nakanishi), 5 ¥V 7 )b — 2 2 (Bruno Humbel), Ji[4r 2240 ' (Hiroki Kawai)

'K« T - {kZE (Dept. of Chem. and Biotech., Eng., The Univ. of Tokyo), 2 #li#BFH% K (OIST)

WS13-06 (18051 /ORRT—IVEHAIC &K B/MRaFE TV HEDH IV S 7y LiEE MR EHEORZEA
Mechanisms of calcium homeostasis in the ER and Golgi revealed by cross-scale microscopic
measurements
ORf#E FK (Kenji Inaba)
Hb k2% (Tohoku University)

WS1 4E/—£i% (1334+134) / Room E (133+134)

7R6H8 (K)/July6 (Thu) 16:00 ~ 18:30

FVNIROEEDFEHE : REBEIEROGRZEELT

Molecular movies of proteins:
Toward concerted collaboration between experiments and theories

$E | IAMAEMA (SRS FEE ]

§ Yo7 H ORI, BEE7ZT T2 <L MRREBEE TOMEZILZ N O NI T 2LEDND Lo T, K
SrE) X s e E AT (B FEIEE) 7 A4 A EFEBBEOEERFEHEL Ly —, ¥ X X7 HNOALFERX
ISOFFIIL, S OICEAFE 2 S E R E S ERPEETH L, £72, BmetHICIE, EREROMRIZT T
%l BESAE R EOTMIRO LN TWE, KT—F gy T TR, ¥ 237 BOWFRIATHLE»FER & B
T 2 & i 3 % o

Molecular mechanisms of protein should be understood based on not only its static structure, but also the dynamic
atomic structures in action. Nowadays, time-resolved X-ray crystallography and cryo-electron microscopy have been
developed remarkably. Moreover, studies of chemical reactions in protein require precise molecular information
obtained by various kinds of spectroscopic and theoretical methods including quantum chemistry. In this workshop,

we discuss how proteins work, from both aspects of experiments and theories.

F=HFAY—  HE HH GHEIEXRE). JUKE GLEMFR)
Organizers : Yuji Furutani (NI Tech), Kiyoshi Yagi (RIKEN)

[16:00] (& UsIC
Opening Remarks
O 4 #h3 (Yuji Furutani)
4,8 T3 K% (Nagoya Inst. of Tech.)

WS14-01 (1603 #WEEMEADNA Ty K77O—-F : 32l —Ya v ERBRT—2OBE
Hybrid approach for biomolecular structure modeling: integration of simulations and
experimental data
O F ik (Osamu Miyashita)
PFEI SR8 & ~ & — (RIKEN Center for Computational Science)

WS14-02 11628 BFLIalb—2arRAVELYNEADBNIBEELDIEMRE

Understanding dynamic structural changes of proteins using molecular simulations

Otk WACHE (Ayori Mitsutake)
WK « LT, - W PL (Dept. of Physics, Meiji Univ.)
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WS14-03 (1653

WS14-04 (17:18]

WS14-05 (1740

WS14-06 (1502

[18:27]

BESBRE ST/ AREKIEDIA R TORTIVOBESTA T3V AEA
Time-resolved resonance Raman observation of structural dynamics in ion-pumping
rhodopsins

Ok % $ (Misao Mizuno)

K[ « PR (Grad. Sch. Sci., Osaka Univ.)

QM/MM EDFFE L BERRG - HLZRBADEH

Development of the QM/MM method and applications to enzyme reactions and
photochemical reactions

OJUAK i (Kiyoshi Yagi)
BIWF - BHAA - WP T-FH4# (RIKEN CPR, Theor. Mol. Sci. Lab.)

FHBRFRNCKBRE INTEDA F V&% - FBHEBORR
Infrared spectroscopy for investigation of molecular mechanisms of ion transport and ion
permeation in membrane proteins

O #id (Yuji Furutani)
441K - B L. (Grad. Sch. of Eng., Nagoya Inst. Tech.)

AIBANTFRA A Fr RIVOBESFLFTITA
Structural dynamics of designed peptide ion channels
O¥f # ' (AiNiitsu), Jaewoon Jung'”. #H i ** (Yuji Sugita)
" BF CPR (Riken CPR), “JST & & 2%} (JST PRESTO), * #f R-CCS (Riken R-CCS). * #fif BDR (Riken BDR)

bUIC

Closing Remarks

OJUA ¥ (Kiyoshi Yagi)
ML AIEZERT (RIKEN)
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B&#% (141+142) / Room B (141+142)
WSTD 225 S Ten shs6 oo Lapanese Sesson

FWMHASEEET7 IO FRRZILL< BT 5
Broad overview of amyloid research from academia to drug discovery

T T BPHERICEE LT 304 FEHET VA ~— 7% &40 D L O EERE LTI SR I T, T
S0 FIEINECRADEEWE E LTHRONDL Z DL ho/zn, i TIET I 1A bz &4 FEMEICRAT
OFIEE LCHRBMRENDDOD D, S OITHIT, MREMEEREORFEELEY L, HEWREE R, 22
TART =272 ay TTEFEMRABLORENSILL 7 I0 A FIFRICHYMATH 2142 BMELT, ThETO
BORE AR L T2 72n 7z BT 5RO RET b,

Amyloid fibrils cause more than 40 neurodegenerative diseases. Although amyloid has often been treated as a
causative agent of a disease, it has recently been recognized as an amyloid catalyst, a physiologically active entity.
The recent emergence of therapeutic agents for Alzheimer's disease and other neurodegenerative disorders has
attracted public attention. In this workshop, we will invite researchers from academia and industry who are actively

working in amyloid research to introduce their recent research results and to look ahead to future research.

F=HFAY— BN AL (BRABEMEHSE) . BE =6 (LEKS)
Organizers : Hisashi Okumura (NINS), Koki Makabe (Yamagata Univ.)

WS15-01 8301 73IOA FERBEZEML A ATEQEOR EFE
Construction of an amyloid-mimicking artificial proteins
OHBEE SEM) (Koki Makabe)

K - BeBi 1 (Grad. Sch. Sci. Eng., Yamagata Univ.)

WS15-02 9001 ZIYNAT—RONEBIETD A BATF RERICHIZ Y - /L 4—EEQLRATO-LD
BFHE
The molecular mechanism of y-secretase and cholesterols in the AB peptide production in
the early stage of Alzheimer's disease

O F ¥:Z (Naoyuki Miyashita)
JEK - AP BT - A£Gt (Dept. of Sys. Biol., BOST, KINDAI Univ.)

WS15-03 9300 73IOA FRMHHDIKITES KUHKIEED S FHIBDMEA
Molecular mechanisms promoting and inhibiting the formation of amyloid-f fibrils

O%A Bfl 1 (Maho Yagi-Utsumi)
' £411iK - i3 (Grad. Sch. of Pharm. Sci., Nagoya City Univ.), > HIRF-WFSeHRE - 21 @rflk$E %2 £ (ExCELLS, NINS)

WS15-04 (10000 BF>Ial—2arERAVET IO MMM ETBEDRH
Early stage of amyloid fibril formation studied by molecular simulation

OfF#E BE "> (Satoru, G. Itoh)
'3 FWF IMS). *EXCELLS. ° #%#F Kk (SOKENDATI)

WS15-05 110301 YN 7 —REBIEMHERAR DR
Trends in the development of disease modifiers for Alzheimer's disease
OARM #iiE (Teiji Kimura)

T —H 4 Ha&4k (Eisai Co. Ltd.)

(o0 HbWIC
Closing Remarks
OBA A (Hisashi Okumura)
FARBLEIFFERERE (NINS)
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D£1§ (1314+132) / Room D (131+132)
WS1 6 7A78 (&) /July 7 (Fri) 0830 ~ 11:00 SIS

BXEERNISZ-5E %R !
Uncover the functional mechanisms of supramolecular assemblies by
observation

$4E 1 JST EEHT [HROBHERIEER]

MO TIX, B4 ZEAEZII LD & LAERESTOET ) B2 Sk lEE A2 R L. 2SN EmEEIc & -
TEEZBEZLTWLIIENHLNER>TETWL, KT—=2 23y 7T, MAOEMHZHWT, 4 Z2EK
BEAOBESCH S ZHEL, ZOREOZEFHOPIITLZ L2 HIELIFREZ T TV AIERSIOMEE 72512
WL T2, ZLTC. V=2 vay 7Ta@B LT, EHEOBNEREERT ZEOERNFELWHIHEALGEDY |
FTTHWL ZonlFTeoL Dz,

Proteins and other biomacromolecules form dynamic supramolecular assembles in cells, and that these play important
roles in biological activities. In this workshop, we will invite talented early-career researchers who observe the
structures and dynamics of various supramolecular assembles by their own cutting-edge techniques and try to uncover
the functional mechanisms. We hope this workshop provides an opportunity to develop new research field of the
dynamic supramolecular assembles from the viewpoint of protein science.

F—=AFAY— 2 &% (BRBEMEHERE) . &L RE (RIEKZE)
Organizers : Takahiro Kosugi (NINS), Takeshi Yokoyama (Tohoku Univ.)

8:30] (EUSHIC
Opening Remarks
OIS ¥ (Takahiro Kosugi)
FURFLEIFFEREME (NINS)

WS16-01 835 VARV —LZEMBERRANT [RE] L. AAEROELEZHEATS
Visualization of how antibiotic reacts to ribosomes in the cell-free translation system
revealed the functional evolution of antibiotics

ORIl 20 5] (Takeshi Yokoyama)
HALK - Ay (Dept. of Lif Sci., Tohoku Univ.)

WS16-02 859 FERXEZNIEOBWEUL ST 2 5—HEHE
Pseudo-luciferase activity of non-bioluminescent proteins
OV JEL 5 ' (Ryo Nishihara)
B EEBE T2 - BERSIF (HMRI, AIST), 2JST X & %3tF (JST PRESTO)

WS16-03 9231 &E&E AFM IZ& B SMC B EFBEHIFEA A DOBMIBERRIT

Real-time visualization of Structural Maintenance of Chromosomes (SMC) complexes by
high-speed atomic force microscopy

OMgH ft— ' (Kenichi Umeda), HJI] #5257~ 2 (Yumiko Kurokawa), 11 &3} 2 (Yasuto Murayama),
W3 73 ' (Noriyuki Kodera)
! 48K WPI-NanoL SI (WPI-NanoLSI, Kanazawa Univ.), > {ZWF (Nat. Inst. Genetics)

WS16-04 1047 HMEDESHEHEERET HHMBRRANAED in situ HER

In situ structural analysis of the periplasmic flagella that regulates bacterial motility and
morphology

ONMA Rk (Akihiro Kawamoto)
B K - & EHMF (IPR., Osaka Univ.)
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WS16-05 (10:11] RNA-induced silencing complex D#EEFHIR % FI#{LT S
RNA-induced silencing complex at work imaged in cells

O/Vbk Bl 12 (Hotaka Kobayashi)
'JST & &AM F BT (JST PRESTO), > HUHTKA: & A frBHiF 58T (IQB, The University of Tokyo)

WS16-06 (1035] 1 A FAIRLEHTES b PREHFOEIHEMIL

Single molecule imaging dissects dynamic organization of human mitotic chromosomes
OH I 48 123 (Kayo Hibino), 3% #i = * (Yuji Sakai), 4% JF A '? (Masato Kanemaki),

B B —1# '? (Kazuhiro Maeshima)

' EAZHF (Natl. Inst. Genet.), > #BFK (SOKENDAI), °JST « & & 7813 (PRESTO, JST). * 5K, (Kyoto Univ.)

(1059 Hh YIS
Closing Remarks
O#f 1l 3% 7] (Takeshi Yokoyama)
HLJL K2 (Tohoku Univ.)

WS1 7E%i;%' (133+134) / Room E (133+134)

7B78 (&) /Jduly7 (Fri) 08:30~ 11:00

BINULIVER & Ny BRADERATHR

Frontiers of research of beta-barrel proteins

BINVIVAE Y 28y e LTIE, 77 AR, I b3 Y P T EREOINEIAAET B LY Y80 B Td b,
Tio, WEES 28 HE LTI GFP O &) BZAEROE Y YV HTh b, KT —2 v ay 7Tk, ALY
DT+ =T 4 YT RERRF—T— NI, RS, B EYWEE NI AT 37T 4y 7 A E 6T,
SrTREEERR E KB 2 B L 2B 2 0. TOEELZHRT b

Unique fold protein, beta-barrel acts essential roles for cell viability at the outer membranes of bacteria, mitochondria,
and chromoplast and as soluble proteins, fluorescent proteins, like a GFP, are used as basic tools for imaging. In this

workshop, we will invite pioneers and discuss the beta-barrel proteins from multiple aspects.

F=HFAY—EA HRE (BHXE). TH LE (RREGHRZERMTAFRAF)
Organizers : Takuya Shiota (Univ. of Miyazaki), Hironori Takeda (NAIST)

830 FLBHIC
Opening Remarks
O3 M #i1l (Takuya Shiota)
BT K% (Univ. of Miyazaki)

WS17-01 8351 =X bary RUTPHEICHTSBNLVIEEESZ VN EOREREARE
Molecular mechanism for the membrane insertion of B-barrel proteins into the
mitochondrial outer membranes

O#r H 5A#: (Hironori Takeda)
%8B - 234 3 (Div. Biol. Sci., NAIST)

WS17-02 9100 NIFVTRINLINBES NG BOIFBEEF > F=RREARIE

Molecular mechanism of Gram-negative bacterial assembly of beta-barrel membrane
O $74 (Takuya Shiota), ¥ ¥ —< =— I K7 — K (Edward Germany),
1B 7 L (Yukari Nakajima)

ERK 7125147 « RI(RI, Front. Sci, Univ. of Miyazaki)
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WS17-03 1935 MEHERMNEHEZBIELLERIV-—ZVIPSREENT 7 LEEHRBEZRIRMICERTREYE
aanyFr
Discovery of darobactin, which selectively kills Gram-negative pathogen, by differential
screening
O Ik # (Yu Imai)

5K - N4 F X 54 H VI (Depart. of Biomol. Innovation, Inst. for Biomed. Sci, Shinshu Univ.)

WS17-04 (1005] NTF FESOBLFROEMZFIALZBNLIRLANIED [RYB] FH1Y
ORIME design of beta-barrel protein using site-specific relaxation of peptide bind
OT-# # (Kaori Chiba)
SHRE S - [EBSAI% (Natl. Inst. of Tech., Ibaraki Coll.)

WS17-05 (1035] TOMBEREFHENSRZI bAY FUT DL BOEEEIBOEL
Diversification of the TOM complex in Evolution of Mitochondrial Protein Import
O%F B —HB (Kenichiro Imai)
PERSHE - Milas1- (CMB, AIST)

B&#% (141+142) /Room B (141+142)
WS18%:% 4 (£) / July 7 (Fri) 15:40 ~ 18:10 Lapanese Sesson

BHBERREOHRIDSOVIEL 4N 7HEOBCHRERIEDER SHIERE

Integrated understanding of protein self-condensation process from the
viewpoint of dynamic solution environments

$HE  FWMEKEREMFA B [BEVARIRE ]

BRSO RF BRI 2 AL & RIREW S V7 B O - G BER 7 I 0 4 FMEL L wo - A& ARE, BLO
TIVINA T —=I{R—F 2 Ve EOMFEEMRE L OBBRPHO IR > TE 2o 1T - 0T L XV O R -
SO 2B RETIVE MBLRAEAR L NV TRIREND & 37 Bl & iR B L oMb & Hx
L NLVOMEZREICHERTAZ LTI Z7uhby /7 0 TOFERRKEZUIENICHBT L2 L 20 ST,

Spatio-temporal changes in the solution environment regulate self-condensation of intrinsically disordered proteins
such as liquid-liquid phase separation and amyloid fibrillation, which are associated with neurodegenerative diseases.
We aim to comprehensively understand the events from the microscopic insights revealed by atomic- and molecular-
level analysis to the macroscopic perspectives revealed by cellular- and organism-level experiments.

F—=AFAY— Bl EE (RERF). B FHe (REKRE)
Organizers : Naotaka Sekiyama (Kyoto Univ.), Kenji Sugase (Kyoto Univ.)

WS18-01 (1540 BWHBREETMCELB7I0OA FREILDSF X DX LDOAZA
Elucidation of the molecular mechanism of amyloid fibrillization by a multiple residue model
JINFR 8830 ' (Ryoga Kobayashi), J&F B ? (Takashi Kodama), #jJ@ %5 A ! (Hidehito Tochio),
ORIl B2 ! (Naotaka Sekiyama)
PROK - B - AW PR (Dept. of Biophysics, Grad Sch. of Science, Kyoto Univ.), * Bk - & I1#F (IPR, Osaka Univ.)

WS18-02 (16051 /N1 KO bO—7&LTO ATP OER#HE
Mechanism of ATP function as a hydrotrope
I TG | (Kenji Sugase), PHi% ZEH 2 (Mayu Nishizawa), &7 7Y ¥ % LY v Z 3 (Erik Walinda),
A K 2 (Daichi Morimoto), I — ¥ X ¥ ¥ % I ~ * (Benjamin Kohn),
Y2 —5— %)) v & *(Ulrich Scheler), 1)l %2 2 (Masahiro Shirakawa)

"JUK + 2 (Grad. Sch. of Ag., Kyoto Univ.), *> %tk - T. (Grad. Sch. of Eng., Kyoto Univ.),
* JUK - [E (Grad. Sch. of Med., Kyoto Univ.), ‘IPF Dresden (IPF Dresden)
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WS18-03 (1630 A5 FOEE L HEEARITO/DH DRBDH HFIPRFAR
Development of statistical mechanics theory of liquids for structure and interaction analysis
of biomolecules
O H #E ' (Norio Yoshida), [1JI7T %% ? (Tsuyoshi Yamaguchi)
"% K - 1§ (Grad. Sch. of Info., Nagoya Univ.), * 44k « I. (Grad. Sch. of Eng., Nagoya Univ.)

WS18-04 (1655 #BIEAMAR b L AFEH DT & T DERKBEEE DRI
Physiological functions of cytoplasmic stress granules

OB FF- 2 (Kyoko Matsuzaki)
VIR K - BERE B - SR REACHEHIENT % (Dept. of Med. Biochem., Grad. Sch. of Med., Tokyo Medical and Dental Univ.),
2EEARK - E - ML (Dept. of Cellular Biochem., Sch. of Med., Kyorin Univ.)

WS18-05 (17200 & Z7=HRRATH S /NI BECEEBRIET v 1 ZOMARE

Evaluating protein self-condensation processes inside living cells
O F 1.2 (Hideki Nakamura)

'K - B8 % ¥ # — (Hakubi Center, Kyoto Univ.),
2EK - L AL (Dept. Synth. Biol. Chem., Sch. of Eng., Kyoto Univ.)

WS18-06 (1745] #HEIM ATP RE L BEHERE

ATP concentration and protein aggregation inside cells

O4AF #iEL (Hiromi Imamura)
HUK -+ 24y (Grad. Sch. Biost., Kyoto Univ.)

E<£3 (133+134) / Room E (133+134)
WS1 9 7A7H (&) /July 7 (Fri) 1540~ 18:10 Rl I e

EREFMREINET BIR 2 N7 EEEHEEEMFE DR
New stage of development in Structural Biology of Membrane Protein
Complexes to Accelerate Life Science Research

PR, X A ERAT I A T 7 4 4+ B BB BT B O AL & b 2o T, fMEEYY, FICkES
YN BRER IR E L ML T B0 B4 2 BURIREE COREREIEIC L 2 & 27387 B OB 7% 55 T FE R O ff
B, WEETH o 7285 T HRERO &7 R RS IE DRI BI 2 & R 2 W& AHR T WD, 22T, AT —
rvay TTRRHIOEESY 237 BREENIZE 2 i, s 5 2 & TREROAEGRERD & 5 % 2 ROt %
BAT 2.

In recent years, with the advancement of cryo-EM single-particle analysis techniques in addition to X-ray
crystallography, structural biology, especially membrane protein structural analysis research, has been remarkably
accelerated. There have been a series of exciting reports on the elucidation of dynamic molecular mechanisms
of proteins by structure determination in various reaction states and on the successful high-resolution structure
determination of supramolecular complexes, which had been difficult to achieve. Therefore, in this workshop, we will
report and discuss the latest membrane protein structural studies and discuss the possibilities for further development

of life science research in the future.

A=A AY— FF R (BAEMAT). BF Tt (BEKF)

Organizers : Ryoji Suno (Kansai Medical Univ.), Tomoya Hino (Tottori Univ.)

(15401 (FUSHIC
Opening Remarks

(46)



WS19-01 (15451 HF# EeBhE %Ak P2-type ATPase DiEEHEAEER
Structure-function relationship of cation-transporting P2-type ATPases
OFf # —7% '* (Kazuhiro Abe)

' &l R ORI A PRAEFSE &~ 4 — (Cellular and Structural Physiology Institute, Nagoya University),
2 4 R K2 K2 B A 3R 4788 (Graduate School of Pharmaceutical Sciences, Nagoya University)

WS19-02 (1609 < DEERS by OLBIBRIC S 32RAOOBRIRBELI &> TEBEh370r 5
IXHEIB DAZEA
Proton pump mechanism driven by the redox changes of metal centers in bovine heart
cytochrome c oxidase
OB H UL ! (Atsuhiro Shimada), #4< 18 % (Kazumasa Muramoto).
% — P 287 % (Kyoko Shinzawa-Ttoh), H J& & ik > (Tomitake Tsukihara),
)11 42t 2 (Shinya Yoshikawa)

Vi EK - IS ZEM (Appl. Biol. Sci., Gifu Univ.), * JEIEK - B4 (Grad. Sch. Sci., Univ. Hyogo).
SBK - B (Inst. Protein Res., Osaka Univ.)

Day 3 (July 7)
WorkShop

WS19-03 (1633 WILEAHOAT OEAHET I J BME OB ERIT
Structural studies of mammalian heteromeric amino acid transporters
O$ %‘Jgé (Yongchan Lee)

IR K - B - ZEAFEER) (Grad. Sch. of Biomed. Sci, Yokohama City Univ.)

WS19-04 (1657 54 A EFEMBIBERIFESEAFM BBHNSRATEE ABC hSUAK—4— (P-gp) D
BEIAFIVR
Structural dynamics of ABC transporter (P-gp) revealed by Cryo-EM structure analysis and
High-speed AFM
OO KT 2 (Norie Hamaguchi), %23% %)% ° (Naruhiko Adachi), ¥FH B4~ * (Yuto Nonaka),
4 24 ° (Shunsuke Kita), 4% 3 ¢ (Sho Konno), 4] 4K * (Yui Kanaoka),
SPIE 252 3 (Toshio Moriya), JI[IE B\ * (Masato Kawasaki), 22H] B ] 2 (Satoshi Yasuda),
BV W7Z | (Naohiko Anzai), #k ELHE ® (Yoshio Hayashi), Fif 9% 3 (Katsumi Maenaka),
T-H #2% * (Toshiya Senda), /INAEJEL iy * (Satoshi Ogasawara), PN B2 ¢ (Takayuki Uchihashi),
A 2 2 (Takeshi Murata)

'TAEK - BREE - PRS- (Grad. Sch. of Med. and Pharm. Sci, Chiba Univ.),

2 %K - B - {b (Dept. of Chem., Grad. Sch. of Sci., Chiba Univ.), * &5 3 HeHi « WEHF - #5354 % (SBRC, IMSS, KEK),
4 %35k - Bl (Phys. Dep., Nagoya Univ.), ° Jb ki « 3 (Faculty of Pharm. Sci., Hokkaido Univ.),

i E SNEE (Sch. of Pharm., Tokyo Univ. of Pharm. And Life Sci.)

WS19-05 (1721 #HMAELRAZIVEOFFREIZEELIZLRAZIY HA SEGDOBEES
The Structural Basis of the Histamine H4 Receptor: Implications for the Molecular Design of
Novel Antihistamines

O Dohyun Im
30K -+ % (Grad. Sch. of Medicine, Kyoto University)

WS19-06 (17451 Wnt-Frizzled-LRP6 & HDIBENASHIC LAEHRMB - hT =22 JFIVORMERE
Structure of the Wnt-Frizzled-LRP6 complex reveals the mechanism initiating canonical
B-catenin signaling
O3 M2 (Naotaka Tsutsumi)
[ K + 38 (Faculty of Pharm Sci., Okayama Univ.)

(1809 bW
Closing Remarks
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