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3P-1

RAZ—EReE (IF BEA—J) / Poster & Exhibition (1F Shirotori Hall)
7TR7H (£)/Jduly7 (Fri) 1330~ 15:30

| #i&4%4% / Structural biology (3P-001 ~ 3P-056)

3P-001

3P-002

3P-003

3P-004

3P-005

3P-006

3P-007

4D CRAF 1% 14-3-3 EHEERA L7 2 BEOREEDREREICH S
CRAFs in two types of closed structures interacting with 14-3-3 coexist in live cells
ORIAS % — (Kenji Okamoto), /£ H! ¥ (Yasushi Sako)

HifF - CPR (RIKEN CPR)

HiRA REBEL 7 F 2 ORISR OREL & HaERZRA
Expression, Purification and functional characterization of a novel rice lectin OSL

O¥H ELZ (Masahiko Hotta)
HHEK 5 (Fac. of Food Nutr. Sci., Toyo Univ.)

HBaMEk, 7+ o OEEEFIHICEAET 50 —FF—+ VorS DiEiE L e

Structure and function of sensor kinase, VgrS, responsible for the regulation of intracellular iron
homeostasis

OFi %1 '* (Dayeon Nam), A HISC ' (Norifumi Muraki), 775 ] " (Shigetoshi Aono)

U SRR AEIFZERERE - 22 T-BF (Inst. Mol. Sci., Nat'l Inst. Nat. Sci.),
2 HIRBHEIRSE B - ExCELLS (ExCELLS, Nat'l Inst. Nat. Sci.)

FRFEEHAOUVX M) —Z2HAWVEERBa -V 70V VOBV A—EELIT T 7 3 —3F0EE
BRI
Characterizing thermodynamics of binding for L-leucine to yeast a-isopropylmalate synthase using
isothermal titration calorimetry
ORI 43} ' (Kento Kizaki), % 34 | (Miki Furuie), JtEk 1E3% 2 (Hana Kitazume),

KB 2 % (Takayuki Ohnuma), & [ 3k 2 (Atsushi Kurata), 3 3% — 2 (Koichi Uegaki)

! Y& KB (Kindai Univ. Graduate School), * ¥k (Kindai Univ.)

LR P1 JEERTERY TEV 7OF7 7—EDRRE

Development of the versatile P1'-independent TEV protease

OXHE T-#1 ' (Chika Ohe), /Mg J#E: ® (Shingo Kosugi), Z&5t %2 * (Yasutaka Minegishi).,
5% Wl ' (Go Ueno), AEIR 2% # (Takashi Kumasaka), 1[4 HE 8 2 (Masaki Yamamoto),
BT 35S (Kohei Takeshita)

'RIKEN SPring-8 Center, 445 BL 34 Gr. (Life Scie. Res. Infrastruct. Gr., Adv. Phot. Tech. Div., RIKEN SPring-8 Center),
2 LRI AR 2T B WKE RS (Dynam. and X-ray Crystal., Grad. Sch. of Life Scie, Univ. of Hyogo).

MR &tt= v K ¥ ¥ — » (NIPPON GENE CO., LTD.),

‘TASRI, K3/ (Res. and Utili. Div., Struct. Biol. Gr., Jap. Synchr. Rad. Res. Inst. (JSARI))

fR¥E%R moonlighting EEE GAPDH DIRBELICHIG U /=LA EEZ L DRRIR
Analysis of tertiary structural changes of a glycolytic moonlighting protein GAPDH in response to
environmental changes
O BEEAL (Himari Suzuki), B 3 (Yuki Makiyama), JGH 25 (Yoko Motoda), /N ] (Tsuyoshi Konuma),
it I B /A (Takahisa Tkegami)
KL K« ZE 4R (Grad. Sch. of Med. Life Sci., Yokohama City Univ.)

HESIUBKEHEERZZER L AEBRLS FBHHED I 2 L—2a VICEBTREEERR
Gas-phase structural analysis using coarse-grained molecular dynamics simulation including
electrostatic and hydrophobic interactions

LAl fl12E ' (Kazumi Saikusa), WA 17 % (Satoko Akashi), O I H:AKEE 3 (Sotaro Fuchigami)

" PERRHE - FHEBER A v ¥ — (NMI, AIST), * BiETli KB - @5 BEFH4# (Grad. Sch. of Med. Life Sci., Yokohama City Univ.),
P BOKPKE « B (Grad. Sch. of Science, Kyoto Univ.)
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3P-008

3P-009

3P-010

3P-011

3P-012

3P-013

3P-014

3P-015

FAZERDHES UEBMRFED ) VL1 F 2 F ¥ IV (hERG) DU F1 F EBFEREMFEE
Cryo-EM structure of an inhibitor complex of the voltage-gated potassium ion channel (hERG)
OB F 3 E ' (Yasuomi Miyashita), “FJ& 25 2 (Toshio Moriya), JIJIE B A\ % (Masato Kawasaki),

3% )% 2 (Naruhiko Adachi), B JELJL ! (Sisi Chen), T-Hi 23k 2 (Toshiya Senda),

JINSEJE # ' (Satoshi Ogasawara), A Bt ! (Takeshi Murata)

' T-# K - Bl (Dept.of Chem., Grad Sch.of Sci., Chiba Univ.), * T HeHE - WHERF - B35/ (SBRC.IMSS KEK)

18412 4—7 1 OVEEICRDSEERET Spi-B D Ets KX > -DNA BEHIEERRT
DNA complex structure of Spi-B Ets domain, transcription factor involved in type | interferon
production
O HE%2 ! (Yasuhiro Nonaka), HA) B 2 (Takanori Nakamura), 25 5iBH ! (Katsuaki Hoshino),
PN A (Shigehiro Kamitori)

VFIK -+ BE - 45 F-#i (Dept. of Endocrinol., Fac. of Med., Kagawa Univ.),
2FNIK - & - 59 (Dept. of Immunol., Fac. of Med., Kagawa Univ.),
SFHINK - WF9e skt >~ ¥ — - [ (Res. Fac. Cent. for Sci. & Technol. and Fac. of Med., Kagawa Univ.)

V71 FEFHRMFERICEDTERRI Y K& 2 B UZRBHOEERR
Cryo-EM Structure of the inactive state Endothelin B Receptor complexed with the lasso peptide
ORI ¥ W] (Hiroaki Akasaka), 7EFH 4 ¥ (Wataru Shihoya), ¥ Sk (Fumiya K. Sano),

H 5% 3L (Tatsuki Tanaka), JIJ 5L ¥ (Ryo Kawahara), JEA Fl (Osamu Nureki)

BOK -+ BB - A (Dept. of Bio. Sci., The Univ. of Tokyo)

EERR LY — 522N 8 HemAT DiE:EEERZIR

Structural-functional analysis of oxygen-sensor protein HemAT in chemotaxis regulatory system

OXH 1% ' (Rei Tohda), #FAK HISZ 2 (Norifumi Muraki), KL X7 * (Takeshi Yokoyama),
FHW FHAH) ' (Shigetoshi Aono)

U EARL I SERERE - 23 FWF (IMS, NINS), 2 BB K « LT (Dep. of Chem., Keio Univ.),
S Hidbk - ZE 4y (Grad. Sch. of Life Sciences, Tohoku Univ.), * FISAFF - MF7ekkRE - 2 4vAI MK (ExCELLS, NINS)

F#RE Streptomyces sp. IR L 02 X VBB BFERUVEREBEFOESG RS

Substrate recognition mechanisms of L-glutamate oxidase and mutants from Streptomyces sp

O &1 ' (Yuka Ueda), H[l] B % 2 (Natsume Nakayama), 258 425 2 (Yoshika Yano),
FifidH B 2 (Kenji Inagaki), 471l EL%% ' (Norihiro Takekawa), 4 JBEE. ' (Katsumi Imada)

"BOK -+ BEPE (Grad. Sch. Sci., Osaka Univ.), * ij K + BeBR3%2E dy (Grad. Sch. Env. & Life Sci., Okayama Univ.)

FI)A P AFHERD 4EF N2 RTERT LT 2. KIVAIS Y Cup s 4 DR A RIRE NMR #EiSmR

Recombinant expression of Cup s 4, a 4EF-hand pollen allergen, from European cypress: Structural

analysis by NMR
O B ! (Peiwen Fan), #§ A HE ! (Shaokai Zhao), F{IFK &3¢ ! (Tomona lizuka), M} 35K ! (Jingkang Zheng),
SE$H YAy | (Mitsuki Shibagaki), ACKH 18,2 * (Hiroyuki Kumeta), #HJR %4 ' (Tomoyasu Aizawa)

VA KAk AE R AR dv k4B (Grad. Sch. Life Sci., Hokkaido Univ.),
2 JedfiEsd K2 [ ESE 78 %% R (GI-CoRE, Hokkaido Univ.),
P AeHEE R KA BE S A AR JE e R B Je kAR LA B %8 & ~ 4 — (ARC, Advanced Life Sci., Hokkaido Univ.)

HEHHEEY IV A EREBR I VN VES SUBELR Z MK T 585 Sortase C O X #34E SAFR

X-ray structures of Clostridium perfringens pili proteins and an enzyme sortase C catalyzing pili-
formation

O B A 1 (Shigehiro Kamitori), WfH Hé%2 2 (Yasuhiro Nonaka), % ¥EE ° (Hiroshi Sekiya),
EI S5eih ° (Eiji Tamai)
VFINK - WFgededs £ > % — (Res. Fac. Ctr. for Sci. & Technol., Kagawa Univ.), > /Il kK « & (Fac. of Med., Kagawa Univ.),
P EIK2E - 3 (College of Pharma. Sci., Matsuyama Univ.)

771 ABFEMIRIC LS RND R ZHIFEHAKR L 7 01EERER

Cryo-EM structure of RND-type multidrug efflux pump

OFfifi % P2 (Satomi Inaba-Inoue), 5fJ& {27 (Toshio Moriya), T-H 2k (Toshiya Senda),
H 34 w5 (Mikio Tanabe)
T A A - WORERT - BEXEZEY (KEK, IMSS, SBRC)
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3P-016

3P-017

3P-018

3P-019

3P-020

3P-021

3P-022

BEREOBEOHBICE T 2EREEROEERNAR
Structural insights into the protein basis in the mechanism of avian magnetoreception
O 4 (Shigeki Arai), 7K BIFE (Rumi Shimizu), “%¢3% F£7% (Motoyasu Adachi)

WP - BT R8T (Institute for Quantum Life Science, QST)

AEVFANIVESRBIFEICEL D DNAFETD HP1 B JHEIED 44 F 2 U AR

Dynamics of the HP1 Hinge Region with DNA Measured by Site-directed Spin Labeling-EPR
Spectroscopy

A B 12 (Isao Suetake), i FI4E  (Kazunobu Sato), O T K5 ! (Tomoaki Sugishita),

= K 8 — ' (Yuichi Mishima), #JF {24 ! (Toshiki Takei), JHJEl f§(3 ! (Toshimichi Fujiwara),

#E BLY # (Risa Mutoh), £ JE ¥ ! (Akira Shinohara), v, #i& ° (Takeji Takui),

ETH] B (Makoto Miyata), JtA& #3142 ' (Hironobu Hojo), 3= il ' (Toshiaki Arata)

"B - ZEEWF (Inst. Protein Res., Osaka Univ.), > HiAJ 22k - %38 (Dept. Nutr. Sci., Grad. Sch. Nutr. Sci., Nakamura Gakuen Univ.),
P RKBLASEK « PR - {b%¥ (Dept. Chem., Grad. Sch. Sci., Osaka Metropolitan Univ.),

S - B - A5 FFHF (Dept. Biomol. Sci., Fac. Sci., Toho Univ.),

S KBRANLK « PR - ZEY) (Dept. Biol., Grad. Sch. Sci., Osaka Metropolitan Univ.)

NERELEBRODIC KD ZSHHBRPOBHNEQEOHE7O7 71 IV OBREH

Derivation of scattering profile for target protein in polydisperse solution with small-angle
scattering and analytical ultracentrifugation

O5F B f (Ken Morishima), Jf F A AR (Rintaro Inoue), %11 1EH] (Masaaki Sugiyama)

HRBEAE (KURNS, Kyoto Univ.)

SUVERTFHBENEREZET B4 PobA 477 7 3 ) —BR O FBIERET
Structural analysis of a new PobA subfamily enzyme with high activity to produce gallic acid

Of& 55 B ! (Riku Fukushima), A 75 2 (Nozomi Katsuki), [[JH T-5. '* (Chihaya Yamada),
31| 2442 13 (Takatoshi Arakawa), 557 A 2 (Naoki Takaya), fffZ #£ZS 1° (Shinya Fushinobu)

VHOKBE « AR - ST (Dept. of Biotechnology, The Univ. of Tokyo), * Lk - A8 - MiCS (MiCS, Univ. of Tsukuba),
3 3k CRIIM (CRIIM, The Univ. of Tokyo)

PET $#%E#3% Cut190 7O AT ) v 7 RISHBICED S thaem LER AN A IRAIERET

Rational design of function-enhancing mutants of the PET-degrading enzyme Cut190 based on the

allosteric reaction mechanism
OWA 53¢ ' (Nobutaka Numoto), Gert-Jan Bekker. #li#% Jfi% * (Narutoshi Kamiya),
W B3 * (Masayuki Oda), fJHE B5H5 ' (Nobutoshi Tto)

VBEFR AR - WEIAE (Med. Res. Inst., Tokyo Med. Dent. Univ.), * Bk - & FAMF (Inst. Prot. Res., Osaka Univ.),
PR « 1 HFE: (Grad. Sch. Information Sci., Univ. of Hyogo).
SRR - R A BREE (Grad. Sch. Life and Environmental Sci., Kyoto Pref. Univ.)

ERIEERIR - B EEERRICAT 7= SPring-8 B EEMEE—LT1 U DOBE-L
Development of SPring-8 MX beamline toward room temperature and time resolved
crystallography
O 5% ! (Seiki Baba), HLA )2 ' (Hideo Okumura), JA[A f57E ! (Takashi Kawamura),
AF I {8 H] ! (Hironori Murakami), 347k $H8 ! (Takuya Masunaga), &)1 FIt ! (Kazuya Hasegawa),
1A Hi B 2 (Masaki Yamamoto), HEHR £2% ' (Takashi Kumaka)

'TASRI. ? ##f - SPring-8 & > # — (RSC, RIKEN)

PHFAE I OA—ERFEFHNFHEDHRRICKDVIVF R XA 222Ny EORERES BRI
Internal dynamics of multi-domain protein by neutron spin echo and all-atom MD simulation
O i AHB ' (Rintaro Inoue), T Ak [ ? (Tomotaka Oroguchi), /N & 3 (Takashi Oda),

{iETHE 5 * (Mamoru Sato), #2111 1EW] ' (Masaaki Sugiyama)

" RURHBIAE (KURNS), 2 BEHER IS (Keio Univ.), ° 37#K (Rikkyo Univ.), * B{iETi 32K (Yokohama City Univ.)
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3P-023

3P-024

3P-025

3P-026

3P-027

3P-028

B RE#RE Porphyromonas gingivalis B3REFEE + 7 — £ L HEL & & DBETT
Structural evaluation of acetate kinase from periodontopathogenic Porphyromonas gingivalis and
its inhibitory compounds

B4 A | (Rannosuke Kouya), 7K 2R 2 (Tatsuki Akabane), W H FlIH * (Kazuyoshi Ikeda),

K% S 4 (Tomoki Yonezawa), 75 FH BEJE ° (Yasuo Yoshida), g BiT- ' (Etsuko Katoh)

"HPEK - AR (Fac. of Food Nutr. Sci., Toyo Univ.), PHERRE - Ay (Grad. Sch. of Life Sci., Toyo Univ),
SBERF - FFEERMY (RCCS, RIKEN), * K - 3 (Fac. of Pham., Keio Univ.),
SFHBK - $i% (Sch. of Dent., Aichi Gakuin Univ.)

TOAOXTREBEEIVNVETHD 2 IMNT ) OBREFRERG EDWHILS S UHEERR
Establishment of a method for purification and structural analysis of the shelterin complex
OFEHM 15725 (Reina Nagamura), “F-Bf gt A (Hisato Hirano), Jf A P (Osamu Nureki)

HK - B - 4 (Dept. of Biological Sciences, The Univ. of Tokyo)

MERR) VEEE N- X FIIEGBESZ PmtA ICKBDRA77F 200D VEESROBEER
Structural basis for phosphatidylcholine biosynthesis by bacterial phospholipid
N-methyltransferase PmtA
Oy HEfd ' (Yasunori Watanabe), A K 182 % (Hiroyuki Kumeta)

"IIJBK - B (Fac. of Sci., Yamagata Univ.), > LK - &8 2E @7 (Fac. of Adv. Life Sci., Hokkaido Univ.)

A—/\—eafl{ni{k UT28K & SARS-CoV-2 #EA DIEERIT
Structure analysis of the super-neutralizing antibody UT28K with SARS-CoV-2 variants
OBt 8% ' (Livan Chen), /N3 {2 % (Tatsuhiko Ozawa), %% i 3 (Hideki Tani),
T JH 25 ® (Emiko Igarashi), £ H1251- 3 (Yumiko Saga), Hfilg 4 * (Noriko Inasaki),
I AR (Yuki Anraku), 3.4 #2241 ' (Shunsuke Kita), JI] 5 475 * (Hitoshi Kawasuji),
I 187 ° (Hiroshi Yamada), {k % A 55—HE © (So-Ichiro Sasaki), ¥¢JI] ELH 3 (Mayu Somekawa),
¢ A A &I 7 (Jiei Sasaki)y FLJ1] F5HA © (Yoshihiro Hayakawa), [L14 ¥4 ¢ (Yoshihiro Yamamoto),
Fik 5% ° (Yoshitomo Morinaga), % {231 ® (Nobuyuki Kurosawa), B&FF 1E7& ® (Masaharu Isobe),
F5 Bl F5HE | (Hideo Fukuhara), Fiff W52 | (Katsumi Maenaka), 511 B&/l: 7 (Takao Hashiguchi)
H: #i 2 (Hiroyuki Kishi) . Jt )5 B1° (Isao Kitajima) , 25 %% ° (Shigeru Saito) .
{23 ek 10 (Hideki Niimi)
"L KBz - # (Pharm. Sci., Hokkaido Univ.), * Bk « WS EEE%% + $69% (Immunology, Med., Academic Assembly, Toyama Univ.),
S E IR - 7 4 )V 2§ (Virology, Toyama Inst. of Health),
PEIIK - AR EREE SR - & (Clinical Infectious Diseases, Med., Academic Assembly, Toyama Univ.),
SEINK - FMFIEEREE %R - W (Microbiology, Med., Academic Assembly, Toyama Univ.),
SETIK - FEANEEES - JETEH# (Host Defences, Bioscience, Inst. of Natural Medicine, Toyama Univ.),
THUK - BEAMEERE - 7 4 )V A (Medical Virology, Frontier Life and Medical Sciences, Kyoto Univ.),
SEIK - ZERTE IR > 2 5 2 (Molecular and Cellular Biology, Life Sci. and Bioengineering, Academic Assembly, Toyama Univ.)
9

EIIAAEE (Administrative office, Toyama Univ.) |
Bk - BRI F-WilE (Clinical Laboratory and Molecular Pathology, Med., Academic Assembly, Toyama Univ.)

AEBOEFTF—2 &F A L EESRBITEORELDOIIK

Developments on polymorph analysis using multiple diffraction datasets

Ol R ! (Hiroaki Matsuura), P ¥{4E ! (Kunio Hirata), F[l] # '* (Kaede Nakayama).,
B R (Naoki Sakai), 4] 75 ° (Takashi Kawamura), AEHR 2% 3 (Takashi Kumasaka),
I BEYH ! (Yoshiaki Kawano), [114 M £t | (Masaki Yamamoto)

"B RSC (RIKEN SPring-8 Center), > f&L kRt + B (Dept. Sci, Univ. of Hyogo),
3 ESHEESRRL IS € ~ & — (JASRI, SPring-8)

TADPAREERETSF7Y bFFL FF I VERGOERBE

Crystal structure of rat thioredoxin mutant associated with epileptic seizures

O F¥ 12 (Takumi Baba), KPIHI 5F 3 (Mamoru Ouchida), K5F ARk ¢ (Iori Ohmori),
55 Wl ' (Go Ueno)., 1A Mt 1> (Masaki Yamamoto), 45 F &5 ! (Kohei Takeshita)

'RIKEN Spring-8 Center, 4% BL J:# Gr (Life Scie. Res. Infrastruct. Gr., Adv. Phot. Tech. Div., RIKEN Spring-8 Center),
2 LREILK | AR 2 F- By AESE (Dynam. and X-ray Crystal., Grad. Sch. of Life Scie, Univ. of Hyogo),

SRR, SFATFZE e e 2, 40 F 557 (Dept. of Molecular Oncology, Fac. of Med. Dent. Pharm. Sci., Okayama Univ.),
SRR, SAFSE B0 438 (Sect. of Developmental Physiology and Pathology, Fac. of Educ., Okayama Univ.)
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3P-029

3P-030

3P-031

3P-032

3P-033

3P-034

3P-035

3P-036

AN ERREERITOBFRICHT=ME - F%

R&D on automatic structural analysis with XRD

ON-H #4: ! (Kunio Hirata), F3{ B%HH | (Hiroaki Matsuura), 1B B ! (Yoshiaki Kawano).,
YIF A 12 (Naoki Sakai), [114< HfE ¥ ' (Masaki Yamamoto)
" FALAERESERT RSC (RIKEN/RSC), BB RIJE & ~ & — (JASRI/SPring-8)

V74 A BFBEMBICE BT AEITOE L DO FIBERA

Crocodile Hemoglobin Structure Solved with Cryo-EM

Omiffs HEW ' (Katsuya Takahashi), 2% B34 ' (Yongchan Lee), Jeremy Tame', Jay Storz’. Angela Fago’.
VEEE A ! (Tomohiro Nishizawa)

"MK - 263 PE (Grad. Sch. of Med. Life Sci., Yokohama City Univ.),
’Sch. of Biol. Sciences, Univ. of Nebraska. *Zoophysiol., Dept. of Bioscience, Aarhus Univ.

NiFe & KOS F—tED#HEFHEERICH T ZEAHEESH R OB ERR

Structure basis for protein complex formation in the biosynthesis of Fe(CN),CO in NiFe-
hydrogenase

OMA HISEC ' (Norifumi Muraki), 7 #E#1] > (Shigetoshi Aono)

"BEISOK - BT (Dept. of Chem., Keio Univ.), * FUREHEIFZEREHE , EXCELLS (ExCELLS, NINS),
AR SEREME , 50 F-0F (IMS, NINS)

AUONVBICBITEREEE B a BEF—T DRERAIERIR

Experimental analysis of left-handed beta-alpha-beta motifs in proteins

O #iff ! (Riu Hirano), ) Hl #3}- ! (Hiroto Murata), T3 2 A7 4 % ! (Swagatha Ghosh),
TR %2 ' (George Chikenji), ¥ ¥ /N A L )L F 2 (Leonard Chavas)

Y40k - T I8 (Dept. of Appl. Phys., Nagoya Univ.),
24K - ¥z u ba vkt v — (Synchrotron Radiation Center, Nagoya Univ.)

EHEBTIREKEEZEETEI7FTFEY IVAROTNF+ U T77071 & SAM kFHEX FIVEEGE

BROMEMRICET3@EEMRICEDVESE

Structural biological consideration of interaction between carrier protein and methyltransferase

from ladderane lipid producing bacteria

O k3 #5.0 (Tesshin Uegaki), H B %4 (Tomoya Hino), /) #i4 (Yusuke Sato), 7k ¥} ELE: (Shingo Nagano)
BKBE - I - {b%EW (Dept. of Chem. and Biotech., Grad. Sch. of Eng., Tottori Univ.)

YR —=LICEBRK URE N EDOE 3 REEERITOR A

An attempt at high-resolution structural analysis of membrane proteins reconstituted into
liposomes

5 R} (Atsuki Nakano), O PN Bk (Takaya Kawauchi), /MK B (Ren Kobayashi),

211 {23 (Kana Taniguchi), B 18 - (Yuto Muto), %1l Z8— (Taiichi Tsuyama), A% 3 (Ken Yokoyama)

LU - ZE 4y (Life science, Kyoto Sangyo Univ.)

X #3/NEEREL (SEC-SAXS) Ic&B. Breast tumor kinase D&M {LiiEDLEREA
Elucidation of the activation mechanism of Breast tumor kinase by SEC-SAXS
O #h Bk ' (Kaito Ugajin), % A48 ' (Shiho Takei), FYH IF 2 (Tadashi Matsuda), JE¥l 2.2 ' (Toyoyuki Ose)

Ve KB « A=k (Grad. Sch. Life Sci., Hokkaido Univ.), ? b A% « # (Faculty of Pharm. Sci., Hokkaido Univ.),
RE N R R (Faculty of Adv. Life Sci., Hokkaido Univ.)

FAF1 &XTU UBXD7 ® p97 ;&ML KX A1 > DFEE

Identification of the p97 activation domain of FAF1 and UBXD7

Ol # 1? (Yusuke Sato), 2248 ZEIFF- > (Nanako Yasumoto), H ¥ %41 1 (Tomoya Hino),
7KW B 12 (Shingo Nagano)

" B4R - B L (Grad. Sch. of Eng., Tottori Univ.), > K5k + GSC % ¥ # — (Cent. for Res. on GSC., Tottori Univ.),
* Bk - T. (Fac. of Eng., Tottori Univ.)
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3P-037

3P-038

3P-039

3P-040

3P-041

3P-042

3P-043

PDZ RXA&&—4y bELAOOF VAN AETEREREZ & DLEMDER
Screening of PDZ domain-binding compounds for anti-coronavirus replication
B 742 ' (Ryusei Hamajima), 25 #2HE ! (Haruka Takagi), QKRB Wl ' (Takeshi Tenno),
5L 2 (Hong Wu), £57K By— 2 (Youichi Suzuki), H1W [ 51 2 (Takashi Nakano),
B 75— ! (Hidekazu Hiroaki)

%K + Bt - fll% (Grd. Sch. Pharm. Sci., Nagoya Univ.), > KBZEERSEE} + IE (Sch. Med. Osaka Med. Pharm. Univ.)

b b &S REEBHRFRD UPS BEEER UCH37-RPN13 [C &2 1 EXF U #YIBEE DL
Comparison of ubiquitin chain cleavage specificity by UPS-related enzyme UCH37-RPN13 from
human and fission yeast

Offi/n 3Ty 4 (Honoka Tokuhisa), 75 ] JH. b (Naosuke Yoshioka), H % %l (Tomoya Hino), ": c
KB BB (Shingo Nagano), fkJ#E #i41~ (Yusuke Sato) > .2
BK - Bidbetk 44 (Grad. Sch. of Sus. Sci., Tottori Univ.) 5 §

b2 POEFHERME b F U EZBMICKBT 2BRFHORERBA DX LORALRE ? ;

Functional modification of 2-oxoglutarate dependent dioxygenases that oxidatively metabolize Q w

tomatine g

R MK T (Kota Yoshioka), BV kD3 ! (Asami Miyazaki), FKI1] JEAK ® (Ryota Akiyama),
K4 £ (Masaharu Mizutani), ¥F)1] #8275 * (Toshihiko Nogawa), &% Jii 2 * (Hiroyuki Koshino),
{iETHE #5542 (Yusuke Sato), ¥ %54 2 (Tomoya Hino), 7k ¥} ELE- 2 (Shingo Nagano)

VEK - BREERL 4 (Grad. Sch. of Sus. Sci., Tottori Univ), ? Bk - BiT. (Grad. Sch. of Eng., Tottori Univ.),
SR - BEEL (Glad. Sch. of Agr. Sci., Kobe Univ.), * Bififf CSRS (RIKEN CSRS)

FYUP T NERVWEERT T FEH OO KT KindB8 MV 74 ABFHEMEEIC K HIEERR
Cryo-EM Structure of Kin4B8, a Light-Driven lon Pump with Dual Chromophores
OB I8t ' (Shunya Murakoshi), Ariel Chazan®, &R 4 #: | (Wataru Shihoya),

A ' (Osamu Nureki), Oded Beja’

'K (The Univ. of Tokyo), 2 4 A TV TAHK (Isracl Inst. of Tech)

X#% - EFEHMELRETHAE Mn ROEREBFOBERRN & IEMHEE

X-ray and EPR studies revealed unique flexibility in the di-Mn active site of cold-adapted enzymes
SEECEA ! (Yuri Kasu), 34 B KB ' (Kantaro Sakamoto), A24% %2 3 (Hiroshi Sugimoto).

OYi 4y 1IE8 1 (Masaki Horitani)

YRR - B (Fac. Agri., Saga Univ.), 2K - (The Uni. Grad. Sch. of Agri. Sci., Kagoshima Univ.),
* BMF - 3% (RSC, RIKEN)

SPring-8 £AE A FERRIFE—LSA VERIBRAI V=V I N1 T 514 OBRIK
Current status of the macromolecular crystallography beamlines and the drug screening pipeline
at SPring-8
ORIt WM ' (Naoki Sakai), A T4 ' (Yuki Nakamura), 7K 12 | (Nobuhiro Mizuno),
JEYL 5= ! (Seiki Baba), ¥ _I- 18I ' (Hironori Murakami), 347k #fitll ! (Takuya Masunaga),
BLA 9252 ! (Hideo Okumura), {AY 575 ! (Takashi Kawamura), ¥ ] 2 (Go Ueno),
SEH 4z 2 (Kunio Hirata), 441 flIH ! (Kazuya Hasegawa), |14 Hi: B 2 (Masaki Yamamoto).
REYR 22 ! (Takashi Kumasaka)

(W) HEEERL TS ¥ & — (JASRD, BT - BOHERHEIISE L >~ & — (RIKEN, RSC)

ERIETL— b EOEREHIE Al DRIZE

Development of Al for recognition of crystals on a crystallization plate

O 8 ' (Hiroshi Yamasaki), {Fj# 5 ! (Tadashi Sato), [LIH] #&4i 2 (Yusuke Yamada).,
“F)E #2J: 2 (Toshio Moriya), FHH' ELAS ' (Yoshiki Tanaka), JIEE #— 2 (Ryuichi Kato),
T-H ik 2 (Toshiya Senda), V§ # &~ A Hf ! (Yuki Nishigaya)

"B & T Za FH A v - A ¥ Yk (AgroDesign Studios).
2 ET ROV X — M RIS RE . BE XS B EFYE & ~ & — (Structural Biology Research Center, Institute of Materials Structure Science, KEK)
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3P-044

3P-045

3P-046

3P-047

3P-048

3P-049

3P-050

3P-051

SPring-8 ICH 1B ER Y T 1 A BFIHRMER

Public use cryoTEM at SPring-8

OmEMS 58 | (Hideki Shigematsu), 7 — L Z V) Z ;7 % (Christoph Gerle),
T85 3 U H A F % 4 2 (Chai Gopalasingam)
"R EERL IS~ 8 — (JASRI), * FLOFHUHER % & ~ 4 — (RIKEN SPring-8 Center)

=maET7 7o/ 2704 FOEEKICEDH S CYP85A3 O) X #RiERIBERFIR
X-ray structural analysis of CYP85A3 involved in biosynthesis of highly active brassinosteroids
OWE X Lo ' (Yoshino Kojima), & 34T ' (Naoko Manabe), P F3 2 (Toshiyuki Ohnishi),

K4 IE3E * (Masaharu Mizutani), B #54 ¢ (Yusuke Sato), H ¥ %4 * (Tomoya Hino),

KB B 4 (Shingo Nagano)

VK - BEREREERL 4 (Grad. Sch. of Sus. Sci., Tottori Univ.), K + J24%%B (Fac. of Agr., Shizuoka Univ.),
SHIK - BB (Sch. of Agr. Sci., Kobe Univ.), * Bk « BT ( Grad. Sch. of Eng.,Tottori Univ.)

L5 SR DEHEKRTF X #fEFE—LF 1 > BL2S1 DBEMEHE & ZSHREOFIAZE

Rapid Access and Multi-Use Diffraction Beamline BL2S1 from Nagoya University in Aichi-SR

OME4 Z541 ! (Yasufumi Umena), ZNEFH] #5H ! (Hiroki Onoda), ¥ ¥ 252 L+ F )L F '? (Leonard M. G. Chavas)
"4k - ¥ v 7 1 (NUSR, Nagoya Univ.), 24K - JSHI# L (Dep. of App.Physics)

1 XEWEELAE (DM) 25| X2 29 E40K TR SOD1 & N7 EDEEAFT S
Molecular mechanism of E40K mutant SOD1 protein causing canine degenerative myelopathy (DM)
O J& HER] (Yuji O. Kamatari)

I K - 888 (iIGCORE, Gifu Univ.)

Tis AFP JKi& & BB WHERRRAC) 73D (D it FHRHE AR T
Neutron crystallography to elucidate the mechanism of TisAFP ice binding site
O—AK K ' (Yuta Ichiki), PYFH W5 ' (Aki Uchida), T &, * (Hidemasa Kondo),

iR 2.2 ! (Toyoyuki Ose)

Vb KB + A @Bk (Grad. Sch. Life Sci., Hokkaido Univ.), ? FEXAHF « £ 7" 1 & 2 (Bioproduction Research Institute, AIST)

TNV ERBRICEOWTIEERLE F XM VEBREZRHDOBFAEHRE N X/ - EREROESER

Structural basis for a marine bacterial drimenol synthase with non-canonical domain assembly for

terpene synthase

OME Il A (Keisuke Fujiyama), & {f (Hiroshi Takagi), Ngoc Quynh Vo Nhu, #iff 2. (Shunji Takahashi)
BEWF - CSRS (RIKEN CSRS)

MFS BIZHIHEH b5 2 AR — 2 —DEBOBEREZRAD

Capturing multiple structural states of the MFS-type drug efflux transporter

OH38 e (Mikio Tanabe), fifjZ% PSS (Satomi Inaba-Inoue), “FJ& 25 (Toshio Moriya), T-H 2% (Toshiya Senda)
TR BEAE - PR - REE AR AAEgE L ~ ¥ — (SBRC, IMSS, KEK)

ERFOFOHNRVEZSEGD) Y FREB LU I FVEERBOBERS
Structural basis of signaling mechanisms of Hydroxycarboxylic acid receptors through ligand
binding
O#A MK ! (Shota Suzuki), FHH HEAHR 2° (Kotaro Tanaka), 5 184 ! (Hiroshi Suzuki),
KIE £ >3 (Atsunori Oshima), 7% #F-HI ' (Yoshinori Fujiyoshi), P§JI] £ * (Koki Nishikawa)

VIOEERMEFI R EEEF (Adv. Res. Inst., Tokyo Med. and Dent. Univ.),
244K+ M/ BE (Cellular and Struct. Physiol. Inst., Nagoya Univ.), * %K « Bifll#%}% (Grad. Sch. of Pharma. Sci., Nagoya Univ.),
SRR TR « R0 AL [MBFSE %% (Joint Res. Crs. Adv. Biomol. Character., Tokyo Univ. Agri. and Tech.)
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3P-052

3P-053

3P-054

3P-055

3P-056

class B1 GPCR IR FEN/=HIRRAFRT v PORREFROZSEFREELX DX LOEH
A novel activation mechanism of class B1 GPCRs via a conserved intracellular pocket
O/IVb FlTBA 2 (Kazuhiro Kobayashi), JI] I #kZ% 2 (Kouki Kawakami), ®iAH H] ! (Tsukasa Kusakizako),

B FE5A 1 (Atsuhiro Tomita), PEAY J518 | (Michihiro Nishimura), {3 F1% ' (Kazuhiro Sawada).,

FiA #5321 (Hiroyuki Okamoto), HiAY %% # (Gaku Nakamura), ZkJEl #j3k * (Riku Kuwabara),

PFH 25 5 (Hiroshi Noda), A¥#% BAKE ° (Hiroyasu Muramatsu), {5 /K B ° (Masaru Shimizu),

M &% ¢ (Tomohiko Taguchi), Ff I+ & E # (Asuka Inoue), A% H i1 7 (Takeshi Murata).,

A # ! (Osamu Nureki)

VK - B - 4%} (Grad. Sch. of Biol. Sci., Univ. of Tokyo),

UK - AL - SEHERH AW ZEHEHE (Komaba Inst. for Sci., The Univ. of Tokyo),

3 Bk &4t Preferred Networks (Preferred Networks, Inc.,), * bk « 3E2:0F98%} (Grad. Sch. of Pharm. Sci., Tohoku Univ.),

RS R A0k (Chugai Pharm.), © HEAEK « 2Rl (Grad. Sch. of Life Sci., Tohoku Univ.),
T T-HEK - BE - JEPE (Dept. of Chem., Grad. Sch. of Sci., Chiba Univ.)

Recognition mechanism of an analgesic drug mirogabalin by recombinant human a , 8 1
protein, a subunit of voltage-gated calcium channel
OF M Kilii ' (Daisuke Kozai), JHA 152 2 (Nobutaka Numoto), P4 J1] &7 >* (Koki Nishikawa),

)] M7 7 3 (Akiko Kamegawa), JI[I ¥ ° (Shohei Kawasaki), J#HH 3T ¢ (Yoko Hiroaki),

YL vifE 7 (Katsumasa Irie), Mg fE41L % (Atsunori Oshima), PJR %22 ° (Hiroyuki Hanzawa).

B 2k ' (Kousei Shimada), JL¥F # '° (Yutaka Kitano), &% #F-HIl ™ (Yoshinori Fujiyoshi)

VIR K ¢ ESEERE (Adv. Res. Inst., Tokyo Med. and Dent. Univ.),

PHTEE B K - WEVAYEHAF (Med. Res. Inst., Tokyo Med. and Dent. Univ.), *CeSPIA Inc..

PHRUEL TR - AR LR (Joint Res. Crs. Adv. Biomol. Character., Tokyo Univ. Agri. and Tech.),

S #5—=4k RD /73— L (Daiichi Sankyo RD Novare Co., Ltd.), * % i)2 K - #ifa/ B £ (CeSPI, Nagoya Univ.),

T 1L LA AR K« 3§ (Sch. Pharmaceu. Sci., Wakayama Med. Univ.), * % KBifill# (Grad. Sch. Pharmaceu. Sci., Nagoya Univ.),
’ %K iGCORE (Inst. Glyco-core Res. (iGCORE), Nagoya Univ.), '* 45— =1k (Daiichi Sankyo Co., Ltd.)

Functional and structural analysis of novel enzymes that degrade D-arabinan glycans in the cell
walls of Mycobacteria
ONE B ML "2 (Toma Kashima), FJI] 47 * (Michiko Shimokawa), £73% WIBA * (Akihiro Ishiwata).,

T Wiy (Azusa Kudo), W& T~ ' (Chiho Nakashima), 3g)1| Z4%2 ' (Takatoshi Arakawa),

T T-5 '° (Chihaya Yamada), JHEH] i ¥t ° (Kiyotaka Fujita), {£4Z #£2% " (Shinya Fushinobu)

VHOKEE « R - JSZE T (Dept. of Biotechnology, The Univ. of Tokyo), * 5t A% « ZE#y (Grad. School of Biostudies, Kyoto Univ.),
SPEVRESK - 4 (Fac. Agric., Kagoshima Univ.), * BUF (RIKEN),
SHK - WAERREA ) N— a3 VRSB (CRIIM, The Univ. of Tokyo)

SFIENRED=OHDEBEEMFER
Structure analysis for molecular targeting agrochemicals
OMIH BB ' (Yoshiki Tanaka), FeAS BB 2 (Mizuki Takemoto), Simon Miller'.
fe e FE SR ' (Tadashi Satoh), gFf A * (Naoki Sakai), M % ' (Hirotomo Moriwaki),
I HT 4&4 * (Yusuke Yamada), *FH F{2E 3 (Kunio Hirata), 5|H BE3% * (Masahide Hikita),
M HE— * (Ryuichi Kato), [GJE —#k 2 (Kazuya Ujihara), HMEAS i ' (Nao Umemoto),
JI A 48K BB 2 (Kentaro Rikimaru), T-HI 25 * (Toshiya Senda), [114% % ¥ * (Masaki Yamamoto).,
A4 Be—BR 2 (Ryuichiro Ishitani), P4 7 2% 458 ! (Yuki Nishigaya)

"7 r7aFHEAL v - A ¥ Y (AgroDesign Studios), > 7'V 7 7 — K% v b7 —2 X (Preferred Networks),
SPUE - R ER A RSE 2 ~ ¥ — (RIKEN SPring-8 Center), * i T % BeHE - M35 24 %8 & >~ ¥ — (KEK SBRC)

Ligand- induced dynamics in a lipocalin- tetrapyrrole complex (Sandercyanin) studied by time-
resolved serial crystallography

OT ¥ 2 A7 4 % (Swagatha Ghosh)
%K« BT - I5W (Dept. of Appl. Phys. Grad. Sch. of Eng. Nagoya Univ.)
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3P-2

RAZ—EReE (IF BEA—J) / Poster & Exhibition (1F Shirotori Hall)
7TR7H (£)/Jduly7 (Fri) 1330~ 15:30

| sts#% - 1588515 / Computation/Information science (3P-057 ~ 3P-071)

3P-057

3P-058

3P-059

3P-060

3P-061

3P-062

3P-063

3P-064

REEBFFESSVOVEBHIRNF—HEICEB NI T M7 7 E8EBROT7ORTY) v 7 HEEIEORRA
Revealing the allosteric mechanism of tryptophan synthase by the reaction path search and free
energy calculation
OFF3 B8 (Shingo Tto), JUA {if (Kiyoshi Yagi), 42 H £ & (Yuji Sugita)

BUGF - &I (RIKEN, CPR, TMSL)

BHEEE S N EOXRATMERHICEH 1T B 558

Characteristics of intrinsically disordered regions in LLPS-related protein

O/ G ! (Yuhei Ozawa), Z2{% T A\ ! (Hiroto Anbo), f&Hh 13} ! (Satoshi Fukuchi),
KH e 2 (Motonori Ota)

YRR - BET - A: it (Dept. of Life Sci. & Info., Grad. Sch. of Tec., Maebashi Ins. of Tec.),
28K - TEMFZER) (Grad. Sch. Informatics, Nagoya Univ.)

IR FEZAVEVERAZERETFATO/0L0OE
Development of a prediction model to predict intrinsically disordered regions without using
evolutionary information

Ok B} (Itsuki Shimizu)
WG TAFK - 10 - ZE 13t 3rd Dept. of Life Sci. & Informatics, Maebashi Ins. of Tec.)

J37=221—FNxy M= EEBFBICKBESFH Y MESEULOTFR
Prediction of small molecule ligand-binding sites using graph neural network and transfer learning
O A: Byt ' (Masafumi Shionyu), B )5 KFl1 ! (Yamato Maehara), 15 7] ° (Atsushi Hijikata)

VRIENA K - BN 4 A4 £ ¥ & (Grad. Sch. Biosci., Nagahama Inst. Bio-Sci. Tech.),
2 JUHK - 6 (Sch. Life Sci., Tokyo Univ. Pharm. Life Sci.)

AlphaFoldDB OF N A&z ALVERGDAREOD T X N7 E DR
Recognition of remote homologous proteins using predicted 3D structures from AlphaFoldDB
OJN ¥ 3% (Takeshi Kawabata), AT B & (Kengo Kinoshita)

gtk - Bt (Grad. Scl. Info. Sci., Tohoku Univ.)

AVNVEREHBETEORE : Ry IV 7 b1 7ICEBMABELER & AlphaFold2 7>
Y IVEABRORBEKICED I T7AAV B

Protein complex structure prediction method: generating initial guess by docking software and
refinement of AlphaFold2 potential function

Ol HEH | (Masaki Koyama), -3¢ 3% ! (George Chikenji), /NIFH 7% 2 (Hiroki Onoda)

"4k - T - 5% (Dept. of Appl. Phys., Nagoya Univ),
4K - ¥z u ba 3bfgE v 4 — (Synchrotron Radiation Research Center, Nagoya Univ.)

Dynamical interaction analysis between SARS-CoV-2 RNA-dependent RNA Polymerase and
Remdesivir by Fragment Molecular Orbital Calculations

O8Il #2 & ' (Shuhei Miyakawa), B BAYK 1 (Koji Okuwaki), J2H 4% ' (Yuma Handa),
W 282 1 (Takayuki Furuishi), KHF BiA: ! (Etsuo Yonemochi), JiIjE =& — I 2 (Koichiro Kato),
i # 13 (Kaori Fukuzawa)
! L # K (Sch. of Pharm Hoshi Univ.), 2 Ju kBt T (Grad Sch. of Eng. Kyushu Univ.), * P KFi3 (Grad Sch. of Pharm. Osaka Univ.)

BNV EDEE - MEICED S FAIRUTFEBO ) X 7 FHBFEDHESE

Computational Prediction of Visible Particle Formation Risk based on Protein Structure and

Physicochemical Property

O 1l ff (Kazunori Hirayama), 7 H: ftE (Kengo Arai), 71, B — (Kiichi Egami), £ H 1Ffll (Masakazu Fukuda)
AL BE (KR ) - BAFZEEE (Formulation Dev. Dept., Chugai Pharm.)
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3P-065

3P-066

3P-067

3P-068

3P-069

3P-070

3P-071

GPCRATO A v—H#E& ) 7 FOTFHSREIR
Computational analysis of ligands binding to GPCR hetero-dimer

Ot B K (Ryota Takishima), [f]4S ¥ (Tatsuki Okamoto), HEFH < 5 A (Kurumi Tsuda), HRAS i (Wataru Nemoto)

BB - Bi - BT ( Dept. of Sch. & Tech., Tokyo Denki Univ.)

YIWN—=TEF=TDHDIOAT) Y b BATEVDER

Analysis of split beta-hairpin with psi-loop motifs

O H HIIH (Tomoki C. Terada), 1 F} 31§ (Takumi Nishina), T- 5.3 2% (George Chikenji)
%K - B - s (Dept. of Appl. Phy., Grad. Sch. of Eng., Nagoya Univ.)

MRAERRICENTIZ=TLRA EINI I VBBBODET I VT EFFHNFEIaL—2a Yy
Modeling and Molecular Dynamic Simulations of the Complex of TLR4 and Curcumin for an Anti-
inflammatory Remedy

OaYy % &1 F1) % 4 7 (Shally Olivia Yulietha), J§ 183} (Hiroyuki Toh)
2% - BT - 4k (Dept. Med. Chem., Sch., Sci. Eng., KGU)

WER7 Y TNVEERWE=SFERNEICES Y b/0OL c DERIRIVF—RER
A Free-energy Analysis for a 3D-DS dimer of Cyt ¢ by Enhanced Molecular Dynamics Simulations
OF Il #£7¢ ' (Hiromitsu Shimoyama), Cheng Xie’, &H 2 > (Shun Hirota), H[H F ' (Yasuteru Shigeta)

' 59K CCS (CCS Univ. of Tsukuba), > %5 FLJE3E K (NAIST)

SEREEY) FUF /Withdrawn

Resolving unknown conformational state of oxalate transporter by combination of molecular
dynamics simulation and AlphaFold2

OXE 4 (Jun Ohnuki), I 35— (Kei-ichi Okazaki)

5 REERFZET (Institute for Molecular Science)

BEMRT7IL R UOEEROOETHEECESH ICRIZFTREIC DOV TOFELFIMR
Computational studies of the effects of active-center reduction of plant-type ferredoxin on its
structure and dynamics
Ot ®75 ! (Tomoki Nakayoshi), K PH #5412 (Yusuke Onishi), HHH' 75 ? (Hideaki Tanaka).,

HEMG 5 2 (Genji Kurisu), JEWF 48 ! (Yu Takano)

VIEEHK - B - 53R (Grad. Sch. Inf. Sci., Hiroshima City Univ.), * Bk « &1 (Inst. Protein Res.)

3P-3

RAZ—BREE (1F ABAR—IL) / Poster & Exhibition (1F Shirotori Hall)
7RB7H (£)/July7 (Fri) 1330~ 1530

| t4aeszin - 488 - £ Xx— 4 / Protein/cellular functions, Imaging (3P-072 ~ 3P-092)

3P-072

3P-073

PYY O{ERFEAZAA
Elucidation of the mechanism of action of PYY
OMJ H it (Nagi Machida)
JRIEK - BT - MR 4 45 BT (Dept. of Mater. Sci., Faculty of Sci. Tech., Seikei Univ.)

Synechococcus sp. NKBG15041c H3E® MoxR family ATPase D t##g & #5:&
The function and structure of MoxR family ATPase from Synechococcus sp. NKBG15041c
OB} )i K ! (Kota Mano), WP f@t A ER ! (Kentaro Noi), 57 fdt > (Ken Morishima),

JF I AR ? (Rintaro Inoue), #2111 1EW] ? (Masaaki Sugiyama), |1][H S 1t ' (Akiyo Yamada),

FEF M 1E3C ! (Masafumi Yohda)

"BATOK - BE T - ZEd T (Dept. of Biotechnol., Tokyo Univ. of Agric. And Technol.),
T HUK - AT SR ABESERT (Institute for Integrated Radiation and Nuclear Science., Kyoto Univ.)
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3P-074

3P-075

3P-076

3P-077

3P-078

3P-079

3P-080

Kai B&t & N7 EOBIRIREN D > A T LFR

Integrated Analysis of Kai-Circadian Clock System

O#2111 IEW ! (Masaaki Sugiyama), “F )5 f& ' (Ken Morishima), AliA HEGA ! (Yasuhiro Yunoki),
Fh I AARER ! (Rintaro Inoue), £ 127 ' (Nobuhiro Sato), ZeA 22l 2 (Hirokazu Yagi),
MEE 5&— 2 (Koichi Kato)
"HOK - BADE (KURNS), * FUARHERFERME A AR TE L ¥ & — (ExCells), * 41liK « 38 (NCU)

HE X F1 ATPase ZFIR L 7=8)¥ifilary ATP REIE T FEDRRE
Bacterial F1 ATPase as a genetic tool to decrease ATP levels in animal cells
Ol #&— ! (Taiichi Tsuyama), 44 18 E1 2 (Hiromi Imamura), A%11] 3 ' (Ken Yokoyama)
VRUBEK - @Rk - SER 24y (Dept. of Mol. Biosci., Kyoto Sangyo Univ.), 2 50K + iy (Grad. Sch. of Biostudies, Kyoto Univ.)

NEREOKIRFEICEADIRAZTHE R MRS VNV EICKD DNA BEDHIA H X L OB
Dynamic action of an intrinsically disordered histone-like protein in DNA compaction that induces
mycobacterial dormancy
OWa 1l S5 ' (Akihito Nishiyama), %7K J9# > (Masahiro Shimizu), )% %158 ? (Tomoyuki Narita),
S 953 * (Noriyuki Kodera), Anna Savitskaya'. & &7 ' (Yuriko Ozeki),
Rl % ' (Akira Yokoyama), ELA 75K ¢ (Kouta Mayanagi), |11 Bk > (Takehiro Yamaguchi),
VA1 #FE ' (Yoshitaka Tateishi), A H:5 ' (Sohkichi Matsumoto)

VHE KB - EH ARG - MIHI%% (Dept. Bacteriol., Niigata Univ. Sch. Med.),
2ERK - F AR ERF (NanoLSI, Kanazawa Univ.),
PRUBK - BT IRHERF (Div. Quantum Beam Mater. Sci., Inst. Integr. Radiat. Nuc. Sci., Kyoto Univ.),

SHMK -+ ZEARBE IR 2 F (Med. Inst. Bioregulation, Kyushu Univ.),
SRBAKEE « R« 73T e B4 (Dept. Pharmacol, Osaka Metro. Univ. Med. Sch.),
© [ N7 R YL - T 45— B (Dept. Bacteriol. I, Nat. Inst. Infect. Dis.)

E7 « ZABEEENTF N OEHERRIRT

Functional characterization of ribosomally synthesized peptides produced by Bifidobacterium
Infantis

ORR Kififi (Daisuke Fujinami), {JHiE Bl (Sohei Ito)

WL « B2« 384T (Grad. Sch. Integr. Pharm. Nutr. Sci., Univ. Shizuoka)

DABREART =, EBERMRIET TRENICESTSNITVY b2 INJEDER
Creation of hybrid proteins that bind specifically in the tumor microenvironment for cancer
therapy
O %t ' (Reiji Uemura), T3 2 27 # % ' (Swagatha Ghosh),
¥ N A LA F )b K 2 (Leonard Chavas)

Y44k - T - I8 (Dept. of Appl. Phys., Nagoya Univ.),
4K - ¥z u ba Y3kfgEt v 4 — (Synchrotron Radiation Research Center, Nagoya Univ.)

KIEER TR U -BREEHERAZREORRNS ZNOMAE EEQERBEERNDORRA
Development of a method to prepare posttranslationally modified recombinant proteins in
E. coli and application to protein-protein binding
FEYN HoK (Sohta Uzawa), K3y FEIR (Shiho Ohba), ZEFH & (Atsushi Shibata), %) T3 (Chihiro Ando),
SEAA {3 (Kei Hirabayashi), O B#k 751 (Hidetaka Torigoe)

HRTHALK - B - J5E (Dept. Appl. Chem., Fac. Sci., Tokyo Univ. of Sci.)

MMB 77 EVBRICEDT0O MAT VEOKELE E DRSS
Hydroxylation mechanism of protocatechuic acid by novel flavin-dependent monooxygenases
OMsA 7 ' (Nozomi Katsuki), 55 B 2 (Riku Fukushima), BEE #4 ' (Shunsuke Masuo),

32 )1 #42 >3 (Takatoshi Arakawa), [I][H] -3 %3 (Chihaya Yamada), {XfZ 724 >3 (Shinya Fushinobu),

B A ! (Naoki Takaya)

VPR - A BREE /MICS (Univ. of Tsukuba/MiCS), * #UKBE « J24:#+ (Dept. of Biotechnology, The Univ. of Tokyo),
* Yk - CRIIM (CRIIM, The Univ. of Tokyo)
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3P-081

3P-082

3P-083

3P-084

3P-085

3P-086

3P-087

3P-088

3P-089

J)EHENOREZEETSI T 17 8- N EERNATFOHEFREEORNA

Elucidation of the interaction mechanism between the effector protein that inhibits the immunity
of cucurbits and the target factor

ORENI & ' (Ryo Hirokawa), it $1k ! (Takuya Usui), KA #EWF ? (Shinya Ohki),
B0 3%2% 3 (Yoshitaka Takano), JEHl{ J2,2 '* (Toyoyuki Ose)

IE PN RN (Grad. Sch. Life Sci., Hokkaido Univ.),
ZgekEEK - F 2R FUT VT2 ) uY—k v ¥ — (CNMT, JAIST.), * BUkKE « 2 (Grad. Sch. Agric., Kyoto Univ.),
* QL KBE - JEd A éy (Faculty of Adv. Life Sci., Hokkaido Univ.)

BEAMEICEAETR 2 NVEOMR

Proteins involved in itch transmission

O R K (Kota Tsurumi), /Mt 25 K HB (Ryotaro Koike), A H JTHBL (Motonori Ota)
XK+ 1+ Bk (Dept. of Com., Grad. Sch. of Inf., Nagoya Univ.)

JeERE) CI AR 7ERE R I TBENLEERE - BLAABIEDEEEHHA
Direct detection of the substrate uptake and release reactions of the light-driven CI' pump protein

T 1t ' (Chihaya Hamada), A1 2E# | (Keisuke Murabe), A< ¥ 12 (Takashi Tsukamoto),
WA 3% ' (Makoto Demura), O%§J1] 17k ' (Takashi Kikukawa)

VJbK - BE - iy (Grad. Sch. Life Sci., Hokkaido Univ.), 2 dbk - Bt + 2632y (Fac. Adv. Life Sci., Hokkaido Univ.)

B 73/ 0VFNNTEDEFABADEH
Application of the submicron-spatial-resolution infrared spectroscopy to the analysis of
biomaterials

OiEK 4 F¥- (Yumiko Shimizu), /MK FESE (Hanae Kobayashi), W W (Naoki Baden),
i1l 5 HE (Norio Urayama)
BA&H HARY—< v - 3 ¥V F 4 ~ 2 (Nihon Thermal Consulting Co.)

HEBREABEBRICES I a2 MY PHEERSTEIBOREA
Elucidating molecular mechanism of mitochondrial outer membrane fusion using in vitro
reconstitution

O E N ! (Tadato Ban), 45 )5 i HL 2 (Naotada Ishihara)
PAEKRK - 4T A6 E (Inst. Life Sci., Kurume Univ.), * Bk - Bl4% - ZE9F} 4% (Dept. Bio. Sci., Grad. Sch. of Sci., Osaka Univ.)

VI ARBEZEERD b XFIVFT I VIEERBERR
Trimethylthiazoline binding mechanism of mouse odorant receptors

O#CH M | (Miki Takeda), 32 V£ | (Yosuke Fukutani), #239% %2BH 2 (Hiroaki Matsunami).
#FH 13 ' (Masafumi Yohda)

"BATOK - BETL - ZEd T (Dept. of Biotechnol and Life Science, Tokyo Univ. Agri. and Tech.),
’Duke X - £ + MGM (Dep. of Mol . Genetic, Microbiol., Duke Univ. Sch. Med.)

RFORBFAMBEICES 1 )7 ) D URBHOBBLEBEEHIEORR
Mechanism of heat-hypersensitivity in ryanodine receptor type 1 mutants studied by optically
controlled microscopic heating

O A F (Madoka Suzuki)
Bk - B2 (Inst. Protein Res., Osaka Univ.)

MreB D KX 41> IIA DERICKYWEL % St LHlfafsE

Divergent Cell Morphology by a Mutation in the IIA Domain of MreB

OFkIL JETHEB ' (Koichiro Akiyama), ¥ 5, i 2 (Daisuke Shiomi)y 4.4 224t ' (Hironori Niki)
'S AEHF (Nat. Inst. of Genetics), * . #(K - Bl (Dept. of Life Sci., Rikkyo Univ.)

ANATYFAL IV ITANRAT ) LRICABREICE > TRBESNBIEETFRRILA Y MHBFEETS
Gene expression for the cDNA of the tobacco mosaic virus genome in Escherichia coli
OVWE & (Yoshiyuki Nishimiya)

PERSIE - ZEW 7 1 & R (Bioproduction, AIST)
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3P-090

3P-091

3P-092

=i AFM Z RV /=8t SARS-CoV-2 AN 7 5hfllintddD 7/ Ay 7 3
Nanoscopic Evaluation of Anti-SARS-CoV-2 Spike Neutralizing Antibody Using High-Speed AFM

OV ¥ ¥4 %~ ' (KeeSiang Lim), P4 FEHH > (Goro Nishide),

HY ¥ = ¥FF by X (Elma Sakinatus Sajidah), [¥F A 3% * (Tomoyoshi Yamano),

F 22— 2V 7 3 (Yujia Qiu), FH M d 52 * (Takeshi Yoshida), /INbE M4~ (Akiko Kobayashi),
PIE WG 1° (Masaharu Hazawa), %20 f50J¢ ! (Toshio Ando), #E[] JJBK '* (Rikinari Hanayama),
Y4+ v YF ¥ —F "’ (Richard Wong)

VERRKRY L F 2 A RHEIEZE T (WPT Nano Life Science Institute, Kanazawa University).,

TERR . WA SR 2 ARG RE,  RIEEY - BT K42 7 1 275 A (Division of Nano Life Science in the
Graduate School of Frontier Science Initiative, WISE Program for Nano-Precision Medicine, Science and Technology, Kanazawa University),
SERKE WA BN ESERE I 2 ARl # H 8 (Division of Nano Life Science in the Graduate School of Frontier Science Initiative,

Kanazawa University),
MO N S SR (Department of Immunology, Graduate School of Medical Sciences, Kanazawa University),

SERKE . RN F I 7 AOBAWIZE , B # A FERHE (Cell-Bionomics Research Unit, Institute for Frontier Science Initiative,
Kanazawa University (INFINITI))

Functional profiling of transport proteins from ubiquitous marine bacteria reveals mechanisms
and global patterns of nutrient uptake
Oz 17 b¥ R¥ Y x 3 ¥ " (Benjamin Clifton), Uria Alcolombri’, Colin J Jackson®.

Paola Laurino'
'OIST + # ¥ 7% 7 ¥ T.%3#AL (Protein Eng. Evol. Unit, OIST), *ETH Zurich, *ANU

FRHESE IV OHMRLETORT) Y VJHERBZFALBEROMNEZORER
Identifying antibiotics based on structural differences in the conserved allostery from
mitochondrial respiratory complex IV
OV 8 4 ' (Yuya Nishida), &7 {8 % (Ken Shimuta), M 32~ 3 (Sachiko Yanagisawa),
R Bemk * (Rikuri Morita), FHEE (3718 ) 287 ° (Kyoko Itoh-shinzawa), 3j4> Z%# ' (Yasunori Shintani)

VA - 4F-3EBE (Mol. Pharm., NCVC), * 7 J&3eiF - ME 1 (Dept. of Bacteriol. I, NIID),
3R EAL K - Ay BE2: (Grad. Sch. of Life Sci., Univ. of Hyogo), * $ilk - M RM#WI%% & >~ ¥ — (CCS, Univ. of Tsukuba)

3P4

RAZR—BREE (1F ABA—IL) / Poster & Exhibition (1F Shirotori Hall)
7B78H (£)/Jduly7 (Fri) 1330~ 1530

| #at& - 74 =151 2% / Biophysics, Protein Folding (3P-093 ~ 3P-110)

3P-093

3P-094

EMEZELAET 27040 20F ) 774 N—F VOIS

Evaluation of the structure of Stretch-dried Fibroin nanofiber gel

OFS:-XIN 1.2 (Kento Yonezawa), A4S fd Ak 2 (Kenta Kimura), {i#§ fadtk 3 (Takehiro Sato),
1115 $£— 2 (Yoichi Yamazaki), R #:7- 2 (Sachiko Toma), [~ AfE #i2E 1 (Hironari Kamikubo)
REEWK - FYSINT ) =Y 4 ) R—=Y 3 & v ¥ — (NAIST, CDG), * 4 B3R - W (NAIST, MS),
3 A8 4 23— (Bk) (Spiber Inc.)

T/ 70— VREEHRRAIDICH T B 2 /8% visible particle BEICE 25ROV 7— 188 #1#
HiEDRE
Impact of Poloxamer 188 Material Attributes on Proteinaceous Visible Particle Formation in Liquid
Monoclonal Antibody Formulations
OB B ! (Kohei Soeda), fiH 1Ml ' (Masakazu Fukuda), Eit% Bt 2 (Masaya Takahashi),
£-JF 1 2 (Hirotaka Imai), 7 48 ! (Kengo Arai), 25 %4 2 (Satoshi Saitoh), Ravuri, S. K. Kishore®.
Nuria Sancho Oltra’. Jeremy Duboeuf’. &4 Kiifi ' (Daisuke Hashimoto), [[IH1 #iifi ' (Yuji Yamanaka)

U AL (B ) - BUHITF (Formulation Dev. Dept., Chugai Pharm.),
S BSE T3 (BR ) - SWEIRF (Quality Dev. Dept., Chugai Pharma Manu.), *Pharm. Dev. & Supp. of PTDE, Roche
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3P-095

3P-096

3P-097

3P-098

3P-099

3P-100

3P-101

3P-102

3P-103

Nascent protein folding predicted by AlphaFold2
OZ= Be1: ' (Shunji Suetaka), A ERE ' (Masataka Yoshimura), K ki * (Koji Ooka),
Pk 524 1 (Munehito Arai)

VIR - AL - A BRI (Dept. Life Sci., The Univ. of Tokyo)., 2 HUK « #(# (Col. Arts & Sci., The Univ. of Tokyo),
PHOK - FL - WFR (Dept. of Phys., The Univ. of Tokyo)

RERRN QFER (AHIRXNF—2REF) BAL—ALEBEOEDOBEX(LERRTHAV AT I—

FEOHFHRBATHS
Residue-based quadratic free energy relationship (QFER) is a mathematical formulation of the
consistency principle

OFfi I Kl ! (Daisuke Kohda), #K % —H ! (Seiichiro Hayashi), JEJR Kl ' (Daisuke Fujinami)
"JUK - ZEBEHE (Med. Inst. Bioreg., Kyushu Univ.), * #L kB « S8 A/ @5 (Grad. Sch. Integr. Pharm. Nutr. Sci., Univ. Shizuoka)

7 304 FERHMEICIIT B Hsp104 DOREEREEME OBEERZIRT

Functional analysis of disaggregation activity of Hsp104 on amyloid fibrils

Ot &K HB ' (Kentaro Noi), Z&H] K3 ' (Kyoka Shibata), /Myt 36 2 (Teru Ogura),
FEF M 1E3C ' (Masafumi Yohda), & )5l %84 ! (Kyosuke Shinohara)

"EATOK - BE T - ZEdy T (Dept. of Biotechnol., Tokyo Univ. of Agric. And Technol.),
ZHEAK - B AR 2RISR EB (Fac. Life Sci., Kumamoto Univ.)

WA T EDFERITHED ALEENTF FOZRIEESE
Induced secondary structure of unstructured artificial peptides upon zinc ion binding
OZAZ #b (Kou Honda), HIA} JEJe (Atsuo Tamura)

K - B - 4 (Kobe Univ.)

NAEDSTFRRE ~ZEELTNELK LB EZNIEDRER
Intramolecular aggregation in antibodies: finding of proteins getting smaller by denaturation
O4 A =ik ! (Hiroshi Imamura), K A7 AT~ 2 (Ayako Ooishi), A< ELH 2 (Shinya Honda)

"B N A K+ 234 F (Dept. of Bio-Sci., Nagahama Inst. Bio-Sci. Tech.), ? BERSHF « 734 + 2 5 1 # ) (Biomed. Res. Inst., AIST)

AESRE7O7F7—CEOMERUEZER L UZ@B1 F AT F FOBSHRY
Binding specificity of divalent cations against synthesized peptides based on the catalytic site of
snake venom metalloproteinase
Ok (A ) B892 " (Narumi Aoki-Shioi), = Jii KM ' (Daiki Mihara),
A F AT 9T 4 2 (SwatiKundu), % ¥ ¥ 29 % F = ?(Kini Manjunatha)

VI K - B4 (Dept. of Chemistry, Dept. of Science, Fukuoka University),
23 VR — WV KEBIEER (Dep. Biological Sciences, Fac. Science, National University of Singapore)

Large-Scale Coarse-grained Molecular Dynamics Simulations of Membrane Proteins using the
iSoLF model

O Diego Ugarte'. i # = * (Shoji Takada), #H £ i "** (Yuji Sugita)

'RIKEN Center for Computational Science. *Dept. Biol., Sch. Sci., Kyoto Univ.,
*RIKEN Cluster for Pioneering Research, ‘RIKEN Center for Biosystems Dynamics Research

DANT 1 FEBEFEBEND 7 =T 1 VI RISHFREHADRE
Detection and separation of the disulfide-coupled folding intermediates of mid-size proteins

PR %25 ' (Nana Sakata), A 1 &L ' (Yuri Murakami), OFF % YG1# 2 (Mitsuhiro Miyazawa),
H & HE— ' (Yuji Hidaka), E54% % ' (Shigeru Shimamoto)

PIEK - MAAFLT - Fl4f (Graduate School of Science and Engineering Research of Kindai University),
2 . TR SEBON R A IFZE R (National Agriculture and Food Research Organization)

BFEMFEZRAVET 204 MRMEPREEOEE R EELH
Tracking structural conversion process of amyloid intermediates using electron microscopy

O WA (Naoki Yamamoto)
EBEEK - £ (School of Med., Jichi Med. Univ.)
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3P-104

3P-105

3P-106

3P-107

3P-108

3P-109

3P-110

RNA #&& & >/ U 4 fused in sarcoma (C KB - HIRSEE - BFAER & HEMRMERIRIEILE (ALS) HRHRE
TRk R495X DEEMIREIER

Liquid-liquid phase separation of the RNA-binding protein, fused in sarcoma (FUS):Microscope
observation of ALS pathological variant, R495X

O # ' (Ryu Yamamoto), 2% 23 2 (Shujie Li), JbiIR Al—HB ' (Soichiro Kitazawa), JtJ§ %% 2 (Ryo Kitahara)

U7 fr R 34 ER (College of Pharmaceutical Sciences, Ritsumeikan University).
23T dr R R Bk 22 F 92 R (Graduate School of Pharmaceutical Sciences, Ritsumeikan University)

7304 KBRIRAFZEBEND) > Hh—EEOEERF R
Structural Analysis of Linker Regions of the Pathogenic Amyloid Precursor Proteins
T H & < 5 (Sakura Yoshida), H & M (Yuji Hidaka), OEZ )% (Shigeru Shimamoto)

WK - AL - B4 (Graduate School of Science and Engineering Research of kindai University)

PTFoNVBXF—EOBEBRET VT A—NTA 2IDAALF VETIICEZHAR
Conformational transition and unfolding of adenylate kinase studied by chameleon model
O %% 8 2 (Tomoki P. Terada), 11 & — 5 2 (Eiichiro Yamaoka)

"%k - T+ 5% (Dept. Appl. Phys., Nagoya Univ.), >4k « T. - WL T. (Dept. Phys. Sci. Eng, Nagoya Univ.)

BF¥~NOY Hsp104 ICKB7 I O4 FMREDBRBEERIGICE TS Middle domain DR EIDAER

Analysis of the role of the Middle domain in the disaggregation of amyloid fibers by molecular

chaperone Hsp104

OHFLH #ift (Moeka Hayata), I 5 H (Mika Matsui), ¥FH: fdt KB (Kentaro Noi), & )5 #§41 (Kyosuke Shinohara)
TR - BT - A4 1. (Dept. of Biotechnology and Life Science, Tokyo University of Agriculture and Technology)

iR4BET /T aBWRERRHIE  BRRIERIGSE L TOIRAZBHELT
Regulation of the Liquid-liquid Phase-Separated Condensates by Butterfly-Shaped Gold
Nanomaterials
OIE 1] %154 ' (Tomohiro Nobeyama), 75 H Bk ? (Koji Takata), A% I 3% ? (Tatsuya Murakami),

AR B BB ' (Kentaro Shiraki)

VSRR - PR (Pure and Applied Physics, Univ. Tsukuba), > & [ 37K - 2L (Pref. Univ. of Toyama)

B&) CD I A7 sk Spectra Manager 2.5 BeStSel CFR Z AWV /= ERER O RIEGEREMETM
Stability Evaluation of Secondary Structures of Antibody Therapeutics Using Automated CD System
and Spectra Manager 2.5 BeStSel CFR
O A 177 ' (Satoko Suzuki), [IIHE 5 ' (Ai Yamane), KI1] Z&41 ! (Taiji Oyama), Andras Micsonai’.

Jozsef Kardos®, 72 B — ' (Ken-ichi Akao)

" HAS Rk &4 (JASCO Corporation), “Dept. Biochem., Institute of Biology, ELTE

BNV EDORE - BRESHZHIEHT S de novo X7 F FOBAR
Development of de novo peptides to control liquid-liquid phase separation of target proteins
Ojit,z F 3% (Tatsuya Ikenoue), 4 #yHH (Hiroaki Suga)

BUK « B - {b (Dept. of Chem., The Univ. of Tokyo)
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3P-5

RAZ—EReE (IF BEA—J) / Poster & Exhibition (1F Shirotori Hall)
7TR7H (£)/Jduly7 (Fri) 1330~ 15:30

7057F—L - EBAE IS / Proteomics/Protein engineering (3P-111 ~ 3P-130)

3P-111

3P-112

3P-113

3P-114

3P-115

3P-116

3P-117

VIFERAEMFB AV EXRABROELS FIFENRE

Directed evolution assisted by Multi-Task Learning of industrial enzyme

O 5% ! (Hikaru Nakazawa), R %2 ! (Tomoyuki Ito), HMEiE St 23 (Mitsuo Umetsu),
Fr i 72 BB 2 (Shiro Kataoka)

"L K - BEL - 234 I (Dept. Biomol. Eng. Grad. Sch., Tohoku Univ.), * #4354t L KV 7 (RevolKa Ltd.),
PP, W HIRERE Ak ¥ & — (Center for Advanced Intelligence Project, RIKEN)

HWRAXONVEREEV DV JREIRERRE=L) VJERICEDLKAIBE X NIBEBRAI)—-20T
AT L
Soluble protein screening system based on in-cell aggregation sensing circuit and protein
expression monitoring circuit
Oy B 3E W (Tatsuya Nojima), =i > < & (Tsukumi Miwa), H ] JE48} (Hideki Taguchi)

WK - WFgeks - Milat > ¥ — (CBC, Tokyo Tech)

BV NETEERDEEZCHER U ES X /N ERbiE
Copper-binding protein catalyst chemically modified with pyridyl group near the active site
O#%H BEYK ' (Yoshitsugu Morita), Af4 #il 2 (Hiroki Kubo), FAAS B ' (Ryusei Matsumoto),

R 92 | (Nobutaka Fujieda)

" RBRAKIE B (Osaka Metrop. Univ.), * KB KB « 445 (Osaka Pref. Univ.)

VBV FMRBEOBRT 2V 74=WT 1 VTR FOELLTT L

Converting ligand-induced folding motifs into ligand-induced unfolders

OxN thds ! (Yuki Yanai), 3% H Fehk 2 (Miyu Tsukada), 45 BAE ! (Shinsaku Kanetsuna),
A AR ! (Yuki Kimura), HE¥F Kl | (Daisuke Umeno)

VK - e BT - JBAL (Dept. of Applied Chem., Waseda Univ.),
TRk RE - REPET. - 482 (Dept. of Applied Chem. and Biotechnol., Chiba Univ.)

AT &NV BERFEBPAATERBISEE T IV OBE

Construction of stimuli-responsive hydrogels containing artificial protein nanoparticles
IRZE P 3 ! (Erika Nasu), OJI I T8 ! (Norifumi Kawakami)y 3798 58— 2° (Ryoichi Arai),

A %' (Kenji Miyamoto)

U JBEE K - L (Dept. of Biosci. Info. Keio Univ.),
2fEMOK - MiHE - I5ZE (Dept. of Appl. Biol., Fac. of Tex. Sci. Tech., Shinshu Univ.),
SEEMK - 284 F X5 4 F VI (Inst. for Biomed. Sci., Shinshu Univ.)

L P2X4 fiifk Fab D FiEE BB & LEXBEERRZOBR
Improvement of Expression in E. coli of anti-P2X4 Fab
OFif % 32N\ ' (Yoshito Abe), AL J$1 2 (Masashi Otomoda), Hi[H 1F 2 (Tadashi Ueda)

" EIBSPE AR K« FR3E (Sch. of Pharm., Int. Univ. of Welfare and Health),
2 JUKBE « 3 - #17 (Lab. of Prot. Struc. Func. and Des., Grad, Sch. of Pharm. Sci., Kyushu Univ.)

\EHRRAKRE MF Y XNE N EORRE KU
Evaluation of Cell-Free Synthesized Human Channel Proteins for In Vitro Channel Research

OPGIT %2 ! (Rei Nishiguchi), HHHT #5/A ! (Toyohisa Tanaka), #KH i * (Jun Hayashida),
ik %k ! (Tomoya Nakagita), Zhou Weils 7 H #%2 ! (Hiroyuki Takeda)
"% K - PROS (PROS, Ehime Univ.), * Hp#{k2# (Nissan Chemical Corporation)
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3P-118

3P-119

3P-120

3P-121

3P-122

3P-123

3P-124

3P-125

RAEERROAIFBEREERENDICHNTIAIZ O NIETO—T ORIRRE
Analytical basis for a biosensing probe that specifically recognizes denatured therapeutic
antibodies
Oy 58 | (Hideki Watanabe), 5 5F %% 2 (Takamitsu Miyafusa), ASH] B4 ' (Shinya Honda)
VPERSHE « N4 F A T4 AV (BMRL AIST), 2 PERHF « 24 7 @& 2 (BPRI, AIST)

XA RAESHD /= DERERAWVEENEX VINVEFA 75— a ViEDOm%E
Development of high efficient protein-ligation technique with the enzyme for segmental isotope-
labeling
OWH # (Aya Okuda), J/K J$#F (Masahiro Shimizu), F_F i AHB (Rintaro Inoue), ZE M} 4-F (Reiko Uade),
K1l IEW] (Masaaki Sugiyama)
HOK - AW (KURNS, Kyoto Univ.)

OLIGAMI : i E{fFAE O ZRBEICE DV = ZBADREERI 5
OLIGAMI : Hierarchical classification of dimer interfaces based on the secondary structures present
at each interface
OB B, (Takumi Sekine), 1T M (Masamichi Tkeguchi), JHE i Fl15% (Kazuo Fujiwara)
AR - BT 220 9ERE - 2R A BT 228 1 (Dept. of Biosci., Grad. Sch. of Sci and Eng., Soka Univ.)

—AEHIIARD VL f8IEICTETET D 2 DD cis-Pro ZiE8 & L/=InfA T AR
Antibody engineering research on two cis-Pros in the VL region of a single-chain antibody
O# —1I, '* (Yifan Yang), PR | 2 (Kyo Okazaki), FHT B3k 3 (Takashi Tadokoro),

w4 24 ! (Shunsuke Kita), {ij#E Bitht % (Takashi Sato), /IMEJI] 8l 2 (Yoshihiro Kobashigawa).,

B P92 | (Katsumi Maenaka), FE[ 5AiE 2 (Hiroshi Morioka)

Vb kKB - # (Pharm. Sci., Hokkaido Univ.), > fiE kP « 3£ (Pharm. Sci., Kumamoto Univ.),
S IUHEFLK - 3 (Pharm. Sci., Sanyo-Onoda City Univ.)

i;l\‘ﬁﬁl’a‘l*ﬁﬁf’ﬁmﬁ?*ﬁ’& BoELERE—F - 7HO—RAFN%ZERAWV= MBP &2 /NN EDEE
Immobilization method of MBP-fusion proteins on microtiter plates using gelatinized starch-
agarose for protein-protein interaction analysis

YA %53 ' (Yuri Emoto), Fy [l B84 ? (Ryoya Katayama), O4H %#8T- ' (Natsuko Goda),

H I #52% | (Emi Hibino), K i | (Takeshi Tenno), /MEJI] 4iidi * (Yoshihiro Kobashigawa).

PRI BARE ® (Hiroshi Morioka), F&EHH 75— ' (Hidekazu Hiroaki)

' 4k R KK + B3 (Grad. School of Pharm. Sci., Nagoya Univ.), %8 K% « Bl (Grad. School of Sci., Nagoya Univ.),
* REAKPE « 4y (Grad. School of Pharm. Sci., Kumamoto Univ.)

ATH=7 4 VELTRET BRIV =V JFED in vitro IEEHEEILR
Screening-free in vitro directed evolution with Darwinian evolution of target genes
Oti#k KR ! (Taro Furubayashi), Di Meo Thibault's #%)1] BE3% ! (Yoshihiro Minagawa).

B4 14T ' (Hiroyuki Noji), Yannick Rondelez”

"HK - T - ML (Dept. of Appl. Chem., Grad. Sch. of Eng., The Univ. of Tokyo), *ESPCI Paris, France

DERRROEENET H K UHIFATEICREIS T B Heat shock protein90-beta DFE(L~ ) LTI FE R
(K HSP90-beta D4R

The glycation of protein 90-beta associated with beating and death of cardiomyocytes-the
generation of Glyceraldehyde-derived HSP90-beta
OE H 242 (Takanobu Takata)

SEEK - REWE - 15k (Mol. Gene. Biol., Med. Res. Ins. of Kanazawa Med.)

ABEE FOERETHRAEER LT HLESMBEFN Cre-loxP BEFHER A HEHHETORRE L XE
BEEADICH
A chemogenetic Cre-loxP recombination system based on dihydrofolate reductase for leakless
optogenetic applications
O Ji 2 (Fuun Kawano), Cai Dewen. {fJ S8 (Moritoshi Sato)

PR =R BeR A SCILIFZER}E (Graduate school of Arts and Sciences, The University of Tokyo)
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3P-126

3P-127

3P-128

3P-129

3P-130

FMATIBERI O TAONIF I AT F—E Syn-F4 O X & RS SRR

Crystal structure of a de novo enzyme, ferric enterobactin esterase Syn-F4

B WK ' (Kodai Kurihara), Mg 24— > (Koji Umezawa), Ann E. Donnelly*. Michael H. Hecht*,
O H: 55— ' (Ryoichi Arai)

VMK - 8l - ISR (Dept. of Appl. Biol., Fac. of Textile Sci. Tech., Shinshu Univ.),

ISR - - PR} (Dept. of Agri. Life Sci., Fac. of Agri., Shinshu Univ.),

SEMK - N4 F XF 4 B VBF - AR5 F A/ X (Dept. of Biomol. Innov., Inst. for Biomed. Sci., Shinshu Univ.),
471 Y2 b YK - {b (Dept. of Chem., Princeton Univ.)

KADHABER NV EDSDHFBENT F FOSIERRRET & ST
Rational design of phase separating peptides based on phase separating protein sequence
O8I 5 N "> (Kiyoto Kamagata), il 9% '? (Atsumi Hando),

<Y 5% TYLT 74 P (Ariefai Maulana), 3% Z$IBT- * (Nanako Iwaki).,

Ak 231 ! (Saori Kanbayashi), /Mt 55 AKEE 3 (Ryotaro Koike), B B ¢ (Keisuke Tkeda)

"HEEK - £ 96HE IMRAM, Tohoku Univ.), * #{t K/t @5 (Grad. Sch. Life Sci., Tohoku Univ.),
> HUJb KB (Dep. Chem., Fac. Sci., Tohoku Univ.), * Bt KEzP (Dep. Chem., Grad. Sch. Sci., Tohoku Univ.),
S &b R K Bets it (Grad. Sch. Info. Sci., Nagoya Univ.), ® & 1LIK3& (Fac. Pharm. Sci., Univ. Toyama)

Fc B> DIAEEER IdeS ZFIA L=\ AN—T v MRBRABABEEERDIESE
High-throughput recombinant protein production system utilizing the hinge-Fc cleavage enzyme
IdeS
Oﬁ %!?; E;& (Takao Arimori), f‘;’—]?k (?—‘ (Junichi Takagi)
P K « ZFI#F (IPR, Osaka Univ.)

RS FREICEIT 27 7 — RFETR SN EEBERLELRS F ITHREANDRBR S — 7 > X8I
ERWFETA
Selection of antibody mimetics by deep sequencing and machine learning with the information of
weakly enriched phage display libraries
Ot %% 2 ' (Tomoyuki Ito), 7L ¥ k= £ X% ~ *(Thuy Duong Nguyen), Z5jE # >>*° (Yutaka Saito),

3 FLHT 3% — 2 (Yoichi Kurumida), H1{% ¢ ! (Hikaru Nakazawa), {0 [l .2 ! (Sakiya Kawada),

P4 332 78 (Hafumi Nishi), HtHH 2238 *°° (Koji Tsuda), 4 4% > (Tomoshi Kameda).,

MEdf: SEoe 15 (Mitsuo Umetsu)

"Btk + I (Grad. Sch. Eng., Tohoku Univ.), 2 BE#SHF + A TAIREMIZE & (AIRC, AIST),

S PERSHF - 1K + CBBD-OIL (CBBD-OIL, AIST-Waseda Univ.), * #UK - #4#3% (Grad. Sch. Frontier Sci., The Univ. of Tokyo),

SPBE - OB AR O FJEE (Adv. Intell. Pro., RIKEN), ° Htbk - 15#Fl4% (Grad. Sch. Information Sci., Tohoku Univ.),

THALK - WAL A F 4 H VA H S 2 KR (ToMMo, Tohoku Univ.),
S BEOKK - H#phF5ERE (Fac. Core Res., Ochanomizu Univ.), ° A RIBEBESE - T5IEE - Yl BERE (NIMS, MaDIS)

FINFZUOERGAILEBNARMERE &£ DO FRBIEBORZR
Arg cluster introduction into framework region of antibody improved association rate constant by
changing structural diversity of CDR loops
OTi I B E ' (Shingo Maeta), HIAJT 3 >° (Makoto Nakakido), i $&HH * (Hiroaki Matsuura).,
Y IF A ¢ (Naoki Sakai), “EH FB4: * (Kunio Hirata), HLFH K H ° (Daisuke Kuroda),
FEk i ' (Atsushi Fukunaga), HAS 7153F 23 (Kouhei Tsumoto)
VYRRV TR (KK) N4 BT ~ ¥ — (Bio-Diagnostic Reagent Technology Center, Sysmex Corp.).
2HOKEE « T+ 254 F = > ¥ (Department of Bioengineering, School of Engineering, The University of Tokyo),
SHOKBE - T - Ab2E T (Department of Chemistry and Biotechnology, Graduate School of Engineering, The University of Tokyo),
P - BEDERFEESE | ~ # — (Life Science Research Infrastructure Group, RIKEN SPring-8 Center),

SRR - RIS T 2 F V B%EMFE & ~ & — (Research Center for Drug and Vaccine Development, National Institute of Infectious Diseases),
S HEK - FEAMIF (Institute of Medical Science, The University of Tokyo)
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