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Production and evaluation of cyclic single-chain antibodies targeting the immune checkpoint molecule PD-1
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Molecular mechanism of SbmA, a promiscuous transporter exploited by antibacterial peptides
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X-ray crystal structure analysis of MHC class | like molecule CD1d in complex with glycolipids
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Filament structural polymorphism of bacterial actin MreB
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Structural and functional analysis of RhiC, an L-amino acid ligase
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The predictions of high affinity single domain VHH antibody through repeated immunizations.
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Functional characterization of the solute-binding protein repertoire of Candidatus Pelagibacter ubique
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Cytoskeletal ribbon of Spiroplasma revealed by cryo electron microscopy
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Liquid-liquid phase separation of postsynaptic density protein PSD95 and TARP by mesoscopic simulation
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High resolution structure of human nucleosome obtained by cryo-EM
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DNA binding affinity of human cohesin subunits participating in loop-extrusion mechanism studied by molecular dynamics
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Effects of urea and trimethylamine N-oxide on the circadian clock of cyanobacteria
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BamA-BamC interaction analysis by in vivo site-specific photocrosslinking
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An attempt to optimize the "ORIME amino acid" of 8 barrel proteins
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