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EAe2—tv 3y / Poster Session

RAZ—BADEERIL. EEESIC PSS THEIET
Numbers with * are presentations applying for Young Poster Award

1P-1

RAZ—BREE (1F ABAR—IL) / Poster & Exhibition (1F Shirotori Hall)
7B58 (K)/Jduly5 (Wed.) 13:50 ~ 15:50

| #8492 / Structural biology (1P-001 ~ 1P-045)

1P-001*

1P-002*

1P-003*

1P-004*

1P-005*

1P-006*

ERERES SUEEEREIC KB/ MREBTEER D 5 RER RIS FF DI2RZ
Understanding the droplet formation mechanism of the ER-resident enzymes by ROS/RNS
O < 4 2 (Mai Watabe), 4 5 >° (Shingo Kanemura), 254K 2£J% 2 (Kotono Suzuki),

A% THE ¢ (Motonori Matsusaki), Ffi3E Yk ' (Kenji Inaba), 2% W5 ¢ (Young-Ho Lee),

P8R 935 4 (Tomohide Saio). BLA) 1E4F ' (Masaki Okumura)

"Hidbk - Ay (Grad. Sch. of Life Sci., Tohoku Univ.), * 4t K - 2Bl 4%2 7 1 > 5 4 7 (FRIS, Tohoku Univ.),
3Bk - BE (Sch. of Sci., Kwansei Gakuin Univ.), * f#if5k - JE3E%#MF (IAMS, Tokushima Univ.),
SHIEK -+ % IGHF IMRAM, Tohoku Univ.), © i FIZERERL % L HEMF4EBE (KBSL, South Korea)

TNVE I VEBRKFEREADREY - BFHEGBENDY 71 ABTFRMRHRE
The binding process of substrate and coenzyme with glutamate dehydrogenase observed by using
cryoEM
OF5hk K 2 (Taiki Wakabayashi), H138 HEH ' (Masayoshi Nakasako), FKH} ELyt 123 (Mao Oide)
"BEME - BT (Dept. of Phys., Fac. of Sci. Tech., Keio Univ.), * Bfff - RSC (RIKEN RSC), *JST + & X %%1F (JST PRESTO)

IR THOT % GtACR1 ERAFD T —T 1 > JHBEMAAICE T 7= cryo-EM #EERR
Structural basis for the gating mechanism of the dark-open mutant of anion-conducting
channelrhodopsin GtACR1
O 47 ' (Yuka Takeno), JE35 WU ' (Masaya Watanabe), £ [l 254 ' (Masahiro Fukuda).,

¥ JF #2 ¥ ' (Toshiki Matsui), Johannes Oppermann’. Peter Hegemann®, Jiij# W] ' (Hideaki Kato)

VRUR R P RIESERE MRk B (Department of Biological Sciences, Graduate School of Science, The University of Tokyo).
“Institute of Biology, Experimental Biophysics, Humboldt University of Berlin

Cryo-EM structure of the transposon-associated TnpB enzyme

O #:3% ! (Ryoya Nakagawa), P gt A\ ! (Hisato Hirano). KA} #5741 ! (Satoshi Omura), Suchita Netyz‘
Soumya Kannan®. Han Altae-Tran’. Xiao Yao’. I #¥#L T (Yuriko Sakaguchi),
K 52 3 (Takayuki Ohira), Wen Y. Wu', T #KHER ' (Yutaro Shuto), FHH 3#3E ! (Tatsuki Tanaka),
{8 S0k | (Fumiya Sano), BiA3H ] ' (Tsukasa Kusakizako), ASHH LB ' (Yoshiaki Kise),
1l B 5% ' (Yuzuru Itoh), John van der Oost*, $5AK #ll * (Tsutomu Suzuki), Feng Zhang” .
AR B ! (Osamu Nureki)

"SCK - B - 2%} (Dept. of Biol. Sci., The Univ. of Tokyo), “Broad Inst. of MIT and Harvard.
*JPOK - T0 - b4 (Dept. of Chem. and Biotech., The Univ. of Tokyo), “Lab. of Microbiol., Wageningen Univ. and Res.

FNFHRTEY VEEEEESR /N8 Sftha OB EREERRIT
Structure-function analysis of inter-organelle phospholipid transfer protein Sfh4
O JHb ! (Daichi Miyazaki)y K& #H ACHE 2 (Yutaro Takahashi), {38 HEfd 2 (Yasunori Watanabe)

"X - BEBE T (Grad. Sch. of Sci. and Eng., Yamagata Univ.), > IIJK « B (Fac. of Sci. Yamagata Univ.)

NOAH: NOvel Al-assisted High-throughput construct screening for structural analysis
O/ B WiFH (Asato Kojima), F3H: #28 (Toshiki, E Matsui), ffFH £ 5A (Masahiro Fukuda),

I JEW] (Hideaki, E Kato)

HOK 3L « A2y (Arts and Sciences, The Univ. of Tokyo)
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1P-007*

1P-008*

1P-009*

1P-010*

1P-011*

1P-012*

1P-013*

bk bRFOAZ—F7OVIN4 - KE(LBEZOBEEMFOME

Structural biological study of collagen prolyl 4-hydroxylase from human

OWA F W ' (Toya Tamura), FI: FilE | (Junki Hirai), B Y & 2 (Riko Numata), 5[ 3% /A ' (Yoshihisa Souda).,
HAY BE ! (Yasuhito Shomura)
VYK - BT - ST (Inst. of Quantum Beam Sci., Tharaki Univ.), > %K + T. « #2[ (Dept. of Mat. Sci.& Eng., Ibaraki Univ.)

BRELXFERAREDFF 2 F v RIVOS KRR

Spectroscopic study of the highly light-sensitive cation channel rhodopsin

OIWWTF By ' (Yo Yamashita), #5745 ! (Teppei Sugimoto), [ #EK ? (Kota Katayama),
£ 1 B8 1% (Satoshi Tsunoda), FHH 3%3E 3 (Tatsuki Tanaka), EFT4 #4 * (Wataru Shihoya),
B B3 (Osamu Nureki), FPHL 7588 2 (Hideki Kandori)

SR - BRI - 2Ry - BJHALE: (Grad. Sch. of Eng., Nagoya Inst. of Tech),
1F T MNAFF Y 2 uY—hfgEt ~ ¥ — (OptoBio Tech. Res. Cent.),
SHUK - BRBE - AW (Grad. Sch. of Sci., Univ. of Tokyo.)

ABEE HdeA OT#iR{LICRE 2 RIZT RERTF

Various factors affecting reversible fibril formation of E.coli HdeA

OZXATH {38 (Yoshiki Sayuda), A¥B FB)E (Kunihiro Hongo), ] HH HERE (Yasushi Kawata),
1 2072 (Tomohiro Mizobata)
E5K « $% + 2% (Dept. of Chem. and Bio. Eng., Tottori Univ.)

DOWKRRT 7F 2TV O—IVIKSEEEESR AcvB DIEEHEERRIT
Structural and functional analysis of lysyl-phosphatidylglycerol hydrolase AcvB
OB 92377 | (Mizuki Hoshi), P35 HER 2 (Yasunori Watanabe)

VIR - BEBE T (Grad. Sch. of Sci. and Eng., Yamagata Univ.), > [IJK « B (Fac. of Sci., Yamagata Univ.)

44 X Glycine max AR L- XFA =2y - U7—E 1,2 O X & RS ERFR
X-ray crystallographic structure analysis of L-methionine gamma-lyase 1, 2 from Glycine max
O W5 3E ' (Haruna Makino), JF_1 85, ' (Tomoaki Inoue), A4S ¥4 ! (Saki Hashimoto),

JF I ¥k ! (Kanta Inoue), A% |11 FHE 2 (Daiki Yokoyama), JI] 7] ? (Atsushi Okawa),

Pl B 3 (Takuya Teshima), F3H: fd = ° (Kenji Matsui), FfidE B = ? (Kenji Inagaki),

AP A E T (Tomoo Shiba)

PECTMER - B - B2 (Dept. Appl. Biol., Grad. Sch. Sci. and Tech., Kyoto Inst. of Tech.),

2RIk - B - BRBEZE Ay (Grad. Sch. Env. & Life Sci., Okayama Univ.),
IO - Bt - AR (Grad. Sch. Sci. & Tech., Yamaguchi Univ.)

4R E Kitasatospora aureofaciens A% L- X F# Z V BRiRBEEEEFICH TS Y421 D&
Role of Y421 in L-methionine decarboxylase from Kitasatospora aureofaciens
OFEA ?W# ! (Saki Hashimoto), F:_I+ 815 ! (Tomoaki Inoue), 4 ¥ I3 ! (Haruna Makino),

I #K ! (Kanta Inoue),  KJI| 7] 2 (Atsushi Okawa), J§L[H #¢45 ! (Shigeharu Harada).

FidE BB 2 (Kenji Inagaki), 7&9% %84 ' (Tomoo Shiba)

PECTMER - B - B2 (Dept. Appl. Biol., Grad. Sch. Sci. and Tech., Kyoto Inst. of Tech.),
2R IOK - B - BRBEZE Ay (Grad. Sch. Env. & Life Sci., Okayama Univ.)

RIVFHRIAIWNAKE VN E -RNA BHER B OBEER
Structural basis for Borna disease virus 1 nucleoprotein-RNA complex assembly
Ol B4l 2 (Shinya Goto), *PI &% ° (Yuya Hirai), H8 %3 ¢ (Keizo Tomonaga),
W Gk 17 (Takeshi Noda), J&VT. BL4T 7 (Masayuki Horie), #2H] 4% "> (Yukihiko Sugita)
" 3K + A4y (Grad. Sch. of Biostudies, Kyoto Univ.),
2ROK - BT - PRIRE % 7 4 L A (Lab. of Ultrastruct. Virol., Inst. for Life & Med. Sci., Kyoto Univ.),
P HOK - F1)E (Hakubi Cent. for Adv. Res., Kyoto Univ.),
SRR - BEAERF - RNA % £ )L & (Lab. of RNA Viruses, Inst. for Life & Med. Sci., Kyoto Univ.),

S KBEsiK « ZEM (Dept. of Biol., Osaka Dent. Univ.), ® KFZZAK « BREE (Lab. of Vet. Mid., Osaka Metrop. Univ.),
TRBIAK - RS ESSENFZE L ~ & — (Osaka Int. Res. Cent. for Infect. Dis., Osaka Metrop. Univ.)
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1P-014*

1P-015*

1P-016*

1P-017*

1P-018*

1P-019*

1P-020*

1P-021*

771 AETFHEMIRZ AV FtsZ OS5 BREEEERIT
High-resolution structural analysis of FtsZ by cryoEM
OH W $K ' (Kota Hibino), JHEF %= > (Junso Fujita), A% 3% H ! (Natsuki Kamimura),
T8 3 ' (Takuya Yoshizawa), HJ¥ 5E— ? (Keiichi Namba), A 751 ! (Hiroyoshi Matsumura)
'SP @K - 2k (Grad. Sch. of Life Sci., Ritsumeikan Univ.), > BB - ZEfi#fE (Grad. Sch. of Front. Biosci., Osaka Univ.)

MAP2K4- BEERIEEAD X iEREE - RERETELRVLAFRSEEER -
Crystal structure of MAP2K4 complexed with an inhibitor - the covalent inhibitor which can't form
any covalent bond -
O 1548 ! (Seigo Yumura), AR F 286 ! (Takayoshi Kinoshita), 1] F 12 ! (Naoyuki Yamashita).
JeIIl K 2 (Daisuke Kitagawa), % [EHBH ? (Masaaki Sawa)
VKB4 K + Bl (Graduate School of Science, Osaka Metropolitan University), * % V3734 %% 4 L > Z (Carna Biosciences)

DNMT1 DEFREE B OBEEE
Structural basis for the novel activation mechanism of DNA methyltransferase DNMT1
O%jHb #5357 ' (Amika Kikuchi), /NFFHT 3% T 2 (Hiroki Onoda), 1111 3E4fi 3 (Kosuke Yamaguchi),
#B gz ! (Satomi Kori)y 117 # * (Atsushi Yamagata), P8 [1] 2%k ° (Atsuya Nishiyama),
rip Bi ° (Makoto Nakanishi), Pierre-Antoine Defossez®. £ H 2§ ' (Kyohei Arita)

PRI K - A2 A BERESE (Grad. Sch. of Med Life Sci., YCU.), > %K - NUSR (NUSR., Nagoya Univ.), *Epi. And Cell Fate, CNRS.,
* BIRF - BDR (RIKEN, BDR), ° #0k « BEFMF (Inst. of Med. Sci., Univ. of Tokyo)

KFHEHE AAA+ ATPase & 14 -CbbQO-type Rubisco activase DiEEEE
Structural insights into a CbbQO-type Rubisco activase, an AAA+ ATPase complex from a hydrogen-
oxidizing bacterium
O BR | (Zengwei Liao), 1)1 2442 2 (Takatoshi Arakawa), i3 1.2 1 (Hiroyuki Arai),
a4y T 2 (Masafumi Kameya), £ 1E34 ' (Masaharu Ishii), fR4E 2 '? (Shinya Fushinobu)

VIR - R} - T (Dept. of Biotech., Grad. Sch. Agri. and Life Sci., The Univ. of Tokyo),
> #K + CRIIM (CRIIM, The Univ. of Tokyo)

FESRRERAER =B 1F FFAR2 DY) 7> NR2EE LB LIS DAZEA
Ligand recognition and activation mechanisms of Free Fatty Acid Receptor 2
Ol B! (Mai Kugawa), AHH 55k 2 (Ryoji Kise). fiH E5A 3 (Masahiro Fukuda),
NI 8:7% ' (Kouki Kawakami), A 28 3 (Toshiki Matsui), /MK FlIBA ! (Kazuhiro Kobayashi),
I 7R 2 (Asuka Inoue), JIEE JEHH 3 (Hideaki Kato)

"HUKBE - B - ZEF} (Dept. of Biol. Sci., Grad. Sch. of Sci., The Univ. of Tokyo),
23t ke - 3 - 43 (Mol. and Cell. Biochem., Grad. Sch. of Pharm. Sci., Tohoku Univ.),
PHUOKEE « #RA AL « %Rk (Komaba Inst. for Sci., Grad. Sch. of Arts and Sci., The Univ. of Tokyo)

A ORBTNA RAERAWVWALEMAI) -V TRDIBE

Construction of ligand screening system using a new microfluidic device

O/ & & 1 12 (Kotori Kobayashi), =¥ Fil 2 (Go Ueno), EL2E3% 1F 75 > (Masatoshi Maeki),
PGl & T 3 (Akiko Nishioka), X A ¢ (Naoki Sakai), U4 E5& ¢ (Takashi Kawamura),
Al IRBH 2 (Hiroaki Matsuura), 77 F 3% 2 (Kohei Takeshita), [114< HE & ' (Masaki Yamamoto)

! JRJE L7 K2 (University of Hyogo), 2 IR - S ERMHEMFE £ >~ & — (RIKEN SPring-8 Center),
3 JeiEl K% (Hokkaido University), * & BEOGR2F%8 % ~ # — (JASRI)

RREBEFRIRICKS7OVINIY RNTFA4—ENEE REHIE
X-ray crystallographic analysis of prolyl endopeptidase
O 2248 ' (Seiju Yamada), 52 BK * (Keita Tatsumi), Z2¥f BL9Z7- 2 (Mamiko Yano),

1% $ ' (Takuya Yoshizawa), FHHP {8 — 2 (Shun-ichi Tanaka), #3A 3 ! (Hiroyoshi Matsumura)
UL AR - 224y (Grad. Sch. of Life Sci., Ritsumeikan Univ.), > 5UfFK + BeZE8R (Grad. Sch. of Life Env.Sch., Kyoto Pref. Univ.)

E b Sirtuin 2D 2L EBRT FIVLEE OB F

Is dimerization required for deacetylation activity of human Sirtuin 2?

OFAR D F (Noa Suzuki), /N Il (Tsuyoshi Konuma), BF7 1§~ (Satoko Akashi)
HHET A « 4245 B (Grad. Sch. of Med. Life Sci., Yokohama City Univ.)
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1P-022*

1P-023*

1P-024*

1P-025*

1P-026*

1P-027*

1P-028*

BRBRRETICE D2 NVEH 7T N0 FEEELOFE
Evaluation of three-dimensional structural changes in a protein capsule under a reduction
environment
OXK Bl ' (Shunsuke Ama), 5% % 2 (Shigeru Shimamoto), 75 Fl Hill * (Takuya Yoshida),
KL H3E 3 (Tadayasu Okubo), %7 P& ' (Takashi Inui)

"RBRZAVK ¢+ B4 (Grad. Sch. of Agric., Osaka Met. Univ), *JEK « BT (Grad. Sch. of Fac. of Sci., Kindai Univ.),
S PRK - # (Grad. Sch. of Phar., Osaka Univ)

Expression and purification of human copper-transporting P1B-type ATPase ATP7A toward its

cryo-EM analysis

OF =¥ ¥ ¥ F 1 ¥ (Xiaolin Qian), FfiZE #¥k (Kenji Inaba), Pi 1K 5% (Zhenghao Chen), JE#B H& (Satoshi Watanabe)
HAL KL Gy B2 FZERE (Graduate School of Life Sciences, Tohoku University)

FH Y A\OY 2N HE PCBP IZ KB 841 F VEiEIEIEDER
Elucidation of iron transport mechanism by iron chaperone PCBP
Oiiti % A ! (Atsuto Ura), $EHL W3 2 (Izumi Yanatori), 3% ‘Bl | (Yoshitsugu Shiro), (#3173 ° (Hitomi Sawai)

" JRILKRE - B (Grad. Sch. Sci., Univ. Hyogo.). * 5{KE% « € (Grad. Sch. Med., Kyoto Univ.),
* FKBt « T (Grad. Sch. of Eng., Nagasaki Univ.)

TONVEIAFX 5T —EDIMV e /=HICEAET B+ RNOZ k2 N EOHEERRRA
Revealing the function of chaperonin-like protein that assist the folding of propane
monooxygenase
OHMIT HEA ! (Kota Taguchi), Bl A 2K 2 (Masato Akutsu), 2235 R 3 (Yoshitaka Abe),

JF_F T-# ® (Chihiro Inoue), )1 FLIH 2 (Yoshiaki Furukawa), JHF: {H5= > (Nobutaka Fujieda)

P RBZAKEE + 4 (Osaka Metrop. Univ.), ? BEIS K - BT, (Keio Univ.), * KBRIFFKEE - ZEfiy (Osaka Pref. Univ)

B AT VEBRE RV NVEILE T RSN OBEA

Clarification of the binding mode of tungstate uptake protein

Ok 2% ! (Keita Shimizu), H[1] %18E 2 (Chie Nakayama), 7% FEYR ' (Yoshitsugu Morita),
MR g2 1? (Nobutaka Fujieda)
" KBRZ KB - % (Osaka Metrop. Univ.), * KPR KBE - 2k iy (Osaka Pref. Univ.)

771 T ETFRMBENTRINEIC KD RALT MM SSX 2RD £ X7 LA —LIBEHOHEE - #8ERT
Structural and functional analysis of the intrinsically disordered region SSX2RD and nucleosome
complex by Cryo-EM SPA
OEL #5 ' (Ayane Shibuya), 2~ —3# 2 (Kazutoshi Tani), 5% fEF§ ' (Kanami Takahashi),

YAk A 3 (Naoki Horikoshi), & 2 A VESE # (Yohei Miyanoiri), 77k E A7 | (Masaki Yoshinaga),

/N HUREE ! (Satoe Obuchi), JEUIH 4% ° (Ayaka Harada), 35 FH i1 ° (Hisashi Yoshida),

Ay 1 © (Satoshi Takenaka), kIR 4 5& * (Hitoshi Kurumizaka), 750 %74 ° (Kenji Iwasaki)

S KB - B (Grad. Sch. Sci. and Tech., Univ. Tsukuba.), > =# K « £ (Grad. Sch. Med, Mie Univ.),
SRR - R EGrBFEF (IQB, The Univ. Tokyo.), * Bk « &AM, (IPR., Osaka Univ.),
SHiPK - TARA (TARA, Univ. Tsukuba.), * KBREIFi43A & (OICL)

II-D & Cas9 OV 71 A EFHMEFIEEL CRISPR-Cas9 DA FEAICEHATIHMR

Cryo-EM structure of the type II-D Cas9 and evolutionary insights into CRISPR-Cas9

O W\ ' (Naoto Nagahata), [l F 5 ? (Sae Okazaki), “EIi J$3% ¥ (Masahiro Hiraizumi),
M —7 2 (Kazuki Kato), PE3 BAZE > (Hiroshi Nishimasu)

"HOK - B - R} (Dept. of Bio. Sci., Grad. Sch. of Sci., The Univ. of Tokyo),
2K - JeIRWF - B3 ZE 4y (Struct. Bio. Div., RCAST, The Univ. of Tokyo),
SHUK « To - b4 (Dept. of Chem. Bio., Sch. of Eng., The Univ. of Tokyo)
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1P-029*

1P-030*

1P-031*

1P-032

1P-033

1P-034

1P-035

1P-036

MBEANTF R Rhizocticin DEARKICET S RhiM & /N E OB EHREERRIT

Structural and functional analysis of RhiM, an L-amino acid ligase

O I A3 X ' (Mizuki Sakai), b H I ? (Fumiaki Tomoike), [ H ¥ = '* (Tetsuji Okada),
HiAd 5 2 (Akira Nakamura)

PPk - BREIRFEE - A @Rk (Dept. of Life Sci., Grad. Sch. of Sci., Gakushuin Univ.),
2ok - B - A fFb: (Dept. of Life Sci., Fac. of Sci., Gakushuin Univ.)

2 bV FY7EREBRE TOM B0 RFEFE N EHRERR
High-speed atomic force microscopy analysis of the translocase of the outer mitochondrial
membrane complex
O/IVBR 3% - ' (Nanako Kobayashi), JL4# HII3E | (Kana Kuzasa), 43 K% 2 (Hirotatsu Imai),
JI4& &M ' (Shiho Kawai), fifit W)L | (Akihiro Inazu), 43 BF—ER * (Kenichiro Imai),
W P 2 (Noriyuki Kodera), 7§ - 45 (Toshiya Endo), Jcf¥ 1 ! (Yuhei Araiso)

VERK - R . (Dept. of Clin. Lab. Sci., Div. of Health Sci., Kanazawa Univ.),
24ROk - F 2 AT . (WPI-NanoLSI, Kanazawa Univ.),

S PERAIE - N84T . (Cellular and Molecular Biotechnology Research Institute, AIST.),
SRUBEK - AR | (Fac. of Life Sci., Kyoto Sangyo Univ.),

STUHEKR « & v 7 FEYREMF . (Inst. of Protein Dynamics, Kyoto Sangyo Univ.)

7077 ) =LY+ FPVEAFRAD23B IC& D K48 i8R I E X F VB RIIDERIBOBERE R
Structural basis for the Lys48-linked polyubiquitin chain specific recognition mechanism by the
proteasome shuttle factor RAD23B
O%E 5 ! (Go Kanazawa), JI\J& % 2 (Aya Urishima), £ HH #) 2 (Kaito Sumita), 7 ¥} BE.Z: 2 (Shingo Nagano),
H B %3 2 (Tomoya Hino), {kHE #i 4~ 2 (Yusuke Sato)
VEK - B AL 4 (Grad. Sch. of Sus. Sci., Tottori Univ.), 2 k5K + 1I- (Grad. Sch. Eng., Tottori Univ.)

Prevention of particle adsorption at the air/water interface using DNA support structures for
cryo-EM
Ofk A K - (Ryohei Sasaki), 5 )1] HEYE (Masahide Kikkawa)

WHRUKS: - R2EFR - A AKHE % %% (Department of Cell Biology and Anatomy, Graduate School of Medicine, The University of Tokyo)

Na*,K*-ATPase ) Na* IR DS ERTIERR

Structural basis of Na" selectivity in Na*,K*-ATPase

O%:3F BEX ' (Ryuta Kanai), Bente Vilsen’. Flemming Cornelius®, # & ji ' (Chikashi Toyoshima)
"HUK - s EAF (IQB, The Univ. of Tokyo). *Dept. of BioMed. Aarhus Univ.

BEEREFALETREZ NI EOREEMT
Characterization of Antifreeze proteins by using structual comparison
O/ #i (Yuki Konaka), CH 7681 (Motonori Ota), /Nl %5 K HB (Ryotaro Koike), fi /A [l Hith (Koya Sakuma)

ZKBE - 1 - #i%E (Dept. of Complex Systems Science., Nagoya Univ.)

YA IATNMAT 1V ITNA RAEFE>TEBFHTTOT7 L) FUDBEZRE
Structure determination of Ferritin at room temperature in microfluidic chips
¥ ¥ /N A L+ F IV K (Leonard Chavas), O ¥ K #fi (Yusuke Kono)

%K - T. - &% (Dept. of Appl. Phys., Grad. Sch. of Eng., Nagoya Univ.)

NMR %&;E&R L 7= SARS-CoV-2 Z/N1 7 &N B & hACE2 DHEERZIFET S SARS-CoV-2 A

FELESMDSFrEET
NMR-based drug design of the entry inhibitor of SARS-CoV-2 targeting the interaction between
SARS-CoV-2 spike protein and hACE2
ORI BLAZLF- T (Mariko Yokogawa), JEN F 1A ' (Mahoro Horiuchi), 45— EE#A7 ! (Shunki Kaneichi),
KAT 71 ! (Taiga Otake), A% IS ! (Tomoki Yonezawa), {i57K #iE ! (Yugo Shimizu),
o FiTH 1? (Kazuyoshi Tkeda), [L14< iE— ] 3 (Yuichiro Yamamoto), {BJ}: #£A ¢ (Shota Sakai).
W57 #E 5] (Kohji Noguchi), {4218 fIE3% * (Masayoshi Fukasawa), K% [E#fi ' (Masanori Osawa)
"BEMER « %€ (Fac. Pharm., Keio Univ.), 2 BEff - R-CCS (R-CCS, RIKEN), * HE{BIF} K « 3§ (Pharm. Sci., Tokyo Univ. of Sci.),
&SR G « WINLALA%ER (Dep. of Biochem. and Cell Biol., NIID)
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1P-037

1P-038

1P-039

1P-040

1P-041

1P-042

1P-043

1P-044

EMMBEZNT IV, PIVETZV-IVGEEGE KSURBEBEOERFERICE ITZA-BEANT M VE
L ELFEENIERA
Structural study of human serum albumin complexed with the aripiprazole variant and fatty acid
OM & B ! (Akito Kawai), /ME 1] 8l > (Yoshihiro Kobashigawa), £ H 752 5 ° (Kenshiro Hirata).

%R 5ARE % (Hiroshi Morioka), F}A% 48 34 (Shuhei Imoto), P§ 5A—. >* (Koji Nishi),

1% 7.2 3* (Keishi Yamasaki)y /M) A8 > (Masaki Otagiri)

'BEHE K - [E (Sch. of Med., Fujita Health Univ.), > fEAK + B + 3§ (Grad. Sch. of Pharm. Sci., Kumamoto Univ.),
3 &gk - 3 (Dep. of Pharm., Sojo Univ.), * 33§ K + DDS #ff (DDS Res. Inst., Sojo Univ.)

Helix BEDRE BT F RICBT DKM A F I I ADRFETFEIC K B AZEA
Molecular dynamics study of hydration dynamics around peptides with different helix propensities
OB G it ' (Takuya Takahashi), HE7K %7 2 (Shingo Nobunaga), H4T # 2 (Yui Nakamura).,

i 7 A EB 2 (Ryuutaro Inou)

VSRR - dy - 21 (Coll. Life. Sci., Ritsumeikan Univ.), 2 SL#xff K - B « ZE4F (Grad. Sch. Life Sci., Ritsumeikan Univ.)

HMEARICEVTEMBRRSERCSMER AL MFS X (kDAL - &R

The bacterial inner membrane uptake mechanism for plant-derived aromatics

OREH Heth ' (Masaya Fujita), 58 84 ' (Mikio Tanabe), “EHF B 2 (Ryo Hirano), P4 Hiifli > (Mizuho Nishi),
LAY i 2 (Naofumi Kamimura), BrJf JE¥] ? (Eiji Masai), - #2%% ' (Toshiya Senda)

VTR - PORERE - R #AEE L 7 — (SBRC, IMSS, KEK),
P REMBK « WA (Dept. Mater. Sci. Biotechnol., Nagaoka. Univ. Technol.)

FEREHEEDHTLEDREEF Dpcd DHEEEREDRER
Analysis of the functional structure of Dpcd, the causative factor of primary ciliary dyskinesia
O/ HIE - ! (Hinako Koeda), 3§74% B A ? (Mahito Kikumoto), #& )5 %84 ' (Kyosuke Shinohara)

5B TR % (Tokyo University of Agriculture and Technology), 2 4415 &8 k%% (Nagoya University)

CCDC9 & &V CCDCIB DRI F (T B HERERRIT
Functional analysis of CCDC9 and CCDC9B in cells

OHW #i7 ' (Yuka Hino), - AHH #iK % (Yuta Nihongaki), Jf: I P&/ 2 (Takanari Inoue),
f@)ﬁ ?ﬂ%f]\ ! (Kyosuke Shinohara)

' AT K (Tokyo University of Agriculture & Technology), > ¥ 3 ¥ X » & 7 ¥ ¥ X K% (Johns Hopkins University)

AlphaFold2 ZRAW:=42 VNNV ERBEEERADRER ) —=2 7

Rapid screening of protein-protein interactions using AlphaFold2

O T BL— ! (Shinichi Kawaguchi), 3% #E 2 (Susumu Date), FZE R ! (Toshie Kai)
VBROKRE - 2k frBRk (Fron. Biosci., Osaka Univ.), 2 BK « ¥4 73— X 7 4 7 (CyberMedia, Osaka Univ.)

1 XN EFIEER OBEEFIFRICET 7=EFIER

Drug discovery to develop an inhibitor of the enzyme which limits grain weight in rice

OFRFIM iR | (Tatsuki Akabane), W FIFH >° (Kazuyoshi Ikeda), K% JH#2 2 (Tomoki Yonezawa),
JEEE R T (Naoki Hirotsu), JIEE BiT- * (Etsuko Katoh)

VHOPER - Bt - ARl (Grad. Sch. of Life Sci., Toyo Univ.), * BEHER « #22%B (Fac. of Pharm., Keio Univ.),
S PURF - FHERFRFSE £ ~ # — (RIKEN Ctr. for Comput. Scil), * $I¥ER « FUEREEF} %3 (Fac. of Food Nutr. Sci., Toyo Univ.)

v AR ERHRERZEILO I FA A BEFRNET T 7 « — iR
Cryo-ET analysis of nuclear pore complex from mouse embryonic stem cells
OB %% ' (Reiya Taniguchi), V=7 v ¥ 7 5 1) A *(Clarisse Orniacki),
F ) N X7 & ! (Beata Turonova), K77 231 1) — % (Valerie Doye), "\ 7 <—F 4 > ! (Martin Beck)

'MPI ¥y B2 (MPI Biophysics), * 2% + 35 K% (Univ. Paris Cite, Institut Jacque Monod)
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1P-045

Study on the molecular evolution of Alcohol Dehydrogenase (ADH) enzymes employing
molecular dynamics simulation

O Suhyun Park. Sangwook Wu
Pukyong National Univ.

—h
o
RS

S 19)S0d
(G AInr) L £Aeq

UOISS®

RAZ—BTEE (1F ABA/—Jl) / Poster & Exhibition (1F Shirotori Hall)
7858 (K)/Jduly5 (Wed.) 13:50 ~ 15:50

1P-046*

1P-047*

1P-048*

1P-049*

1P-050*

1P-051*

1P-052*

FHHEEE - BE8EY / Computation/Information science (1P-046 ~ 1P-062)

FBFB LB HOBMESHFEICLSEEOEDKNEETA
Prediction of hydration structures over membrane proteins using deep learning in combination
with the empirical hydration distribution

OAETE fiHs 2 (Kochi Sato), M ELL 23 (Mao Oide), W38 HE 1 '* (Masayoshi Nakasako)
"BEJEK + FLT. (Dept. of Phys., Keio Univ.), > Blfiff -+ RSC (RSC, RIKEN), *JST + ¥ X %13 (PRESTO, JST)

SARS CoV-2 PLpro f&#FEEHID VcMD iEICED < FHili~ BIRE R BT ORMREICMIT T
Evaluation of SARS CoV-2 PLpro candidate inhibitors based on the VcMD method - Towards
development of drug discovery platform technology -

OM A BiRE ' (Masashi Muramoto), 54 ¥t > (Takuya Takahashi), % JH— * (Junichi Higo)

VST vfEik - BE - A:fy (Grad. Sch. Life Sci., Ritsumeikan Univ.), 2 . #vfiik + 224y (Coll. Life. Sci., Ritsumeikan Univ.),
ALK AFHEBAN (Res. Org. Sci. Tech., Ritsumeikan Univ.)

RNA £ VNV BEZRVER - RESMERICET 3T —aN—ABREFUTTIVHRH
Development of database and prediction model for liquid-liquid phase separation experiments
using RNA and protein

OB {3 £ (Ka Yin Chin), 47 H #£— (Shoichi Ishida), |l] £ (Kei Terayama)
R« ZE4vPE | (Dept. of Med. Life Sci., Yokohama City Univ.)

AlphaFold2 £EEBZRAWVWEEFROBaBEF—T7 ST R VNVEDT /) RKTFYL Y
De novo design of left-handed Baf-motif-containing protein with AlphaFold2 and experimental
validation

O H #-2} ! (Hiroto Murata), ¥ #iffi | (Riu Hirano), =¥ 2 A7 # % ' (Swagatha Ghosh).,
Yy N A L} F )V F % (Leonard Chavas), T-Jd35 #4+3& ! (George Chikenji)

"4k« T+ IS% (Dept. of Appl. Phys., Nagoya Univ.),
2H/K - vz a ba YEigEt ~ ¥ — (Synchrotron Radiation Research Center, Nagoya Univ.)

BERAF Nanog DB FEIVOABHBERKICHAT3LEFHSFHNEI2L—2a VR
All-atom MD simulation of the intermolecular cross-beta formation for transcription factor Nanog
OMK4r #4: (Azuki Mizatani), 5 H 32 . (Shoji Takada)

BUK - B - A28 (Dept. Biophysics, Div. Biol., Kyoto Univ.)

BFHNFESIAL—23 VLB LBTI /B NS AKR—42— LAT1-CD98hc DBEXLiBIZ DEFRT
The conformational change process of human LAT1-CD98hc studied by all-atom MD simulations
OFEH B ' (Natsumi Yoshida), {348 % ! (Toru Ekimoto), [ %% ? (Tsutomu Yamane),

T il 12 (Mitsunori Tkeguchi)

VBRI K - ZE43EE (Dept. of Med. Life Sci., Yokohama City Univ.), > FIfjf + R-CCS (RIKEN R-CCS)

AZEEEE ORIVE R FIEHEE DR
Regulation of absorption wavelength in photoactive protein
O34y B ' (Masaki Tsujimura), 45t 9 2 (Hiroshi Ishikita)

" JUK + T. (Dept. of Eng., The Univ. of Tokyo), > HK + JE3i#Jf (RCAST, The Univ. of Tokyo)
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1P-053*

1P-054*

1P-055*

1P-056*

1P-057*

1P-058*

1P-059*

1P-060*

MD &7 57X b3TFHIE (FMO) EEIC KB MREANEERZ Y —I Magnets O
HE(ERRZR

Interaction analysis of the intracellular optogenetics tool Magnets using MD and fragment
molecular orbital (FMO) calculations

OFEHM ERE ' (Masataka Yoshimura), B 5247 ** (Munehito Arai)

L

K WAAL - A ArBREE (Dept. Life Sci., Univ. Tokyo), * HUK - Bl - # Bl (Dept. Phys., Univ. Tokyo)

BN E atliEROLRIEENDTET ) > J EZTDEFERICEITZEE N XL DEHE

The structure modeling of the whole sequence of a-secretase in the membrane and the dynamics

OREA # ' (Ryo Fujimoto), 75 2745 2 (Seina Saito). H14c Bt # | (Takahiro Chujo), HI¥F & ##%%L | (Kaori Yanagino),
BT %2 1 (Naoyuki Miyashita)

e
i

K- Bi - WP - A4k Y 2 F L (Dept. of Biol. Sys. Eng., Grad. Sch. BOST, Kindai Univ.),
K- WP - A4k (Dept. of Sys. Biol. BOST, KINDAI Univ.)

BHZNICEBEZEBREEZZEE LGS FREZLE—T7 1 VI FEORR
Development of the new morphing method for the biomolecular structural changes, which

cons

iders the reasonable time for the processes

OTFMP FHK ' (Shota Shimogochi), I 55K ' (Ryota Kiyooka), ¥ T .2 "> (Naoyuki Miyashita)

e
i

K- WL - 44K X (Dept. of Biol. Sys., Grad. Sch. of BOST, KINDAI Univ.),
K - WP - A4k (Dept. of Sys. Biol., BOST, KINDAI Univ.)

Fo BERBFE—2—ICHITE 70 b BENHE
Proton transfer mechanism in F, rotary motor
Offily 328K ' (Yukinari Kamiyama), 2%— 3 > BE 2 (Dan Parkin), /[N ffi— 2 (Junichi Ono),
PEAT A5 2 (Yoshifumi Nishimura), H3}: {5 EL 2 (Hiromi Nakai), 5% Y&HI] '? (Mitsunori Takano)

i

K - JEHEPLT (Grad. Sch. Adv. Sci. & Eng., Waseda Univ.), * F-k - BT #F (Res. Inst. for Sci. & Eng., Waseda Univ.)

YRI)=L7TAT 7L ) I F—=RIZEDIL )R — LEILLEDORFHERR
Conservation analysis of ribosome stall sites based on ribosome profiling data
O%EH Y& ! (Kohei Soda), 55 F fdt AR 2 (Kentaro Tomii)

s

K - Bk - A 5 1 15 (Dept. CBMS, The Univ. of Tokyo), > #ERSHF - A LAIfE (AIRC, AIST)

GPCR BEHEERANT7 TRl DHE

Improvement of the method to predict interacting GPCR-GPCR pairs

Ofi B 241 ' (Aoi Fukushima), 75 55K ' (Gouta Saito), A #5 %% > (Hiroaki Teruse),
BEA 32808 | (Sakie Shimamura), i 183% 2 (Hiroyuki Toh), M3 #i | (Wataru Nemoto)

'R

HUEKEK « PLT. (Dept. of Sch. & Tech., Tokyo Denki Univ.), * B4k « BLT. (Dept. of Sci. & Tech., Kwansei Gakuin Univ.)

EBEAVEREZSEEOLAMER YL MOREESA V) ARV -2V TETIWADER
Identification of Binding Site on Olfactory Receptor and Application for in silico Screening Model

with

Computational Studies

O 15 ! (Takumi Hirao), F}JE &4 2 (Yusuke Thara), G2 T-%% 2 (Chiori Tjichi), L . 3 (Genki Kudo),
H HE 2 A (Ryunosuke Yoshino), JEJI] Bk ' (Takatsugu Hirokawa)

"R

TR FEMRR A - AINTFEARLE - AR - BB > ¥ — - JARHI#E 27 )L — 7 (Institute of Food Sciences and Technologies, Food

WK -« BEEEEHER (Med., Univ. of Tsukuba),

Products Division, Ajinomoto Co., Inc.),

B

Pk - B (Phys., Univ. of Tsukuba), * 53K + TMRC (TMRC., Univ. of Tsukuba)

Hit-to-Lead RiE{tZ B & L= IFEEICE D<) Y MR Y41 MFill
Structure-based ligand growth site prediction for hit to lead optimization

OTj#E T2 ! (Genki Kudo), *EJE 15 % (Takumi Hirao), 5% i 2 4 >° (Ryunosuke Yoshino),
T B IE * (Yasuteru Shigeta), J£)1] ¥k > (Takatsugu Hirokawa)

"R
L

Wk - WBE (Phys. Univ. of Tsukuba), > $LHK - BE22EEHER (Facul. Med., Univ. of Tsukuba),
WK + TMRC (TMRC., Univ. of Tsukuba), * #i3kk - CCS (CCS., Univ. of Tsukuba)
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1P-061*

1P-062

Insilico A7 1)—=2 512 &% Trypanosoma brucei H13€ GMP reductase |9 2FHR7ORT v
JHHERIORRE

Development of novel allosteric inhibitors for Trypanosoma brucei GMP reductase by in silico
screening
OMA FAE: (Ayaka Matsumoto), 47PN #&EL (Yuma Takeuchi), PG4 Hifili (Shigenori Nishimura),

[ii HH %5t (Tetsuya Okada), 4Z & (Takashi Inui)

KB K « B - 2% (Grad. Sch. of Agric., Osaka Met. Univ.)

R FIEE BRI ERICE DN F Y A3 EEEFR (GH11 Xylanase) DRIGHEERZEA
Theoretical Insight into Reaction Mechanism of biomass degrading enzyme GH11 Xylanase : ab
initio QVMI/MM Modeling based on Neutron Structure
OFi 1 #F1 ' (Toyokazu Ishida), Jerry M. Parks®. Jeremy C. Smith’

VEERSHE BB« AL IR (Dept. of Mat.Chem., AIST), 2+ —2% Y » YEf (CMB, ORNL)

1P-3

RAZ—FREE (1F BBAR—JL) / Poster & Exhibition (1F Shirotori Hall)
7HA58 0K /Jduly 5 (Wed) 13:50~ 15:50

| maemis
1P-063*

1P-064*

1P-065*

1P-066*

« {iBa - £ =% / Protein/cellular functions, Imaging (1P-063 ~ 1P-092)

Bl X #RBAEEZ AUV IR 771 WV AREMBaDR, E iR ARE+HR
Cell membrane dynamics infected with Ebola virus using Diffracted X-ray Blinking
O B2 =B ! (Keizaburo Taninaka), 3 3% ! (Tatsuya Arai), W58 #2412 (Shunsuke Nozawa),
W1l 2 (Wakako Furuyama), B BH H 7 ° (Asuka Nanbo), = )& FlI5A * (Kazuhiro Mio),
e A AR #ER ™ (Yuji C. Sasaki)

YK - B4R (Grad. Sch. of Frontier Sci., The Univ. of Tokyo), *KEK.
P RIGK - B EYENZE £ ~ ¥ — (National Research Center for the Control and Prevention of Infectious Diseases, Nagasaki Univ.),

S BERHF - HA X F ¥ F OIL (AIST-UTokyo, OPERANDO-OIL)

INFFREMET /KT 1 Z2RBULEATHSBHEEEFIC KB HEM X /N FiEHIRE
Reversible chemical control of protein activity in living cells using a synthetic nanobody-based
protein condensate system
OWB4 BT (Yoko Fukaya), )] 18 (Masaru Yoshikawa), tHhs EL4H (Shinya Tsukiji)
LK - BEL - A b (Dept. of Life Sci. & Appl. Chem., Grad. Sch. of Eng., Nagoya Inst. of Tech.)

Seul#ny B pReE Rl Z BIE L cis 7 IRV EVBERMAIRE R JORIR
Generation of cis-azobenzene-specific artificial antibodies for photo-reversible control of cell
function
OB OB ' (Tomoki Miyazaki), -8 5F > (Mamoru Funane), A Hl 5% > (Naoya Murata).
I 3%.2 ! (Tatsuyuki Yoshii), 3 A F 2 ¥ &L 2 (Chung Nguyen Kim), [HJE ¥ ' (Kai Tahara),
)] 48 | (Masaru Yoshikawa), 324 3544 | (Natsumi Fukaya), JEWF 231% 2 (Tomoshige Fujino),
HK W4 2 (Gosuke Hayashi), 4% I #5 >° (Hiroshi Murakami), #%#h L4l ' (Shinya Tsukiji)

"2 TOK - BET. - @IS AL (Dept. of Life Sci. & Appl. Chem., Grad. Sch. of Eng., Nagoya Inst. of Tech.),

24K - BT (Graduate School of Engineering, Nagoya University).
34 KA#F / (Institute of Nano-Life-Systems, Institute of Innovation for Future Society, Nagoya University)

Cryo-EM &£ I ANV = ZRAWE=O L ZE Na* &i%tt NADH- 1E+ / VE{LETEZ OBERIER
22 10) 4
The elucidation of the inhibition mechanism of Na*-pumping NADH-ubiquinone oxidoreductase
from Vibrio cholerae by Cryo-EM and chemical tools
O W ' (Moe Ishikawa), Ji2)I] % — > (Jun-ichi Kishikawa), HE2y B ' (Takahiro Masuya),

At IE#2 ! (Masatoshi Murai), GBS 4 | (Yuki Kitazumi), Nicole L. Butler’.

T ¥ * (Takayuki Kato), Blanca Barquera®™. =% 75 A ' (Hideto Miyoshi)

PHUK - B - S HI Ay (Div. of Appl. Life Sci., Grad. Sch. of Agric., Kyoto Univ.), * Bk « & [1#F (IPR, Osaka Univ.),
Ly g —TRK - AEWRE (Dept. of Bio. Sci., RPI), * L ¥ & 5 — TRK - /34 F F 7 ZBEHF (CBIS, RPI)
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1P-067*

1P-068*

1P-069*

1P-070*

1P-071*

1P-072*

1P-073*

#BiFE 7 —F 7 Sulfolobus acidocaldarius B3R 7L A — IRk HEEZ D EEMELICE D EEZT(LDEEE

Elucidation of the structural change by heat activation of alcohol dehydrogenase from
hyperthermophilic archaeon Sulfolobus acidocaldarius

OFEt BT (Yoko Iwamura), #FFH 75— HE (Shuichiro Goda)
AUl K - BT - 64 (Fac. of Sci. and Eng., Soka Univ.)

a- X7 b1 OMBRRESRFIRICEITZEXLER— 2 —ROBE
Construction of a fluorescent reporter system for analysis of intracellular behavior of a-synuclein
O/ BEE (Runa Kohara), A3 )L (Kunihiro Hongo), ] HH K& (Yasushi Kawata).,

{9 2042 (Tomohiro Mizobata)

BIK (Tottori Univ.)

=& AFM (C &K% SARS-CoV-2 ORF6 # ') dv—.m Dz
Spontaneous oligomerization of SARS-CoV-2 Open Reading Frame 6 (ORF6) protein visualized by
high-speed AFM
OV i f58 ' (Goro Nishide), Keesiang Lim®, /M il 7~ ° (Akiko Kobayashi),
P WG 2 (Masaharu Hazawa), A LA 4 (Maiki Tamura), #5 BE%& * (Qingcei Zhao),
Dominic Chih-Cheng Voon™, % fitJ¢ ? (Toshio Ando), P H #C ¥ * (Noritaka Nishida),
Richard W. Wong™*

V4K - B - F /2 (Div. of Nano in the Grad. Sch. of Frontier Sci., Kanazawa Univ.), > 4rk - NanoLSI (NanoLSI, Kanazawa Univ.),
34K - BN - £ V234 ok (Cell-Bionomics, INFINITI, Kanazawa Univ.),

PTEEK - HY - WIS (Grad. Sch. of Pharma. Sci., Pharma. Physi. Chem. Lab., Chiba Univ.),

K - DSABE - #1525 (Genetics, Cancer Res. Inst., Kanazawa Univ.),

O 4K - P - ASAE TV (Innov. Cancer Model Res., INFINITI, Kanazawa Univ.)

MIB(LFRIFIEICE D < OX40-OX40L FEHEE (EADFEH R
Precise analysis of 0X40-OX40L interaction utilizing biophysical methods
OVE# M ¥ ' (Hiro Nishimuta), 37k 4] ' (Eri Matsunaga), k8 Wil | (Akinobu Senoo),
229 BT ! (Saeko Yanaka), 5[4 I ? (Satoru Nagatoishi), 5% #4403 (Takanori So),
REH 1E ! (Tadashi Ueda), HtAS 35 2* (Kouhei Tsumoto), # 7 XA 1 5k ! (Jose Caaveiro)

" JUKBe% (Grad. Sch. of Pharm. Sci., Kyushu Univ.), * HUK + EERHF (Inst. of Med. Sci., Univ. of Tokyo),
3EINK + 3 (Grad. Sch. of Med. and Pharm. Sci., Toyama Univ.),
YHOKBET - /84 + T ¥ ¥ (Dept. of Bioeng., Grad. Sch. of Eng., Univ. of Tokyo)

HIZEA IR A ERZ A IC B S EFTE REYF F—€ (MuSK)/LRP4 S E{ER#&NICE T SRR

Studies on the interaction mechanism between muscle-specific kinase (MuSK)-LRP4 critical for the
establishment of the neuromuscular junction

OZK% % ' (Fumiya Mizutani), Hayden Peacock®. # ##] * (Hiroaki Suga), 5K i%— ' (Junichi Takagi)
"BOK - B EIWF (PR, Osaka Univ.), * BUk « B - {b%% (Department of Chemistry, School of Science, The Univ. of Tokyo)

L OX40 ZAZ A MAGDZEGFRES S U> 7 FIVEIEHEEICRET 5 R ERIHE

Kinetics properties of anti-OX40 agonist antibodies concerning receptor recognition and signal
regulation mechanism

O 25 ! (Kan Ujiie), HEF MiZs 2 (Aki Tanabe), "7 I ® (Satoru Nagatoishi), HEAS 53 13* (Kouhei Tsumoto)

YOK - B - N4 F Y Y= 7Y ¥ (Dept. of Bioeng. Sch. Eng., The Univ. of Tokyo).
? 37 &YW - = 4 XHF (AIDS Res. Center, NIID), * Kk + FERMIF (Inst. Med. Sci., The Univ. of Tokyo),
SHOK - BET - L% A T4 (Dept. of Chem. Biotech., Sch. Eng., The Univ. of Tokyo)

DNA H—F U 8FEA X =TV JICEBDEBEEETF YY1 O DNA #ESENERDRZEA
Elucidation of DNA binding dynamics of transcription factor YY1 by DNA curtain fluorescence
imaging
O%: Wi (Xi Yan), & H # - (Shoji Takada), )1 ] (Tsuyoshi Terakawa)
5K + B (Grad. Sch. Sci., Kyoto Univ.)
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1P-074*

1P-075*

1P-076*

1P-077*

1P-078*

1P-079*

eGFP % 3 D% \F7= 3xGFP DR % BEAH K £ MfaEtE(C DT
Analysis of protein aggregates formed by massive expression of 3xGFP
O#EPE IFAKHB (Shotaro Namba), 5P Y& (Hisao Moriya)

K - B28i - J2 (Env., Okayama Univ.)

KA SSX & SMARCB1 C ik a - AU v I RICKBBEMER I LA —LBH/NY F2—4y
TAVY
Competitive targeting the nucleosome acidic patch by an intrinsically disordered region SSX and
SMARCB1 c-terminal alpha-helix
O%iR PR ' (Rie Suzuki), E54% fEFF | (Kanami Takahashi), ik EAS 2 (Naoki Horikoshi),

/NI HLFE ! (Satoe Obuchi), T H 7 i ° (Yasuteru Shigeta), Kowit Hengphasatporn®,

MElE fB4s ' (Kana Gondo), 47 H & * (Satoshi Takenaka), #BkIK 4 ik % (Hitoshi Kurumizaka),

= ER 3 (Kenji Iwasaki)

V5K« BB (Grad. Sch. Sci. and Tech., Univ. Tsukuba), > HUK « & &HF (IQB, the Univ. of Tokyo).

B - FHEEERL RIS £ (Center for Comp. Sci., Univ. Tsukuba), * KFZEBSASA & (OICI),

S Hidk K - TARA (TARA, Univ. Tsukuba)

IR L Y REDIEESERE SPs1696 DHie ZBEY 2FADIER

The development of antibodies that regulate the function of a sugar-binding protein of

S. pyogenes, SPs1696

Ol 2 & L ! (Tsukushi Yamawaki), HiAJT 3K > (Makoto Nakakido), AT I % 2 (Seisho Kinoshita),
AN gz’ (Chihiro Aikawa), # 7 X4 & &+ * (Jose Caaveiro), HJI| —& 3 (Ichiro Nakagawa),
HEAR P55 13 (Kouhei Tsumoto)

"UKBE « L - Ak (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo),

ZHOKRE « T. - 254 F = ¥ ¥ (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo),

SHURER - BB - A& Ye 3B (Dept. of Microbiol., Sch. of Med., Kyoto Univ.),

4 JUK + BE# (Grad. Sch of Pharm. Sci., Kyusyu Univ.), * 5K + EFHIF (Inst. of Med. Sci., Univ. of Tokyo)

SMHEEATF F (PR)n IZ& 3 Kap B 2 D5 BT aE DREEEIE D RZAA
Elucidation of the inhibitory mechanism of the phase separation inhibitory f unction of Kapf32 by
toxic poly-dipeptides (PR)n
OBA MgERY, ' (Takanari Tanimoto), 47 )5l 7k | (Naoya Sasahara), 53¢ fijf% ' (Fumika Ide),
3 O A 2 (Hiroshi Amesaka), J§i B4l 2 (Mizuho Hara), " f#— 2 (Shun-ichi Tanaka),
5% 3 ! (Takuya Yoshizawa), B3 5 ! (Hiroyoshi Matsumura)
U7 AnfEOK - Bk (Grad. Sch. of Life Sci., Ritsumeikan Univ.), * FRFA - BiZEBR (Grad. Sch. of Life Env Sci., Kyoto Pref. Univ.)

Mechanistic characterization of disulfide bond reduction of an ERAD substrate mediated by
cooperation between ERdj5 and BiP
O Xiaohan Cai'?, Btk ZHHE 1 (Shogo Ito). ¥FJ}: et AER  (Kentaro Noi), F:_I+ &M 2 (Michio Inoue),

W 55 ¢ (Ryo Ushioda), M SERX ° (Yukinari Kato), 7K FH 12 ¢ (Kazuhiro Nagata).

FR®E vk “*%7 (Kenji Inaba)

Vb KA AR EFZEFRE (Dept. of Molecular and Chemical Life Sciences, Grad. Sch. of Life Sciences, Tohoku Univ.),

2L K2 TE WA RHAWIZETT (Inst. of Multidisciplinary Research for Advanced Material, Tohoku Univ.),

PHCHUB TR, @ 1.5 (Dept. of Biotechnology and Life Science, Tokyo Univ. of Agriculture and Technology).

S RUERPESE K , ZE @ RL4# (Faculty of Life Sciences, Kyoto Sangyo Univ.), * #idbk , [ (Grad. Sch. of Med., Tohoku Univ.),
e gk , Bk (Dept. of Chem., Grad. Sch. of Science, Tohoku Univ.), 'CREST, AMED

FRARLI/) —=IVENEVEBANVEFXFDZ—EDIT7 27 2 —ERHE
Structural and functional analysis of Ec. Phosphoenolpyruvate carboxylase
OVaty Fk ' (Kazuki Nishimura), =% %3k ' (Tomoya Miyake), J#EH] %= 2 (Junso Fujita),
M3 O A ® (Hiroshi Amesaka), 52 #2AHE 3 (Shuntaro Toya), Jii Ffitfl 3 (Mizuho Hara),
T8 Jat ! (Takuya Yoshizawa), #EJF #&— 2 (Keiichi Namba), 1 f2— 3 (Shun-ichi Tanaka).,
AN ¥ ! (Hiroyoshi Matsumura)
VS K - Ay (Grad. Sch. of Life Sci., Ritsumeikan Univ.), 2 RKEZ « 2 @rk%hE (Grad. Sch. of Front. Biosci., Osaka Univ.),
P HORFK - BiZEBR (Grad. Sch. of Life Env. Sci., Kyoto Pref Univ.)

(58)



1P-080*

1P-081*

1P-082*

1P-083*

1P-084*

1P-085*

1P-086*

1P-087*

FYORRBMmMEL 7 F 20O CRIFBFBADT 2/ BFIMDEE EHEEICE 2 DR EDAZEA
Elucidation of the effect of the amino acid addition for C-terminal region of hemolytic lectin from
sea cucumber on structure and function

Ol BkAy (Tamaki Nakagawa), #FH 75— HB (Shuichiro Goda)
Al - BT - 344 (Faculty of Science and Engineering, Soka Univ.)

B -BESMZRAVEEZ NV ERBEORREBRR I ONVEOSRET 7 iHANDERH
Developments of a protein condensation method using liquid-liquid phase separation and its

application to ultrasensitive Raman detection n g
OFReH #5Ye2s ' (Reona Tobita), [HJEl L ! (Shinya Tahara), BgA< ELw] '? (Shinji Kajimoto)., > o=
thk 22401 ! (Takakazu Nakabayashi) ::’L ﬁ
"IAL K - #E (Grad. Sch. of Parm. Sci., Tohoku Univ.), * & & %313 (JST PRESTO) -
>

RAZHERSA SSX & DNA OHEAHREREOI TS T S ) BRE -
Intrinsically disordered region SSX -DNA interface determinant amino acid residues 8

Ot %4 ' (Bika Kan), 546 {EF ' (Kanami Takahashi), 77k FE A7 ' (Masaki Yoshinaga),
Yk A ? (Naoki Horikoshi), WIMEIR 173 * (Hitoshi Kurumizaka), 4y H1 J& * (Satoshi Takenaka),
7l I (Kenji Iwasaki)

"B« B (Grad. Sch. Sci. and Tech., Univ. Tsukuba), > #UK + & i B %4F (IQB, The Univ. Tokyo.), * KIRIEEEATA % (OICL),
* 59K - TARA (TARA. Univ. Tsukuba.)

B OmRL I F O ORMKICHT ZBMEM - REFEOHHERGORIR
Creation of a novel mutant of coral-derived lectin that regulates hemolytic and aggregation
activities for erythrocytes

OFEkG 187 (Yuki Takahashi), #FH 75— HB (Shuichiro Goda)
AR - BET - JEZEAI %P T (Fac. of Sci. and Eng., SOKA Univ.)

D. radiodurans |31 % DdrA, DdrAP, DR0042 |2 &% DNA {E{EHEENAEZA
Interaction of DNA repair related proteins DdrA, DdrAP, and DR0042 in D. radiodurans
O I M ' (Miyabi Sakai), W — K * (Issay Narumi), 7% 1E3Z ' (Masafumi Yohda)

"BAT K - BASE + £ % (Foodes. BASE., TUAT), > ¥ « iy - ZEdy (SL. SL., Toyo Univ.)

Antifreeze proteins possibly block cellular water transport during hypothermic cell-preservation
O % ' (Yue Yang), rif 5EW 12 (Tatsuya Arai), fk & A # Uk 2 (Yuji C. Sasaki)
VHOK - B - W (Adv. Mater. Sci., GSFS., The Univ. of Tokyo), * E#HF « Hi Kk OIL (AIST-UTokyo OIL)

SHEHPEBEVE O NTEORRARRDE 7= 5T MG E DR
Analysis of cellular responses induced by overexpression of a low-toxicity protein
Q)M #hEL (Yuri Fujita), 5p)& &8 (Hisao Moriya)

[k - BREEA Ay (Env., Okayama Univ.)

BREZEMETIVD HS-AFM E1%2

HS-AFM analysis of biomimetic inner nuclear membrane

O 244 ' (Shinnosuke Narimatsu), [1] F FlI3f ° (Nagi Yamashita), Keesiang Lim®. M % * (Azuma Taoka).,
LM ) > (Toshio Ando), i/ I 1E{ * (Masahiro Takinoue), Richard Wong™’

Ve K - WA - /2 (Grafiniti, Kanazawa Univ.), > 45k - #1246 (Dept. of frontier science, Kanazawa Univ.),
34K - F 7 4 BF (WP Nano LSI, Kanazawa. Univ.), * 4k - ZEdyBI T (Biological Science and Technology, Kanazawa Univ.),
SHTOK - ZE@&PLT. (Dept. of Life Science and Technology, Tokyo Tech)
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1P-088*

1P-089*

1P-090*

1P-091*

1P-092*

REWH 2 N E HLA-G2 DFRMSEFIRR EESIFE - HEesTME
Novel receptor search for HLA-G2 and evaluation of their binding properties and functions
O3% #h-1 (Hiroshi Watanabe), A =357~ (Kimiko Kuroki), HifP B4 (Katsumi Maenaka)

JEKBE « 38 (Faculty of Pharmaceutical Science, Hokkaido Univ.)

VFTAF—=FHFA Y —MDGA1 I T B F /KT« DRBEALYFTRAARI 2—ADIGH
Acquisition of nanobodies against the synaptic organizer MDGA1 and their application to new
Synaptic connectors
ORiR % ' (Takanori Yokoo), HIAST 3% '? (Makoto Nakakido), [ BT~ 3 (Keiko Matsuda).,

AT I & 2 (Seisho Kinoshita), IR} 34~ ° (Michisuke Yuzaki), A 53 > (Kouhei Tsumoto)

VIREOR KRB TR R AL 2 T2 3 2 (Dept. of Chem. and Biotech., Sch. of Eng., Univ. of Tokyo).
TRETRFRF R THRMER N4 > =71 ¥ 7 &Y (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo).
3 BN SRR BEAR IR B (Dept. of Physiol., Keio Univ. Sch. of Med.), * BUE{KZ2EER}2F 28 (Inst. of Med. Sci., Univ. of Tokyo)

FHTEA—BHENEICHD . ADPABRERNF F—EOFEMETTEFM

The kinetic evaluation of breast tumor kinase with an adaptor protein

O J: FE4E ' (Shiho Takei), AP ¥ ' (Kaito Ugajin), F38 Hli7 ' (Junki Nakasako).,
R AR 2 (Yuki Matsuo), i 35 2 (Ryo Kanda), Fifft 3% 1 (Katsumi Maenaka),
Y IE 12 (Tadashi Matsuda), Bk B L3 (Min Yao), Bilfi .2 L3 (Toyoyuki Ose)

VAL KB « Az @Bk (Grad. Sch. Life Sci., Hokkaido Univ.), ? At k% « # (Faculty of Pharm. Sci., Hokkaido Univ.),
*AuKBE - G2k &y (Faculty of Adv. Life Sci., Hokkaido Univ.)

GSH DIZEHEHERNEE | V1 AEBEBUERES F OHREEANETRIGICRIZFTHE
Effect of the interaction between Lewis base moiety and metal ions on the reduction reaction
O | TEM ! (Kaede Murakami), /M5 H1{E ! (Yuka Komatsu), HJI] Hi4d 2 (Yuka Nakagawa),

FI7% BiZE 3 (Mami Hamori), A #% ' (Shigeru Negi)

VA RGEAL K - 3 (Faculty of Pharm. Sci., DWCLA Univ.), * J& 37K « Bl (Grad. Sch. Sci., Univ. Hyogo).
P LBk - 3 (Faculty of Pharm., Kitasato Univ.)

N7 F NiGigEER Sortase A D Ca 1 F VEGISMICH T 2 EBERABFERSER U ZRBEICRIFT
7

Effect of metal ion substitutions in the Ca(ll) coordination site of Sortase A on enzymatic activity
and secondary structure

O %% ' (Aki Mizuta), H9)I] H14E ? (Yuka Nakagawa), JJ#F 2.3 > (Mami Hamori)

VAR LK - 38 (Faculty of Pharm. Sci., DWCLA Univ.), * Je A7 K + Bt (Grad. Sch. Sci., Univ. Hyogo).
*JEMLK - 3§ (Faculty of Pharm., Kitasato Univ.)

1P4

RAZR—BREE (1F ABA—J)L) / Poster & Exhibition (1F Shirotori Hall)
7HA58 0K /Jduly 5 (Wed.) 13:50~ 15:50

| #at& - 74 =151 % / Biophysics, Protein Folding (1P-093 ~ 1P-110)

1P-093

BEEENAAaESHECIVASHICL > -BEAE CEFREOHEEREE
Molecular Mechanism of Protein-Membrane Interaction Revealed by Vacuum-Ultraviolet Circular
Dichroism Spectroscopy
OReft s25A ! (Munehiro Kumashiro), A& J&— 2 (Koichi Matsuo)
VREOK - JeUii% S (Inst. Adv. Med. Sci., Tokushima Univ.), * &K « 6 (HiSOR, Hiroshima Univ.)
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1P-094

1P-095

1P-096

1P-097

1P-098

1P-099

1P-100

NBEABPLARAEY—IRE1 DZEFERET v IVER LA
Oligomer formation potential and stress sensing of the endoplasmic reticulum stress sensor IRE1
ORI FeHd >3 (Motonori Matsusaki), K111 #7] * (Takeshi Yokoyama), ¥ £ 5 # (Atsushi Tsugita),

4AF 5B ° (Shingo Kanemura), R 8T~ © (Michiko Tajiri). BHAT %17~ © (Satoko Akashi),

P 4t A EB 7 (Kentaro Noi), 758 3% ! (Tomohide Saio), Afi%E #k * (Kenji Inaba),

BAY 1EA 2 (Masaki Okumura)

VK - JeukESE (Inst. of Adv. Med. Sci., Tokushima Univ.), > BCALK « BEHF (FRIS, Tohoku Univ.),

SRR © % IGHF IMRAM, Tohoku Univ.), * H4LK - 24 (Grad. Sch. of Life Sci., Tohoku Univ.),

S %K - B (Grad. Sch. of Sci., Kwansei Gakuin Univ.), ® B§ifili K « Z @& (Grad. Sch. of Med. Life Sci., Yokohama City Univ.),
TR TR + T (Dept. of Biotechnol., Tokyo Univ. of Agric. and Technol.)

BFREER R & E#Eh U /= heat shock factor-1 DEEIREZE(L

Assembly state changes of heat shock factor-1 coupling with its local structural formation

O Ha—HB ' (Soichiro Kawagoe), M5 3k >° (Takuya Mabuchi), AKH 18,2 ¢ (Hiroyuki Kumeta).,
REAE 5254 ' (Munchiro Kumashiro), £ 2% 3E—E5  (Koichiro Ishimori), 252 %% 3% | (Tomohide Saio)

VSR - JEuREESE (Inst. of Adv. Med. Sci., Tokushima Univ.),
2Lk - 2BRF (Front. Res. Inst. for Interdiscip. Sci., Tohoku Univ.), * HUAbk « HAKFEF# (Inst. of Fluid Sci., Tohoku Univ.),
ek - JediiZldy (Fac. of Adv. Life Sci., Hokkaido Univ.), ° Jb K « PLSHFZERE (Dept. of Chem., Fac. of Sci., Hokkaido Univ.)

PDI family [CKZRIEBER N0 E7O07 7=V Y OEALKI 7 4 =T « > J BisEEE 0 /EA
Understanding the mechanism by which PDI family members promote the oxidative folding of
prouroguanylin, a precursor protein
OF I 223 > (Kotone Ishii), 4] #EE 1 (Shingo Kanemura), [1]I] %% 3 (Hiroshi Yamaguchi),

H & HE— * (Yuji Hidaka), AH3E 3tk ° (Kenji Inaba), BT IEA | (Masaki Okumura)

VHUEK - FBRERE 7 1 v F 4 7 (FRIS, Tohoku Univ.), > $idbk « A4y (Grad. Sch. of Life Sci., Tohoku Univ.),
B4 K -+ BT, (Sch. of Sci. and Tech., Kwansei Gakuin Univ.), *JEK « #48 T. (Fac. of Sci. and Eng., Kindai Univ.),
SHALK - % 76HF (IMRAM, Tohoku Univ.)

ZIVINAT—mB7 IOM FEBEDRATOEIERETHS 10nM LANITOT I O4 RigiEDE
a9 3 REHROFRRE

A reaction system to detect A fibril extension at 10 nM range of A monomer, near the
physiological concentration in the brain

OEDI —#% (Kazuhiro Hasegawa), YA Z24E (Hironobu Naiki)
K - E - 53T 9B (Dept. of Pathological Sci., Univ. of Fukui)

BRI - BHEURTAS NERELDOBEHRETAIC KB ) J F— LRRL SR
Characterization of lysozyme aggregation by measurements of static and dynamic forward-light-
scattering imaging
OF5#s 2 | (Takashi Wakamatsu), JBJE {8 2 (Makoto Ogata), Hi Ji#] * (Hidenori Ue)
! Y E T (Ibaraki KOSEN), 2 f& k5 K% - B (Fukushima Univ.), * i &5 % (Fukushima KOSEN)

Z7 MUBBERY VF—LDEHB T LR A+ ) v — (RO) OMMERRIT & BREARED
Exali
The characterization of reversible oligomer (RO) at high temperature and the assessment of
thermal aggregation of hen egg white lysozyme
OR. &2 kI (Tomonori Saotome), IR 2 — (Shun-ichi Kidokoro)

REMBAIK - W2k (Dept. of Mate. Sci. and Bio., The Nagaoka Univ. of Tech.)

YS-IVAREV B IBLTANTFUREDERT X MMEIC XS RERE
Deamidation of all asparagine residues in gamma-S-crystallin to promote aggregation
Ot — >3 (Koichi Kato), i35 8IA >* (Tomoki Nakayoshi), HEA< 33 2 (Eiji Kurimoto),

JINHT #2432 (Akifumi Oda). £ )1] 5 f# ! (Yoshinobu Ishikawa)

"SI EHE K« 3 (Facl. of Pharm. Sci., Shonan Univ. of Med. Sci.). > &3k + 3£ (Facl. of Pharm., Meijo Univ.),
S &IRFEBER « 3 (Coll. of Pharm., Kinjo Gakuin Univ.), * JK B KBz « 153 (Inf. Sci., Hiroshima City Univ.),
* PR B EABF (Inst. Prot. Sci., Osaka Univ.)
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1P-101

1P-102

1P-103

1P-104

1P-105

1P-106

1P-107

1P-108

M- 713V & CRIEKES NI EOF#RERE RS
Reversible coaggregation activity of M-ficolin and C-reactive protein
O 3E— (Michikazu Tanio)

I 37 & HeEWFZE (National Institute of Infectious Diseases)

HRLSFEIaNEIIaL—avicEde bake—2 20 DNA EERMEDER
Exploring DNA binding affinity of human cohesin by coarse-grained molecular dynamics
simulations
O F x VX ~ (Chenyang Gu), 15 Hl # . (Shoji Takada), 75 ¥ ¥ — = < 3 /\ ./ = (Giovanni Brandani),
N W (Tsuyoshi Terakawa)
HOK - B - W) (Dept. of Bio. Sci., Grad Sch. of Sci., Kyoto Univ.)

KESPHDREBDELABAVINIEDT #—=VT 1 B E TR NZEET I

A statistical mechanical model for predicting protein folding mechanisms of different sizes and
shapes

OX #:38 ' (Koji Ooka), FrIF 5347 2° (Munehito Arai)

"HK - #3€ (Col. Arts & Sci., Univ. Tokyo), * HUK - #A& AL - A6 BREE (Dept. Life Sci., Univ. Tokyo),
SHOK - B - WP (Dept. Phys., Univ. Tokyo)

YRR FERAVERRERFBRRICHT BIERTIRZEOREN
Acid-induced effects in highly-concentrated antibody solution analyzed by Raman spectroscopy
OfE#E BERE " (Yusui Sato), F Y7 I 2 (Satoru Nagatoishi), BT {EACHE ' (Shintaro Noguchi),

HEA P53 2 (Kouhei Tsumoto)

" BB BLET (HORIBA), 2 BUKPE - 1. (Sch. of Eng., The Univ. of Tokyo)

aXT A 0O ATPRFRILR T 2 OA FIRHER RS

Mechanism of ATP-dependent amyloid fibril formation of a-synuclein

O F— 2 (Keiichi Yamaguchi), H1E5 35 KHB 12 (Kichitaro Nakajima), 721 #i% '? (Yuji Goto)
"BK + T (Grad. Sch. of Eng., Osaka Univ.), * Bk - £ T. (MEI, Osaka Univ.)

B 2-3/0707Y 20— MMEEFENT7 IO FREEEOBEESE - RIEHRERFEICET MR
Study on ultrasonic intensity and frequency dependences of seed-dependent amyloid fibril
formation of B2-microglobulin
OFEH # (Kakeru Hanada), H & 7 AHP (Kichitaro Nakajima), [I]I-] 3&— (Keiichi Yamaguchi),

HtE Hi I (Yuji Goto), 3K 18K (Hirotsugu Ogi)

Bk - T (Grad. Sch. Eng., Osaka Univ.)

BERBHATLICEDS a > X7 b AR RIS O & &R HEBOME
Control of a-synuclein fibril formation and study on nucleation mechanism by ultrasound
irradiation system
OXKH HHE (Tomoki Ota), W1 35 KHPB (Kichitaro Nakajima), [1JI] 32— (Keiichi Yamaguchi),
ek $hi M (Yuji Goto)y K 14k (Hirotsugu Ogi)
)k - T. (Grad. Sch. Eng., Osaka Univ.)

KBIREIFVA /0O/N5 R (QCM) EICK S PARP-1 HE59 % DNA {E1EHE D EERVEE(TE
Quantitative evaluation of DNA repair mechanisms involving PARP-1 using the quartz crystal
microbalance (QCM) method
OMA # ! (Shigeru Negi), i W& B ! (Sakura Hosoi), 1% %23% ° (Hiroyuki Furusawa),

i)l B4 2 (Yuka Nakagawa), [ F HE-: ' (Masashi Mashimo)

U4k - 3 (DWCA), 2 50K (Kyoto Univ.), * IIJEK - KaEk:3EAZ#H BEME (Yamagata Univ.)
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1P-109 RE7V« 704 VEEARICHIDFT/ 774 /5— | BiBRGH @
Evaluation of nanofiber/precursor formation in heterogeneous fibroin mixtures
OWMEA 384 ! (Haruya Kajimoto), K% fd A * (Kento Yonezawa), 7 |&# ' (Kok Sim Chan),
i Rt K 3 (Takehiro Sato), 1]l ¥E— ' (Yoichi Yamazaki), A #£ T ' (Sachiko Toma-Fukai),
AR #4: 2 (Hironari Kamikubo)

VS UK - WL (NAIST, MS), 2 ZBEMA - FYI VT Y — 2 4 ) R—¥ 5 v+ ¥ ¥ — (NAIST, CDG),
3 284 23— (Bk) (Spiber Inc.)

1P-110 CHO HIRREEBFICRET B AN v I ABEEHOFIEXRAEER G

p— :
. G . . . n
Non-native antibodies with alpha-helix structure in the CHO cell culture process > i)
S v
il 4B | (Yuka Ttoh), ORI 1F 3% % (Masayoshi Onitsuka), A<H ELA * (Shinya Honda) 3 3
—
VKB - VSRR - 2% (Div. Biores. Sci., Grad. Sch. Sci. Tech. Innov., Tokushima Univ.), -
> fEKWE « FLpEBE T2 (Grad. Sch. Tech. Ind. Soc. Sci., Tokushima Univ.), * FERRHF « 734 % % 54 7 )V (BMRI, AIST) :; a
0 4w
@
(<]
o

‘I P 5 RAZ—BTREE (1F AB4A—JL) / Poster & Exhibition (1F Shirotori Hall)
= 7B5H (K) /July 5 (Wed.) 13:50 ~ 15:50

| 707#*—L - EBETI%¥ / Proteomics/Protein engineering (1P-111 ~ 1P-131)
1P-111  ¥BBL%E SHERZOBFICE DV =HRE ML VHH ATSBZ 1 75 V%

Development of novel humanized VHH synthetic libraries based on physicochemical/
computational analyses
OWAR T 3% ' (Makoto Nakakido), AT & | (Seisho Kinoshita), 4% 3% >3 (Kouhei Tsumoto)

VOB - T+ 234 1 ¥ (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo),
2HKPBE + 1. - /bZE (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo), * $Uk - FERHIF (Inst. of Med. Sci., Univ. of Tokyo)

1P-112 KIBETES L /=188 SS 8 %%F 7 D SARS-CoV-2 RBD I XRAKEIEVVIMEEETH5ATVARIC
THMRGFzEETS

SARS-CoV-2 RBD from E. coli with multiple SS binding has properties similar to the native state and
produces neutralizing antibodies in mice
OiE % BIE ! (Takahiro Yoshizue), A 254 7~ 7V > # ! (Brindha Subbaian),

S 3IT7 Y W+ v F 2 ' (Wongnak Rawiwan), P77 % 2 (Hitoshi Takemae), K35 ELrd 2 (Mami Oba),

G ¥ 2 (Tetsuya Mizutani), HLH # ! (Yutaka Kuroda)

AR TR 2 T2 SE B 2k iy T2 93 (Biotechnology and Science, Tokyo University of Agriculture and Technology).
2 RO TR A L SR I R e o K 2 98 & ~ # — (Center for Infectious Disease Epidemiology and Prevention Research, Tokyo
University of Agriculture and Technology)

1P-113 BiERREMRR % /N7 EE% (PUREfrex’) ZRWEER 4 /N7 B0 N KinEHEREIEM
N-terminal post-translational modification of target proteins using a reconstituted cell-free protein
synthesis system (PUREfrex’)

OMBA 425 ' (Rena Matsumoto),  FF3 3%t 2 (Tatsuya Niwa), WKL HEGA 3 (Yasuhiro Shimane),
L Gxfik 3 (Yutetsu Kuruma),  [H T 648 2 (Hideki Taguchi), 457 4% ! (Takashi Kanamori)

'Y—r7u v 47 (#) (GeneFrontier Corp.), > BT K + W4kt - M > # — (Cell Biology Center, IIR, Tokyo Tech),
* PSR B AR - BUGBIRIZENJE 7 1 2 5 & (JAMSTEC)
1P-114 <IXBAkKDa -FT1 712 ThB Cryptdins DHBZEE. HEEdH SUEENTMR
Recombinant production, functional and structural analysis of cryptdins, a-defensins from mouse
Ox v ¥ 37 F ~ (Shaonan Yan), % FiJE (Yuchi Song), F — (Yi Wang), AHIV ¢ (Tomoyasu Aizawa)
Jek - A ArRl4 (Grad. Sch. Life Sci., Hokkaido Univ.)
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1P-115

1P-116

1P-117

1P-118

1P-119

1P-120

1P-121

AFTERBROHRT LIVT >V Cryj7 DEEERERS R
Structure and stability analysis of Cry j 7, a cysteine-rich allergen from Japanese cedar that causes
the pollen-food allergic syndrome
OB 35 HE (Jingkang Zheng), 3% K3 (Tomona lizuka), A KH 8,2 (Hiroyuki Kumeta),
B HEME (Yasuhiro Kumaki), fER $53% (Ami Hanaoka), 7§ )I] —2% (Ichiho Yoshikawa).,
HIIR % EE (Tomoyasu Aizawa)
Jek B} (Grad. Sch. Life Sci., Hokkaido Univ.)

RAEEET7 S L7 Fab OFZ - B8 KX 1 VEAD SS IFEBAILLZBREED LR
Increasing thermal stability by introducing the SS bond between the variable and constant
domains of Adalimumab Fab
OF N W7 | (Moeka Yoshikawa), HiA) 47.2% ! (Hitomi Nakamura), I~ H 5§ ! (Naoko Oda-Ueda),

REH 1E 2 (Tadashi Ueda), FCEE 28 | (Takatoshi Ohkuri)

V%K« #€ (Dept. of Pharm. Sci. Sojo Univ.), > JLKRE « # (Grad. Sch. Pharm. Sci. Kyushu Univ.)

BYVERTT7 I/ BEINDF I LMENERERINTF 14T 7 ORE
Development of a repetitive polypeptide library with randomized repeat amino acid sequences
OA M #21% ' (Toshimasa Homma), 7 .Z~\— F 7 5 — %3 (Alaa Fehaid),

7 v Y1) — X ¥ Y2 (Lily Zuin Ping Ang), {E£JE F%2 >*° (Mitsuhiro Ebara)

" — P (Nat. Inst. Technol., Ichinoseki Col.), > ¥4} ¥ (Nat. Inst. Mater. Sci.), * =¥ ¥ Z— 5 K% (Mansoura Univ.),
SR BB (Grad. Sch. Sci. Technol., Tsukuba Univ.), ° $BE K255 T, (Grad. Sch. Adv. Eng., Tokyo Univ. Sci.)

BERREMRS NV EEE% (PUREfrex®) ZRAWE2 2 INVBEERICHITS N Kin7 X / BRELS
NEE

Effect of N-terminal amino acid sequence on the protein synthesis using a reconstituted cell-free
protein synthesis system (PUREfrex®)

O%:#% £ (Takashi Kanamori), Afi Jifi (# 1) ] H (Tomoe Fuse-Murakami), FA74% 4% (Rena Matsumoto)

Y—r7u 747 (¥) (GeneFrontier Corp.)

HENMRIZCKD DSS BRABRETINIADX 2RO Y AWK
Metabolomics study of Inflammatory Bowel Diseases using DSS-induced colitis model mice by
benchtop NMR
O%: F-5¢ ' (Zihao Song), K Pi #5725 ' (Yuki Ohnishi), $&H §%7] ? (Seiji Osada), H #j ' (Li Gan),
I HaH ! (Jiaxi Tiang). #2172 ! (Zhiyan Hu), ZACKH 18,2 ! (Hiroyuki Kumeta),
HER HEHE | (Yasuhiro Kumaki), WAy 2VHI ! (Kiminori Nakamura), #5358 B9 | (Tokiyoshi Ayabe),
Iy —J% 3 (Kazuo Yamauchi), AR %5 HE ' (Tomoyasu Aizawa)

"JEK - A4} (Grad. Sci. Life Sci., Hokkaido Univ.), > HLIR§5% (# ) (Nakayama Co.,Ltd.),
S PHERLEHAN K BEBRHT X 7 3 3 ¥ (Instrumental Analysis Sec., OIST)

AUNVERNAF Y —&AVE CO2 BIEERDIEMMEEL
Directional evolution of CO2-fixation enzyme using protein-based biosensor
Oftifé H-F ' (Shohei Ito), Sabrina Galinanes Reyes’. J# ) 4 > (Kosuke Fujishima)

VIR - WRIFE T (Sch. of Material & Chem. Tech., Tokyo Tech), 2 B T.K - HiEkZE @y WFZEHT (ELSL, Tokyo Tech.),
SRR - B3 2 54 7 (Grad. Sch. of Media & Gov., Keio Univ.)

FUZANT 1 FERIB7 L R0 2 ERDEEEF DS
Construction and structural characterization of a trisulfide dimer of ferredoxin from Thermotoga
maritima
OZLE MIsk ' (Tsuyoshi Mashima), FHH #iZ$3% | (Monami Tanaka),
Nur Afigah binti Azmi'. [ # ' (Masaru Yamanaka), ZZ30 & % % (Tomoshige Andoh).,
)5 FEW] 3 (Hideaki Ogata), R %2 ' (Shun Hirota)

VZS BRSO - Jed Rl - AU (Div. Mat. Sci., Grad. Sch. of Sci. and Tech., NAIST),
2 K - Bi# (Grad. Sch. of Pharm., Kyoto Pharm. Univ.), * SR K + BB (Grad. Sch. Sci., Univ. Hyogo)
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1P-122

1P-123

1P-124

1P-125

1P-126

1P-127

1P-128

BHITY A 2 LA FBETRDRYVEUVICKDFRAZ VNGB ENDEMEL
Beautification of hand-woven protein backbone models by iterative design and structure
prediction
O/IVBE Wl ' (Naoya Kobayashi), R £ ' (Shun Hirota), {4 [8 #ith 2 (Koya Sakuma)

"ZEEK - WE (Mater. Sci., NAIST), > #ili/& K - 13t (Grad. Sch. Inf., Nagoya Univ.)

LDL ZBAHEEZNERNETHIATHES R N VEOHEEAOIEEELE

Structural basis for the interaction between the synthetic binding protein and its target, low-
density lipoprotein receptor

O 91 JLA 2 (Norihisa Yasui), FA #i4 2 (Yusuke Nakamura), |11 T 27 ' (Atsuko Yamashita)

"FRINK -+ B - PE#iZE (Grad. Sch. of Med, Dent. and Pharm. Sci., Okayama Univ.),
2[RIk - 3% (Sch. of Pharm. Scie., Okayama Univ.)

Lasso-grafting i:IC K B BiEME 7 7/ BEEE7 1 IV A DR

AAV capsid engineering to infect brain using lasso-grafting technology

OAle e it ' (Tsuyoshi Sato), JE3E #5453 ! (Satoshi Watanabe), = JE HiZEF ! (Emiko Mihara),
Teerapat Anananuchatkul®, # #W] * (Hiroaki Suga), #AK 3% — ' (Junichi Takagi)
"BOK - & IF (IPR, Osaka Univ), * UK - B8l « k4% (Dept. of Chem. Grad. Sch. of Sci. The Univ. of Tokyo)

ERREMEX 247 /) LBE¥HR PET S REEZEORRE K UHKEERER

Identification and functional analysis of novel PET-degrading enzymes from compost

metagenomes

O%3 B A ' (Natsuki Abe), I EyB ' (Koki Hata), #5IF 1% > (Ryo lizuka), B F— * (Keiichi Noguchi),
FRE F)3 * (Toshiyuki Moriya), F B ZH) * (Tairo Oshima), 3£ [ 1E3C ' (Masafumi Yohda)

"G - 1. - 24 T (Dept. of Biotechnology and Life Science, Tokyo Univ. of Agriculture and Technology).

2PHUK - Bl ABEZERL (Graduate School of Science, The Univ. of Tokyo).

SRR TR - FIIF2E %84 & ~ ¥ — (Research Center for Science and Technology, Tokyo Univ. of Agriculture and Technology).
4 LR L TR A B S W - F 92T (Institute of Environmental microbiology, Kyowa Kako Co., Ltd.)

NMR X #R0O3X 7 A2 KB alpha- F) AL 4—CHEMEEE 7 VERE Y ADBRRIEORIR
Metabolomic analysis of the intestinal environment of mice treated with mulberry leaves
containing alpha-glucosidase inhibitors by NMR
OH #i (Li Gan), Fift BEHE (Yuga Inamura), 4R -5 (Zihao Song), KP4 #Z= (Yuki Ohnishi),

HEAR HEfy (Yasuhiro Kumaki), FHIR 2B (Tomoyasu Aizawa)

JtK « ZEF} (Grad. Sch. Life Sci., Hokkaido Univ.)

AzamiGreen & YW {ER L7=#iHFBHIEERE AzamiRed1.0 DI &R EBEIF KIS
The mechanism of fluorophore formation of AzamiRed1.0, a novel red fluorescent protein
engineered from AzamiGreen
KEE 1% ' (Shiho Otsubo), &4 HiE 2 (Hiromi Imamura), #7J1] ‘B2 | (Norihiro Takekawa),
O4 W BE ! (Katsumi Imada)
"BOK - BEPR (Grad. Sch. Sci., Osaka Univ.), > 50K - B4 &8 (Grad. Sch. Biost., Kyoto Univ.)

X &5 ) LARY FF—E0D PET 3 fEEM

PET degradation activity of novel PET-degrading enzymes from a compost metagenome

Ol 558t ' (Koki Hata), Z2%8 B H ' (Natsuki Abe), Fit3F 1% 2 (Ryo lizuka), ¥ — 3 (Keiichi Noguchi),
FR)2 F)32 * (Toshiyuki Moriya), & ZH[ ! (Tairo Oshima), 38T [ 1E3C ' (Masafumi Yohda)

"IRUEA T - T0 - ZE4 T (Dept. of Biotechnology and Life Science, Tokyo Univ. of Agriculture and Technology).

YRR - BRRWEZER) (Graduate School of Science, The Univ. of Tokyo),

PR TR - FSE R & ~ 7 — (Research Center for Science and Technology, Tokyo Univ. of Agriculture and Technology).
4 JEFUL T3 AL BRI M FZ2T (Institute of Enviromental microbiology, Kyowa Kako Co., Ltd.)
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HAEETFVIILEDEVNIETFA T —2 3 Y RIEHETFAEORE
Computational prediction of protein ligation reaction efficiency
O K T34 (Masahiro Shimizu), BLH] #% (Aya Okuda), F:_b i AFB (Rintaro Inoue),
S 4 (Reiko Urade), #2111 1EH] (Masaaki Sugiyama)
K« BiGWF (Institute for Integrated Radiation and Nuclear Science, Kyoto University (KURNS))

Protein engineering for sustainable food development
O Leonard Chavas, W #& ¥ (Yuma Tanaka)
%K (Nagoya Univ.)

Prokaryotic production of SARS-CoV2 RBD-receptor binding domain using SEP tag: Biophysical,
Functional, and Immunogenic characterization
O Subbaian Brindha, Takahiro Yoshizue. Yutaka Kuroda

Department of Life Science and Biotechnology, Tokyo University of Agriculture and Technology
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