—f%O8ER X / Oral Session
D% (202) / Room D (202)
01 6A7H () /June7 (Tue) 915~ 11:15 Japanese / Engish Session

—fi%O8AF &K 1 / Oral Session 1
Wt - 7x—N5F 1 % / Biophysics, Protein folding

ER 58 EE (BAREMEMEE 2FREMER) .. HE £2— ERKE)
Chairs : Nobuyasu Koga (IMS), Keiichi Inoue (The University of Tokyo)

01-01 8 L Ry R&FMHESBEHIEHOER
Understanding the redox-dependent phase separation control
Ok 22y 12 (Kotono Suzuki), <Ay #E# 3 (Shingo Kanemura), {J#EE < 4 2 (Mai Watabe),
e 3 (Kenji Inaba), BLAY 1EA5 1.2 (Masaki Okumura)

VALK - A2y (Grad. Sch. of Life Sci., Tohoku Univ.), > Hidbk « BR% 7 1 >~ 5 4 7 W (FRIS, Tohoku Univ.),
S Bk - B (Sch. of Sci., Kwansei Gakuin Univ.), * ALk - % JGHF (IMRAM, Tohoku Univ.)

01-02 9271 A VAV URBEFRICEDIEG S VR O BREEOERE
Elucidating the degradation mechanism of insulin by IDE
O P! (Tsubura Kuramochi), 4§ % ! (Shingo Kanemura), 71| T ! (Ran Furukawa).,
e 2! (Hiroshi Yamaguchi), FEHt BEK 2 (Kenta Arai), ZS Bt 3 (Young-Ho Lee),
BLA IF R (Masaki Okumura)

"BY%2K - BT (Sch. of Sci. and Tech., Kwansei Gakuin Univ.), 2 #iifik « B (Sch. of Sci., Tokai Univ.),
* R SRR SRR SEBE (KBSD), * HUALK - %#BEBE 7 1 5 4 7 BF (FRIS, Tohoku Univ.)

01-03 939 BERLBALIF 1 OFFiEEER
Structural and functional molecular basis of oxidized galectin-1
O%H B! (Shingo Kanemura), [ii] FH i Z5 ! (Rina Okada), HJF FBIY 2 (Kunisato Kuroi),
S ek 3 (Motonori Matsusaki), 752 % 3 3 (Tomohide Saio), [T % ! (Hiroshi Yamaguchi),
g K4 (Dai Ito), 2= WL 3 (Young-Ho Lee), Hifk ZFll 6 (Takakazu Nakabayashi),
fsE ek’ (Kenji Inaba)., PR 1A S (Masaki Okumura)

"BY%K - BI(Sch. of Sci., Kwansei Gakuin Univ.), * #liik - 3 (Fac. of Pharm. Sci., Kobe Gakuin Univ.),
SHEK - SEUREESEWE (Inst. Adv. Med. Sci., Tokushima Univ.), * KEFBEALRMHAHAN A - MR (DGIST).
> it R JEBER S RS2 (KBSI), © BJLK « 3 (Fac. of Pharm. Sci., Tohoku Univ.),

THUEK - Z I8 IMRAM, Tohoku Univ.), * #dkk - #BE#fF (FRIS, Tohoku Univ.)

01-04 SEEEERY) TUF / Withdrawn

01-05 11003 KAZEMEEHDFBABED Sup35 DR - RHFBOBRIRLEEZRET S
A local structure of intrinsically disordered region governs the environmental response of
Sup35 liquid-liquid phase separation
OKXKE #HixTt! (Yumiko Ohhashi), PiZsa Bl (Suguru Nishinami), FIA B KER 2 (Kentaro Shiraki),
R e ! (Eri Chatani)

VA K RE -+ B (Grad. Sch. of Sci., Kobe Univ.), ? 5K k¢ + B9 (Inst. Appl. Phys., Univ. of Tsukuba)
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01-06

01-07

01-08

01-09

01-10

[10:18]

[10:27]

[10:39]

[11:03]

719’;:]“/9'-1’*»1: K722 ACQOF ¥ RIVERICE TR LFF—IOBEZEETO 88
NDiEE
Role of conformational change of retinal chromophore and proton transfer in channel
opening and closing of cation channel rhodopsin C1C2
O F—! (Keiichi Inoue), SR AR (Keisei Shibata), /INAH FlIIE 2 (Kazumasa Oda),

PEIE g 2 (Tomohiro Nishizawa), H#[H] B 5 ! (Yuji Hazama), /]NB} F45F 1,3 (Ryohei Ono),

B P2 (Osamu Nureki), FKIL 33 ! (Hidefumi Akiyama)

"SR - WPEWF (ISSP, The Univ. of Tokyo), > #K - Bl « ZEMR}4# (Grad. Sch. Sci., The Univ. of Tokyo),
SRR - BEL - BRXEAIZE BT (Grad. Ach. Sci. & Tech., Gunma Univ.)

AB40 &£ AB42 DEEBIEDEVICEHT SR

Study on the difference in aggregation process between AB40 and Ap42

Otk w23 (Satoru G. Itoh), A FLfH 1,2,3.4 (Maho Yagi-Utsumi), JIEE &— 1,2,3:4 (Koichi Kato),
0 S I (Hisashi Okumura)
U3 FBF (IMS), 2ExCELLS. * Xk (SOKENDAI), * £ ifi Kk (Nagoya City Univ.)

N TS XLG3F v ~NAY HdeA/HdeB DL RIGICE T HHEE ST
Structural polymorphism of fibrils formed by periplasmic molecular chaperones
O (Tomohiro Mizobata), K W2 (Gouki Tosue), Jey & A (Yuuto Kitazaki),
4 & (Hitomi Kanaoka), AW IR (Kunihiro Hongo), i H HEi (Yasushi Kawata)
ESHUK (Tottori Univ.)

AIZVINJE AR2AT IZA PLARESF=0F 196G HEERDIFDOEH C KinDBHFINERZE M
BEZRRITS
The artificial protein, AF2A1, recognizes local disorder of the C-terminal segment of the
heavy chain as a common sign of stressed IgG
O 2! (Takamitsu Miyafusa), ¥ F5Hf 2 (Hideki Watanabe), T-# HEET 2 (Yukako Senga),

TEH k2 (Kiyonori Hirota), A< il 2 (Shinya Honda)

"PERSF - 2% 7 1 & A (Bio-production RI, AIST), * PERMF + /5S4 + * 5 4 # )V (Biomedical RI, AIST)

BEASMRETS02I/70707) 0 O7 04 FR#ERK

Strong acids induce amyloid fibril formation of $2-microglobulin

owmg FE—1 (Keiichi Yamaguchi), SER b g 2 (Kenshiro Hasuo), S5 ER 2 (Masatomo So),
M A3 (Kensuke Ikenaka), 22 H 5} 3 (Hideki Mochizuki), 41 #ild ! (Yuji Goto)

"BOK -+ EIBREE T (MEL Osaka Univ.), * Bk - & EF (IPR, Osaka Univ.), * Pk + & (Grad. Sch. of Med., Osaka Univ.)

(42)



02

E &35 (FA—JL 200) / Room E (Medium hall 200)

6878 (&) /Jdune7 (Tue.) 13:20 ~ 15:45

Japanese / English Session

—fi%C15E%EX 2 / Oral Session 2
FHEEE - BEEY / Computation/Information science

R )IiG im GRALKRE) . TR (MR XF)
Chairs : Takeshi Kawabata (Tohoku University), Yoshiharu Mori (Kobe University)

02-01

02-02

02-03

02-04

02-05

02-06

[13:20]

[13:32]

[13:44]

[13:56]

[14.08]

[14:20]

FMODB 7— %ISR : S5 HRHE X ERIEET — 2 ICHTHEFLFEHE

FMODB data collection: Quantum chemical calculation of high-resolution X-ray crystal

structure data

Opd T 12 (Chiduru Watanabe), i FL AT ! (Kikuko Kamisaka), 4J 4%°F 3 (Kyohei Imai),
WA Kb (Daichi Takimoto), ZTHE itfi 3 (Ryosuke Saito), HELHI .2 3 (Noriyuki Kurita),
L AR 4 (Yuki Okayama), &¥IlE F2fE 4 (Tatsunori Miyajima), 5 4< f# 4 (Hikari Yoshimoto),
JE ] — L (Kazuma Harada), JII'F #LH A 4 (Norihito Kawashita), JFH FLI 5 (Masayasu Fujii),
S (Yoshiharu Mori), HH Bk g1 5 (Shigenori Tanaka), Z<fif JGit ! (Teruki Honma),

wmE K (Kaori Fukuzawa)

" BiHF BDR (RIKEN BDR), “JST & X 2313 (JST PRESTO), * #4HHi#} K (Toyohashi Univ. Tech.), * ¥ 8K (KINDAI Univ.),

SHIE A Y A (Kobe Univ.), © SE3FHA (Hoshi Univ.)

HSV 74 WRAFTTA Y b BV INTE VP16 IC3T 2BTFETF PC4 OXRAXRBHOBEEAH=X

INOL £

Simulation study of binding mechanism between intrinsically disordered region of
transcription factor PC4 and HSV tegument protein VP16
Ot it Bk ! (Qilin Xie), H ¥ HEK ! (Yuta Nakano), (B3 ffifi ! (Yusuke Sakai),

AR PR 2 (Kota Kasahara), % NE— 3 (Junichi Higo), EAG Bt 2 (Takuya Takahashi)

"SRR - B - 24y (Grad. Sch. Life Sci., Ritsumeikan Univ.),
PALAAER - RWPEERE (Res. Org. Sci. Tech., Ritsumeikan Univ.)

2 37 drffi K+ 24 (Coll. Life Sci., Ritsumeikan Univ.),

WER7 Y VT NFEERAVERFFI/ORKRY >V A & EOBESERSR
Conformational search of cyclosporin A and E using enhanced sampling method
OBA 21! (Toru Ekimoto), fFHE 4 HL ! (Akai Ito), [IIHR %% 2 (Tsutomu Yamane),

T sk 2 (Mitsunori Tkeguchi)
UBRIET K - 4243 (Yokohama City Univ.), 2 PRF (Riken)

PaCS-MD/MSM ix%& FL =+ F—EE A DG S EE /R
Binding Kinetics of Kinase Complexes by PaCS-MD/MSM
O # fildl (Kazuhiro Takemura), b2 #H] (Akio Kitao)

WK - 2L T (Sch. LST, Tokyo Tech)

EQE—SRBHAIVEDY MEEMRICBITIEEREHE
Experiments and Computation in Structural study of protein-metal complex composites
Okt B! (Takashiro Akitsu), FAR K ! (Daisuke Nakane), AtPH fdE— ! (Kenichi Kitanishi),

W B2 (Masaki Unno)

"SALK - B - {E (Dept. of Chem., Fac. of Sci., Tokyo Univ. of Sci.). 2 3% K + BiPLT. (Grad. Sch. of Sci. and Eng., Ibaraki Univ.)

BFBNFEICEZECEAHENTF FOERFIREL
Sequence optimization of self-assembly peptides by molecular dynamics
O 235k ! (Koya Sato), A5 JE iR 2 (Kota Kasahara), 44 =% 2 (Hiroshi Imamura),

el il (Takuya Takahashi)
UNiAAEOK - B - Aiiy (Grad. Sch. Life Sci., Ritsumeikan Univ.),
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2 374K+ R4y (Coll. Life Sci., Ritsumeikan Univ.)
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02-08

02-09

02-10

02-11

02-12

1432 FFBHFERAEICEB M) T M7 7 ERBRICEITB7ORT) Y 7 HEORENA

[14:44]

[14:56]

[15:08]

[16:20]

[15:32]

Molecular dynamics study on the allosteric mechanism of tryptophan synthase
OB BLE: (Shingo Ito), JUA i (Kiyoshi Yagi), #2H F i (Yuji Sugita)
BERF - A B (RIKEN, TMSL)

EOEOREEREDR - RESHICRIETREICEAT A FRNFERICES%EH
A Coarse-Grained Molecular Dynamics Study of the Effect of Charged Residues of Proteins
on Liquid-Liquid Phase Separation
OmKR Bk (Yuji Kuriki), A K 2 (Kota Kasahara), JEL#& Ni{— 3 (Junichi Higo),
EkE it 2 (Takuya Takahashi)

VST - B - Aifiy (Grad. Sch. Life Sci., Ritsumeikan Univ.), > . #rfii K + 26y (Coll. Life Sci., Ritsumeikan Univ.),

M
SIRFEEALK - b7 - ¥ 3 2 L — ¥ 3 ¥ (Grad. Sch. Simulation Studies. Univ. Hyogo.)

HEBNFHE O ELS FIFZME L7z GPCR HELERFDIBRF EDFRE
A methodology for creating thermo-stabilized GPCR mutants by combining statistical
thermodynamics and evolutionary molecular engineering
O%m &a »° (Satoshi Yasuda), # 4% Bp4s ! (Kanna Sugaya), £ IE# ! (Shingo Sato),
A HiE! (Yumi Fujiki), B LI 1.2 (SiSi Chen), #k %z 5 (Tomohiko Hayashi),
JNEEJE 3y 13 (Satoshi Ogasawara), AT 1EEBA 124 (Masahiro Kinoshita), AJHl i1z 123 (Takeshi Murata)

'3 K - B - B2 (Dept. of Chem., Grad. Sch. of Sci., Chiba Univ.), 2 5% ¥ 78 7 B #f98+t ~ ¥ — (MPRC, Chiba Univ.),
5FF 5 F 4 —Wi%E% >~ ¥ — (MCRC, Chiba Univ.), * 50k « 3BT, (IAE, Kyoto Univ.),
PPk -+ T4 (Fac. of Eng. Niigata Univ.)

HEREMFAFEZSELC U ZBHI R F—EEEORR
Development of the free-energy perturbation method for fast computation of electrostatic
interactions
ORI 37! (Hiraku Oshima), #H 44 1.23 (Yuji Sugita)
" Bifif - BDR (RIKEN BDR), *Biff - R-CCS (RIKEN R-CCS), * Bififf -+ CPR (RIKEN CPR)

AlphaFold EAF 2 ab—2aVCKBMBEAN S ILA AV NAF L Y—DOEETHAL
Rational Design of an Acid-Tolerant Calcium lon Biosensor by AlphaFold and Molecular
Simulation
ORI 2£— ' (Kei-ichi Okazaki), i} {414 > (Shinya Sakai), #AHI I, > (Tomoki Matsuda),

A G (Takeharu Nagai)

' TWE (IMS), 2 Bk - PEDF (Sanken, Osaka Univ.)

BAREETIVICEK S TEIEERIT | H2A-H2B —E#ADiER
Gas-phase structural analysis using coarse-grained model: Application to H2A-H2B dimer
LA fne 2 (Kazumi Saikusa), B I+ 2 (Satoko Akashi), O3 I KRR 23 (Sotaro Fuchigami)

VRERSIE - GHRERER G v & — (NMIJ, AIST), * B Kb - ZE @ PFt4 (Grad. Sch. of Med. Life Sci., Yokohama City Univ.),
3 JTKBE « B (Grad. Sch. of Science, Kyoto Univ.)
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C %35 (201) / Room C (201)
6A8H (K)/June 8 (Wed) 10:10~ 12:10

Japanese / English Session

—fig05E%%xX 3 / Oral Session 3
BiE%EWE / Structural biology

BER N RA CREARE). i B (EERAF)

Chairs : Yashuhito Shomura (Ibaraki University), Akira Nakamura (Gakushuin University)

03-01

03-02

03-03

03-04

03-05

03-06

[10:10]

[10:22]

[10:34]

[10:46]

[10:58]

FINF¥F—EHRERZMKIETED/=HTNFF—EDT L—LT—7 %RV DcsB DfiEHEE
Catalytic Mechanism of DcsB: Arginase Framework Used for Hydrolyzing Its Inhibitor
O/ BEHG ! (Kosuke Oda), 35 HEsf 2 (Yasuyuki Matoba)

"JiK + BE (Inst. of Biomed. Sci., Hiroshima Univ.), > %ZH# - 3& (Fac. of Phar., Yasuda Women's Univ.)

FTF4 Y SECRA T« TEERIRDEE
Development of native mass spectrometry coupled to size exclusion chromatography
O flIE (Kazumi Saikusa), #H W B (Tomoya Kinumi), JIIE % (Megumi Kato)

BEMSHF (AIST)

HNMT B EFEAFIEBERITDOIDDNA AN—T Y Mt RIBERIRA IV -V IO AT L
BEAOR Y HA
High-throughput crystallization screening system for the structural analysis of HNMT
inhibitor complexes
OFiWLE: Y A (Nonoka Godai), 3t HEA} ! (Naoki Sakai), 27 #&HH ! (Hiroaki Matsuura),

B Bl ' (Go Ueno), 4% HHiJ '? (Hideo Ago), 4T i5°F ' (Kohei Takeshita),

1A g 12 (Masaki Yamamoto)

'RIKEN SPring-8 Center, Z:¥5% BL 34 Gr. (Life Scie. Res. Infrastruct. Gr., Adv. Phot. Tech. Div., RIKEN SPring-8 Center),
2 TR ALK | ZEARES 2B OMERE (Dynam. and X-ray Crystal., Grad. Sch. of Life Scie, Univ. of Hyogo)

NTFRERAF O UVT VN EGBBRICE2EERBOBERS
Structural basis for the substrate recognition of a peptide histidine prenyltransferase
O 11 W ' (Keisuke Hamada), Yuchen Zhang’. Dinh Thanh Nguyen’,
IbEEEH? (Sumika Inoue), Ay Fizg 2 (Masayuki Satake), /M 24 ! (Shunsuke Kobayashi),
i T (Chikako Okada), [ [H 1E5A 3 (Masahiro Okada), % 1fifs 2 (Yuki Goto),
= 2 (Hiroaki Suga), ##7 —1k ! (Kazuhiro Ogata), filif7 ! (Toru Sengoku)

"MK - BEPE - ZE4E% (Dept. of Biochem. Grad. Sch. of Med. Yokohama City Univ.),
24K - BB - {2 (Dept. of Chem. Grad. Sch. of Sci. The Univ. of Tokyo),
SR T - WRLE AL (Dept. of Material and Life Chem. Kanagawa Univ.)

BEDT7T/ Y A2A ZEGOE N ZHIEHT 258 0ARHA
Activation of adenosine A2A receptor by lipids revealed by NMR
OFmH giR! (Takumi Ueda), 7K #itl ! (Takuya Mizumura), ¥ &K ! (Keita Kondo),
W ! (Masatoshi Kurita), £ # ! (Yutaka Kofuku), B H &K ! (Mei Natsume),
- 4F Rl 1 (Shunsuke Imai), P47 55 KHB '* (Yutaro Shiraishi), W —3& " (Ichio Shimada)

"Bk - B - % (Grad. Sch. Pharm. Sci. The Univ. of Tokyo), > #fff - BDR (RIKEN BDR)

CU/Zn A—N—FF Y FTF 1 ALZ—EILB I ZRBIF AEEBBICHATSR1 71 THES
I KB RER

Metal binding mechanism of Cu/Zn-superoxide dismutase revealed by native mass
spectrometry

Wi41 17" (Satoko Akashi), HIJL ¥+ ' (Michiko Tajiri), Oyy)Il KW * (Yoshiaki Furukawa)
VBRSO - A&7 BEFRE (Grad Sch. Med. Life Sci., Yokohama City Univ.), * BEJEZ%%4 K - BT, (Dep. Chem., Keio Univ.)
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03-07

03-08

03-09

03-10

[11:22]

[11:34]

[11:46]

[11:58]

JNAY VEEGRET V17 82— T BHRERBER OBEREIEHEEE
Structure-function relationship of a novel glycosyltransferase acting on glucosides as
acceptors
JINHR i ! (Kaito Kobayashi), &K AfE ! (Hisaka Shimizu), HIH 31 ! (Nobukiyo Tanaka),
& SEn) ! (Kouji Kuramochi), H1J: 12 2 (Hiroyuki Nakai), OW1 g 1§ ! (Masahiro Nakajima)s,
FHET ey ! (Hayao Taguchi)

"HCHRK - 4 (Dept. of Appl. Biol. Sci., TUS), * #{##K - J2 (The Faculty of Agric. Niigata Univ.)

NEHER U FEFMERELIC KD Hef-IDR DIEE - 41 F 3 U RMEHR
Analysis of structure and dynamics of Hef-IDR as studied by small-angle scattering and
quasielasic neutron scattering
O I A Achp ! (Rintaro Inoue), /N B 2 (Takashi Oda), H)I| ¥ 3 (Hiroshi Nakagawa),
R Ao (Taiki Tominaga), JIIdt 215 3 (Yukinobu Kawakita), /i 6 (Mamoru Sato),
YA (Masaaki Sugiyama)
' UK (Kyoto Univ.), * V.3(K (Rikkyo Univ.), * iU JAEA), * #AFH#IFSERME (CROSS). “J-PARC MLF,
® Bii 1l K (Yokohama City Univ.)

AlphaFold2 ZRAWV=EAFEETFTAICHEITE Ry F 2 JICDVT
On docking in complex structure prediction using AlphaFold2
OEJR &K (Yudai Nagao)

WA K - PLT. « ¥#E (Dept. of Phys., Grad Sch. of Sci and Tech., Meiji Univ.)

Y BT HDBREFIVE LS EHIEEF Noppera-bo IC39 2BERIDIEAEEICEAT S
BEEMFOMR
Structural biology study on the mechanism of action of inhibitors on Noppera-bo, a molting
hormone biosynthesis regulator of Aedes aegypti
OfEE ! (Kana Ebihara), Ffi3E & 2 (Kazue Inaba), F-H JE7d 3 (Miki Senda),
I FEACH (Kotaro Koiwai), #54 Kiifi 4 (Daisuke Takaya), {3 T-#5 4 (Chiduru Watanabe).,
BB 2133 (Yumi Abiko), 44} Bt 6 (Riyo Tmamura), [ P35 6 (Takayoshi Okabe),
IS el (Hirotatsu Kojima), £ /A [ H14k-¥- 7 (Chisako Sakuma), FEHf PP 7 (Hirotaka Kanuka),
T HEA (Yuuta Fujikawa), J I 358 8 (Hideshi Inoue), AR St 4 (Teruki Honma).,
FH ik’ (Toshiya Senda), F}J B ? (Ryusuke Niwa)

VSR - BT A%y (Graduate School of Sci. and Tech., Univ. of Tsukuba),

2K - A AyBRNE (Graduate School of Life and Env. Sci., Univ. of Tsukuba),

PR ORE - WOREDF - BESEZ:M (SBRC, IMSS, KEK),

S PUYLAIRIEAT 2 AR RERL 2 SE 2 ¥ 7 — BT AHF%EF — & (Center for Biosystems Dynamics Research, RIKEN),
SHPK - PREPEHE (Graduate School of Comprehensive Human Sciences Majors of Medical Sciences, Univ. of Tsukuba),

WK - AISERERE (DDI, Univ. of Tokyo).

TR K - BT PE 2 (Department of Tropical Medicine, Center for Medical Entomology, The Jikei University School of Medicine),
S PRI« ZE@rFF4# (School of Life Sciences, Tokyo University of Pharmacy and Life sciences),

O %K - TARA & > # — (Life Science Center of TARA, Univ. of Tsukuba)
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D £1§ (202) / Room D (202)
04 6A8H (K /June 8 Wed) 10:10 ~ 12:10 Sl Ao

—fi%156% %X 4 / Oral Session 4
ik - 74#—NF 1 % / Biophysics, Protein folding

BER R EE (REXE). Bh R— (REHFILKE)

Chairs : Tomohide Saio (Tokushima University), Shun-ichi Tanaka (Kyoto Prefectural University)

04-01 (1010 Engineering the beta-sandwich domain 1 of a hyperthermophile for improved soluble
expression for novel binding

O Chukwuebuka Maxwell Ononugbo. Masahide Nagao. Hidekazu Kishi.
Noriko Yamano-Adachi. Yuichi Koga., Takeshi Omasa
Dept. of Biotech., Grad. Sch. Eng., Osaka Univ.

04-02 [1022) BRERRGOLGEDT - RERBITHASHICT S nukacin ISK-1 DEEXREE
Mechanism of topological interconversion of the nukacin ISK-1 revealed by residue-specific
thermodynamic and kinetic analyses

OM JE—EB (Seiichiro Hayashi), ilsiyN ] (Daisuke Kohda)

Juk - AR - R A (Struct. Biol., Med. Inst. Bioreg., Kyushu Univ.)

04-03 (1034 X¥L#Y—L DNA OEIHETFHT T v £ O FRET f##R
FRET analysis of sequence dependence of nucleosomal DNA unwrapping
OffFg 3§ (Tomoko Sunami), (%} 75 (Hidetoshi Kono)
RPRAE - HTZEdy (MMS, iQLS, QST)

04-04 [1046] FEAIEKO O = —HFHEFORBAEICTRAUEL L BEDRE
Exploration for local disordered structure of granulocyte colony-stimulating factor by
molecular dynamics simulation
OEA Bk 12 (Risa Shibuya), [LJ5§ 18 3 (Yu Yamamori), & J ftAHR 23 (Kentaro Tomii),
A B4l * (Shinya Honda)

VBERAHF - /N4 o X 54 H v (AIST, BMRI),
2HOK - WM - A 74 A VIS (CBMS, Grad. Sch. of Fro., The Univ. of Tokyo).
*PERSHE - N THNRERFZE L ~ & — (AIST, AIRC)

04-05 [1058] & - BB SHEDSFIRYAH EMEILHES)ICRT B 5 FICERFIT
Molecular grammar characterization of recruitment and translational dynamics of liquid-
liquid phase separation
O N (Kiyoto Kamagata), 73k 254 T ! (Nanako Iwaki), Levy Yaakov®
"HUIE K« £ JEHF (IMRAM, Tohoku Univ.), 2 7 4 2= ¥ f4EHT (Weizmann Institute of Science)

04-06 [11:10] Insertion loop-mediated folding propagation of Tk-subtilisin, which governs efficient
maturation in high-temperature environments

Omrp f—! (Shun-ichi Tanaka), FJ5 2 (Ryo Uechara), J% ZLrT3 (Nanako Dan),
I OA! (Hiroshi Amesaka), 5 {#% $hil 3 (Takuya Yoshizawa), TP #E— 4 (Yuichi Koga),
A a4 (Shigenori Kanaya), 5% I3 ! (Kazufumi Takano), A4 {iH 3 (Hiroyoshi Matsumura)

U LCHRHFR - BiZEBR (Grad. Sch. of Life Env. Sci., Kyoto Pref. Univ.), 2 HIA5A & > ¥ —HF (Aichi Cancer Center Res. Inst.),
PArdwfEok - ZEdy - ZET (Dept. of Biotech., Fac. of Life Sci., Ritsumeikan Univ.),
S RBRK - BRI - W2k (Dept. of Material & Life Sci., Grad. Sch. of Eng., Osaka Univ.)

04-07 (1122 Photoactive Yellow Protein (C¥5|73 52 (U #EEM 7 I / EERRE(CEIR LD T O b 1LIKEE

Protonation state of 52nd position replaced to an acidic amino acid residue in Photoactive
Yellow Protein

OXi% N (Kento Yonezawa), [l ¥— 2 (Yoichi Yamazaki), Jy ] 54 2 (Mikio Kataoka),
AR w2 2 (Hironari Kamikubo)

VZSREK - FYSNT ) — v 4 I RX— g vy ¥ — (NAIST, CDG), > 48 B K - W (NAIST, MS)
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04-08

04-09

04-10

[11:34] The Effect of Molecular Weight on the Formation of Fibroin Precursor and Nanofiber

[11:46]

[11:58]

Ofr F ! (Kok Sim Chan), K fét A\ 2 (Kento Yonezawa), i fltR 3 (Takehiro Sato),
i pe—! (Yoichi Yamazaki), JH ] £+ ! (Sachiko Toma-Fukai), AfE #i2k 1.2 (Hironari Kamikubo)

'Division of Materials Science, Graduate School of Science and Technology, Nara Institute of Science and Technology.
*Center for Digital Green-innovation, Nara Institute of Science and Technology. *Spiber Inc.

Src Kinase inhibitor binding free energy landscape sampled by Molecular-dynamics
simulations: effect of ligand size and flexibility
OfE 7 % ' (Ai Shinobu), Z* 53¢ ? (Suyong Re), #H £Aif ' (Yuji Sugita)

"BUF (RIKEN), [ 32 AJF 98 PR S8 2 A BESEJEAR: - fEHE - SRIBRFZERT (NTBIOHN)

RHERFEICHITEL2 /70707 Y) VigHEERSEERT7 IO F—2ARE) R

Amyloid fibril formation of 32-microglobulin in a crowded milieu and onset risk of dialysis-

related amyloidosis

O FHARHEp ! (Kichitaro Nakajima), [1JI] Z£— ! (Keiichi Yamaguchi), [l14% HL 2 (Suguru Yamamoto),
%I Hil ' (Yuji Goto)

"Bk« [EREEE T (Global Center for Med. Eng. Info., Osaka Univ.), > ## K + B (Grad. Sch. Med. Dent. Sci., Niigata Univ.)

05

E £ (FhR—JL 200) / Room E (Medium hall 200)

GRS (K / dune 8 Wed) 10:10~ 1210

—i%O8AREX 5 / Oral Session 5
HEERRET - HIRR - £ X— % / Protein/Cellular functions, Imaging

PER ©/NEJR

@ (TERS). B #iff (B IILF—INRSFMFTHERE)

Chairs : Satoshi Ogasawara (Chiba University), Mikio Tanabe (High Energy Accelerator Research Organization)

05-01

05-02

05-03

05-04

[10:10]

[10:22]

[10:34]

[10:46]

1A RABROT7 2 O4 FgplcEZELAEERFTE

Important interactions for amyloid formation of insulin analogs

O #in! (Yusuke Tsuchic), Ff 45 ! (Wakako Mori), Y ¥ N7 L ¥ I ATV 2 (Mikael Lindgren),
N— NN Zbua’ (Hammarstrom Per), 77)& & — 4 (Keiichi Iwaya), 7Kl S&1E 5 (Terumasa Nagase),
PER ! (Tamotsu Zako)
'K « B - {L (4th Dept. of Chemistry . The Univ. of Ehime), * / V77 = —FF#HA K (NTNU),

*1) ¥ ¥ 3 —¥ ¥ K (Linkoping Univ), *{k % KWL (Sasaki Inst),
SHIRUERK  KIRPEEHEL >~ ¥ — (TMU Ibaraki Med. Center)

RIEHE MFS BRI b 5 AR— 2 —DEEX DX LDEE
Structural Insights into the transport mechanism of MFS-type drug efflux transporters from
pathogenic bacteria
OMW3H gk (Mikio Tanabe)
TR BEHE - WUREDE - WM (KEK, IMSS, SBRC)

#FRe ROF>o00F% 58 & N EDETE & Z DOHEERRIT
Identification and characterization of a novel hydroxychloroquine-binding protein
ONE i€ (Yumi Kariya), 4% HfE K (Masahiro Konno), {ifiJF 58} (Hideki Wakui),

J& i HESC (Masafumi Odaka), F3A) ¥¥:7 (Hirotoshi Matsumura)

TR« PE ML HEHE B B M (Cooperative Research Center, Akita University)

KEHMRBDOREIHEET DX INTEDFHEEREIR

Molecular analysis of antifreeze proteins which bind to both ice-crystal and cell surfaces

Ot EWm ! (Tatsuya Arai), #z ¥ ! (Yue Yang), #HtH %€ 2 (Sakae Tsuda), =)& Fl5A 3 (Kazuhiro Mio)s,
fle % A #K 1 (Yuji C. Sasaki)

" YUK Bl (Adv. Mater. Sci., GSFS, The Univ. of Tokyo), > BE#F (AIST), * BERMF - A+ X5 ~ F OIL (OPERANDO-OIL)
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05-05

05-06

05-07

05-08

05-09

05-10

[10:58]

[11:22]

[11:34]

[11:46]

[11:68]

YOOV 7 F 2 OFMIKICHT B iEMEDOHIE

Regulation of the activity of lectin from coral for erythrocyte

O%%H FH—pap 2 (Shuichiro Goda), FAY 54 2 (Ryosuke Kamimura), 7% BT 2 (Mocko Koga),
Hh11 35 % (Ryo Toyama), {EEF il * (Hideaki Unno), 111 %595 * (Tomomitsu Hatakeyama)
AR - BESHAF (GaLSIC, Soka Univ.), 2 J5I K% « T (Grad. Sch. of Eng., Nagasaki Univ.)

CHO #iRIC B (T DM EREDEMIS X —2 2T

Live-Cell Imaging of Intracellular Aggregation of Recombinant IgG in CHO Cells

OTHE mfET! (Yukako Senga), i} J&iE ! (Motomichi Doi), IR 1F3% 2 (Masayoshi Onitsuka),
AH B! (Shinya Honda)

VBERSHE + 54 o+ X 5 4 1V (Biomed. Res. Inst., AIST),
2K - bR BE T HFSEEB (Grad. Sch. of Tech. Ind. and Soc. Sci., Tokushima Univ.)

Raman fingerprints of N501Y spike protein with angiotensin-converting enzyme 2
O Izabela Rzeznicka'. #2874 ELH] * (Shinji Kajimoto)
'Shibaura Institute of Technology (SIT), * HUILKEE - JEFWFFERE - AEWHEE{LA (Tohoku U)

Reevaluation of intrinsically disordered regions of coronavirus proteins
O#s 8 ' (Ming Yang), &5 HEARHR 1.2 (Kentaro Tomii)

VUK - B - X 74 A OV EZE Gy (CBMS. Grad Sch of Frontier Sci. The Univ. of Tokyo), > BRI (AIST)

NFERAWERZ N EDREH - BEERR S AT LDOEE

Establishment of affinity purification and functional analyses systems for membrane

proteins using monoclonal antibodies

O/NEE 3 12 (Satoshi Ogasawara), Fji ML 1.2 (SiSi Chen), I 52 2 (Fuhito Nakagawa),
DUFNETE o (Minami Shibuya), &I 7L 2 (Norie Hamaguchi), f//A [ — 2 (Kazuki Sakuma),
R 2 (Yasuomi Miyashita), % ] 1.2 (Satoshi Yasuda), 4 H 1 1.2 (Takeshi Murata)

P -gekks - B - B4 O WFk (MPRC, Grad Sch. of Sci., Chiba Univ.),
sk - B AfRRERE L4 (Biostruc. Chem., Grad Sch. of Sci., Chiba Univ.)

BEFOLVERICEZIREFRERTE NI EOSEFME

Cytotoxicity analysis of arrest proteins from translation fails using the genetic tug-of-war

method
O s ! (Atsuki Yanagisawa), fHEFER %80y 2 (Tomonao Inobe)

"EILKPBE - BEZEFR T (Grad. sch. of Pha-Med Sci., Univ. of Toyama),
TEINK -« EAMFZERS (T2%%) (Dept of life Sci. and bioeng., Univ. of Toyama)

06

A& (KAk—JL) / Room A (Main Convention Hall)
6 B8H (K) / June 8 (Wed.) 14:00 ~ 16:25

Japanese / English Session

—fi%O08ER %K 6 / Oral Session 6
BE%EYME / Structural biology

PER | RK AISC (BARIEMZTHERE EREIRRE > 2 —) . BA EF (RRERERKE)
Chairs : Norifumi Muraki (ExCELLS), Nobutaka Numoto (Tokyo Medical and Dental University)

06-01

[14:00]

HIRKFE Y 71 A BFBRMFRRAET
Introduction of Univ. of Tsukuba Cryo-Electron Microscope Facility
OFEMm B! (Ayaka Harada), T-H1 2%k 2 (Toshiya Senda), 75l #Eif ! (Kenji Iwasaki)
"Hi¥ K - TARA (TARA, Univ. of Tsukuba), * i 4 HeHE - WRERF - HE5 270 %e & >~ & — (SBRC, IMSS, KEK)
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06-02

06-03

06-04

06-05

06-06

06-07

06-08

[14:12]

[14:24]

[14:36]

[14:48]

[15:00]

[16:12]

[156:24]

;(ﬂfﬁéll\ﬁﬁiﬁjﬂ7741bt%ﬂ?ﬁ1hﬁ?§]ﬁ$§+§(:§’5< 4 RXA 221N E ER-60 DIFiE
Structural study on four domain protein ER-60 with small angle X-ray scattering profile and
coarse-grained molecular dynamics simulations
Oif 7K T§# (Masahiro Shimizu), BLH # (Aya Okuda), ¥ )5 f@& (Ken Morishima),

M BEBA (Yasuhiro Yunoki), Ff I A HB (Rintaro Inoue), f/H 151 (Nobuhiro Sato),

B 45T (Reiko Urade), 42111 1EB] (Masaaki Sugiyama)

HUK - BIAWE (Institute for Integrated Radiation and Nuclear Science, Kyoto Univ. (KURNS))

BRERRN LFER BRzE > TERES FORELLOERIKEZTHS
Residue-based LFER reveals the transition states in protein structural changes
Ol K ! (Daisuke Kohda), #k B —Hf ! (Sciichiro Hayashi), i Kl 2 (Daisuke Fujinami)

YIJUK - ZERERF - BE3E A (Struct. Biol., Med. Inst. Bioreg., Kyushu Univ.),
T ERLRER - SRy (Grad. Sch. Integr. Pharm. Nutr. Sci., Univ. Shizuoka)

BEAHEIEOS FHRBOBRRICE T =RBEY Y — & N EOBERRR
Structural analysis of metabolite sensor protein for elucidation of molecular mechanism of
sugar metabolism regulation
OKXREH EW! (Tatsuya Ohshida), I f—! (Ryuichi Kato), e B2 (Kenta Kainoh),
M4 oot 2 (Motohiro Sekiya)
s R KERE - WIREDE - RE3% M (SBRC, IMSS, KEK), 2 LK - BEZ:BEHE (Fac. of Med., Univ. of Tsukuba)

REEHRBEHRINTFOMNRTFI—ED S2 791 MIREDIBENER

Structural basis for the preference at the S2 subsite of dipeptidyl peptidase from Gram

negative pathogens

Ovppy 2! (Akihiro Nakamura), BRA 4856 2 (Yasumitsu Sakamoto), $iAK %2 ! (Yoshiyuki Suzuki),
ANANK WWRE (Saori Roppongi), & ¥4 ! (Yosuke Shida), HIH 13 & 4 (Nobutada Tanaka),
JNSEJE 5 ' (Wataru Ogasawara)

" RMBFEKBE « T (Grad. Sch. of Engr., Nagaoka Univ. of Tech.), ? £ F-PE K + 3§ (Sch. of Pharm., Iwate Med. Univ.),
SUETBEK - BE (Sch. of Med., Iwate Med. Univ.), * 6Bk « 38 (Sch. of Pharm., Kitasato Univ.)

EHERERICROD 7y 7ENREBEI RN F—BEICKLZIEFAXFAX DXL
Uphill energy transfer mechanism for photosynthesis in the Antarctic alga
O BT (Makiko Kosugi), JI[WF B A 2 (Masato Kawasaki), S%H 3 (Yutaka Shibata),
JE B HB ¢ (Kojiro Hara), #§11i f— ° (Shinichi Takaichi), %)% J&JZ > (Naruhiko Adachi),
S Rl (Toshio Moriya), faf: ff1 6 (Yasuhiro Kamei), HL-1-¥f Héi 7 (Yasuhiro Kashino),
it g (Hiroyuki Koike), - f2#% 2 (Toshiya Senda)
'7 2 husN4 Fu Y —% ¥ ¥ — (Astrobiology Center, NINS), ? % L % f (The High Energy Accelerator Res. Org.),
PHILK - Bt - 1L% (Dept. of Chem., Tohoku Univ.), * FKFHILK « ZEM % (Dept. of Biol. Product., Akita Prefect. Univ.),

SHLTEAK - 4T/ (Dept. Molecul. Microbiol., Tokyo Univ. of Agricul.), ¢ J&ZEf)F (NIBB, NINS),
TIRILK - B2 - A6 BE (Dept. of Life Sci., Univ. of Hyogo), ® Hitek « PR « 24y (Dept. of Life Sci., Chuo Univ.)

KEK 7 71 A BEEREROER ERIRICDONT

Operation and recent activities of the cryo-EM facility in KEK

OZE WR)Z (Naruhiko Adachi), JI[IGF B{A (Masato Kawasaki), 5FJ& #2K (Toshio Moriya),
W & (Akihito Tkeda), [l &4 (Yusuke Yamada), f#[H 5 (Akira Shinoda),
T-H {21 (Toshiya Senda)
KEK - YkEff - #53%7E% (SBRC, IMSS, KEK)

BUONTEETIWATF ROKMEAFIVAERBENRR : MD X 2 L—2 3 VICEDS#ER
Hydration dynamics and structural correlation of protein model peptide : Analysis based on
MD simulations
OEfG st ! (Takuya Takahashi), JHE{E K2 2 (Takuya Fujisawa), HE7K {8 2 (Shingo Nobunaga).,

iy B, 2 (Yui Nakamura), fH} # KRR 2 (Ryutarou Inou), )5 K ! (Kota Kasahara)

VAL AARR - ZEfy - 2T (Coll. Life. Sci., Ritsumeikan Univ.), ? Y&k + Bi - 2 6r (Grad. Sch. Life Sci., Ritsumeikan Univ.)
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06-09 [15:36] Integrated approach to reveal protein structure in polydisperse solution with analytical
ultracentrifugation and small-angle scattering

O it (Ken Morishima), BLH #% (Aya Okuda), i /5% (Nobuhiro Sato),
Ik L A HER (Rintaro Inoue), %7K 1$#i (Masahiro Shimizu), HiiA KHéBA (Yasuhiro Yunoki),
HH 4T (Reiko Urade), #Il 1EH] (Masaaki Sugiyama)
HOK - BIA W (KURNS, Kyoto Univ.)

06-10 (1548] a7 K7 X Met16X ZRFEZAW=E2 VNI BICE T BB VVHEEADEE EHEEDRE
:ppy:d
Rational Elucidation of the Structure and Function for the Weak Interaction in Protein
through a Pseudoazuin Met16X Variants
O g ! (Takahide Yamaguchi), ¥ K02 ¥ 77574 J 2 (Attila Taborosi), #x B3H ! (Seiji Mori),
[SE S (Takamitsu Kohzuma)

"Bk KB + PR (Grad. Sch. of Sci. and Eng., Ibaraki Univ.),
EMOK - SEBMEMIFZET (Research Initiative for Supra-Materials, Shinshu Univ.)

06-11 [1600] 7/ N5V 7EIBEETO pH {&k7FE
The circadian clock of cyanobacteria under different pH conditions
OmA FiE! (Masahiro Miyamoto), LR &l—Hf 2 (Soichiro Kitazawa), ALJE 58 3 (Ryo Kitahara)

VST ik - #ARF9ERE (Graduate School of Pharmaceutical Sciences. Ritsumeikan Univ.),
237 drfi KB - 38 (College of Pharmaceutical Sciences. Ritsumeikan Univ.),
3 L AxfiK - 3 (College of Pharmaceutical Sciences. Ritsumeikan Univ.)

06-12 (612l Tum KiFDiEREFA LS Ny BiERE SRR
Protein micro-crystallography using smaller crystals than 1 pm
ON-H F2:! (Kunio Hirata), Z#F H& 2 (Satoshi Abe), /INg5 BEFIT- 2 (Mariko Kojima),
g R 2 (Takafumi Ueno), #2ifi #&HH ! (Hiroaki Matsuura), {1 ¥ &8 ! (Yoshiaki Kawano)s,
I k! (Naoki Sakai), [LI7< Jft ¥ ! (Masaki Yamamoto)

" BiF RSC (RIKEN/SPring-8 Center), > H 1K « A6 # 1. (Sch. Life Sci. & Tech., Tokyo Tech)

B£i# (101 +102) / Room B (101 + 102)
07 6A8H (k) /June 8 (Wed) 14:00 ~ 16:25 CEPEEES /S e

—i%O8AR XK 7 / Oral Session 7
HHEEE - B8EY¥ / Computation/Information science

BER Ml £— (BAREMREE DFRIZMER) . TR f/E (RRIFXZ)
Chairs : Kei-ichi Okazaki (IMS), Kazuhiro Takemura (Tokyo Institute of Technology)

07-01 [1400] ERBEF Ets1 RAX MR &M T 2L EELSVDOESE
Toward discovery of bioactive compounds mimicking intrinsically disordered region of Ets1

O L1 i ! (Haruki Fukuyama), A%J5 #5K 2 (Kota Kasahara), iff WL 2 (Takuya Takahashi)
'SP AfEOK - 24y (Coll. Life Sci., Ritsumeikan Univ.), * 3Z@rfiEi K « ZEdy (Coll. Life Sci., Ritsumeikan Univ.)

0702 1412 FERNATY Y RAF—=MI 21— a It kB3BEEERFREOHE
Study of protein design principles using a novel hybrid-scale simulation
OT I #£78 (Hiromitsu Shimoyama), T F i (Yasushige Shigeta)
Hi Kk CCS (CCS, Univ. Tsukuba)

07-03 1424 REEMATETNZRAVW-EHEENFRITO 3RTHBIERK
3D reconstruction of single particle analysis using Gaussian mixture model
Ol & 12 (Takeshi Kawabata)

'R PV FSEIEN 2% (Protein Research Foundation), ? BUAWE - ZE@rk§fE (Grad. Scl. Frontier Biosci., Osaka Univ.)
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07-04

07-05

07-06

07-07

07-08

07-09

07-10

07-11

[14:36]

[14:48]

[15:00]

[16:24]

[15:36]

[16:48]

[16:00]

BHREAZHAZERKICB I IR AZROREETH
Prediction of the effects of missense mutations on multigenerational variants of
Streptomyces lividans 1326
OXifi At ! (Hiroki Oura), #f Wt ! (Eri Hayashi), AA} -} ! (Yuto Kimura),
A Hif ! (Yusuke Nomura), HUAf JET- 2 (Satoko Nakamura), AR FLEE 2 (Norimasa Kashiwagi),
HF TRk 2 (Chiaki Ogino), R 15— 3 (Shuichi Hirose), AIA i ! (Wataru Nemoto)

"I BEK - LT (Dept. of Sch & Tech., Tokyo Denki Univ.), > #iF KB - 1.4 (Org. of Adv Sci & Tec., Kobe Univ.),
SRR AE - Bl R &D & ¥ ¥ — (NAGASE R &D Center NAGASE & CO)

HHERHEMICE S GPCR BMHEEANT7 FARDREERE
Improvement of the method to predict interacting GPCR-GPCR pairs by automatic feature
generation
OfF B 2! (Aoi Fukushima), MRIH #i3 2 (Hiroaki Teruse), J&5AY 3EHiJ% ! (Sakie Shimamura),
HE sk 2 (Hiroyuki Toh), A fiii ! (Wataru Nemoto)

"IRUFERE K - FLT. (Dept. of Sch & Tech., Tokyo Denki Univ.), * B4%k « BT, (Dept. of Sci. & Tech., Kwansei Gakuin Univ.)

How EGCG pertubates the interaction between MDM2 and N-terminal domain of p53
O Duy, Phuoc Tran. bR #8] (Akio Kitao)
HTOK -+ 44y (Sch. Life Sci. Tech, Tokyo Tech)

R — LBERFRAIIERAH L tRNA EOMEMERICEIB VR =LA NIEDEE
Role of ribosomal proteins for interactions between a ribosomal translation preinitiation
complex and tRNA
O#% F&if (Yoshiharu Mori), [ B¢ (Shigenori Tanaka)

KB © ¥ A1 (Grad. Sch. Sys. Inf., Kobe Univ.)

RERMMEICEBZFrRNOARTOFFRBOI/—OBEERY PT—IRBE
Photoisomerization-induced rearrangement of the Coulombic bond network in
channelrhodopsin
OMm gt (Takuto Hayashida), KH 4 2 (Jun Ohnuki), JAEZA FhJkk ! (Takuma Hiromoto),

B e ! (Mitsunori Takano)

PRLK - SEEBL T - MBS (Dept. of Pure & Appl. Phys., Grad. Scl. Adv. Sci. & Eng., Waseda Univ.), * 43 7-BF (Inst. Mol. Sci.)

Global analysis of heme proteins suggests the regulation of heme distortion by protein
environment

Ot B! (Hiroko X. Kondo), fl{35 1#3¢ 2 (Hiroyuki lizuka), 44 Bl 3 (Gen Masumoto),
e A (Yusuke Kanematsu), f§ ¥ 3 (Yu Takano)

"JL R Tk + T (Fac. of Eng., Kitami Inst. of Tech.), ? bk - i (Grad. Sch. Info. Sci., Hokkaido Univ.),
SPRRF - 1% ¥ A # (ISD, RIKEN), * )ik « JG63i 1. (Grad. She. Info. Sci., Hiroshima Univ.),
SRR - 1§ (Grad. Sch. Info. Sci, Hiroshima City Univ.)

STEAZFEICEIEMET L R0 OEERR

Computational studies on the structural analysis of the plant-type ferredoxin

O3 w7 ! (Tomoki Nakayoshi), KP§ #i4- 2 (Yusuke Onishi), HIH F5H 3 (Hideaki Tanaka),
e 4! (Yu Takano)

VIEESTEK - B - %3] (Grad. Sc. Inf. Sci., Hiroshima City Univ.), > flI#kILELEEK « 3§ (Sch. Pharm. Sci., Wakayama Med. Univ.),
SBK - & ATF (Inst. Protein Res.)

BEMKHE & /N7 ED [4Fe-4S] EHEPRODIEE EEFIRBIS DOV T DIRRAVERIT

Theoretical analysis of the geometrical and electronic structures of the [4Fe-4S] active center

of high-potential iron-sulfur proteins
O K (Yuta Hori), fiE # 7 (Ayaka Sato), HEH F K (Yasuteru Shigeta)
FPeK - F1H5% (CCS, Univ. of Tsukuba)
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07-12

[16:12]

1 VN—ARBESFBNFERICEZFF 70— TRBREREDRIHRIE

Inverse Mixed-Solvent Molecular Dynamics for Visualization of Residue Interaction Profile of

Molecular Probes

O 3! (Keisuke Yanagisawa), 7% fi / 4 23 (Ryunosuke Yoshino), T = 4 (Genki Kudo),
E Bk > (Takatsugu Hirokawa)
PHBTTEER - TP TR - 13T4%5% (Dept. of Comput. Sci., Sch. of Comput., Tokyo Tech.),
2R K - PREEPEEHER (Faculty of Med., Univ. of Tsukuba),

SHIEK - BT v AKR—F — RS ~ ¥ — (Transborder Med. Res. Center, Univ. of Tsukuba),
UK - B - B (Grad. Sch. of Pure and Applied Sci., Univ. of Tsukuba)

08

C &1 (201) / Room C (201)

6ABE (K /June 8 Wied) 1400~ 1625

—fi%O08AH %X 8 / Oral Session 8
BiE%EWE / Structural biology

R R R (BRHILAE) . K #AR (LEEKRE)
Chairs : Terukazu Nogi (Yokohama City University), Takuji Oyama (University of Yamanashi)

08-01

08-02

08-03

08-04

08-05

08-06

[14:00]

[14:24]

[14:36]

[14:48]

[15:00]

EKNEM / BERELEZT MUBBEY JF—LOEKFLMUE

Hydrogen/deuterium exchange behavior during denaturing/refolding processes determined

in hen egg-white lysozyme crystals
O®-H W (Akiko Kita), FEA SEA: (Yukio Morimoto)
SURBAHE (KURNS)

FRB-FKBP BASERENF/N\V 1 & FERZEFDIE SRR
Structural analysis of rapamycin-induced oligomer of FRB-FKBP fusion protein
PRIT HIZE (Runa Sakaguchi), OfFEFE 25 H (Tomonao Inobe)

wIKPEE - BT (Grad. Sch. of Sci. & Eng., Univ. of Toyama)

PF 2NV ERBEBERIFE—LTA VICHT S X REITFREREOBEML

Automation of X-ray diffraction experiments on PF macromolecular crystallography

beamlines

O &4 12 (Yusuke Yamada), f&H % ! (Akira Shinoda), FAYH % 12 (Naohiro Matsugaki).,
B # 2 (Masahide Hikita), *FA HEZ 23 (Masahiko Hiraki), M HE— 1.2 (Ryuichi Kato),
FH ikl (Toshiya Senda)

RS A BEHE - WRERE - WY (SBRC, IMSS, KEK),
2HEK - B A FZERE (Sch. of High Ener. Acce. Sci., The Grad. Univ. of Adv. Stud.),
ST R BEHE - 3L3E - KPR T4 (MEC, ARL, KEK)

Substrate Recognition by the Src Protein Tyrosine Kinase
OB e ! (Song-Ho Chong), #H ik 1.2 (Yuji Sugita)
" BF - BDR (RIKEN, BDR), 2 #f - CPR (RIKEN, CPR)

BELAERBEREICET 7=HRY) A

A comprehensive strategy for efficient crystal structure analysis

OT-H FEH! (Miki Senda), JITIT 550 ! (Atsushi Kawaguchi), T-Hl 28k 2 (Toshiya Senda)
'SR - I (Fuc. Med., Univ. Tsukuba), 2 i 3 BHE - WRERT - B354 (SBRC, IMSS, KEK)

B 2RSS AEITIC MUY 7= SPring-8 BLATUX D& E1L

Development of SPring-8 BL41XU toward time resolved crystallography

OE#I fw ! (Kazuya Hasegawa), 53 & ! (Seiki Baba), WA} & ! (Takashi Kawamura),
Nz (Hironori Murakami), 347k #f ! (Takuya Masunaga), [LIAS HE 5 2 (Masaki Yamamoto),
R 221 (Takashi Kumaka)

'JASRI (JASRI), * #Af - BgHER %8 ~ ¥ — (RSC, RIKEN)
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08-07

08-08

08-09

08-10

08-11

[16:12]

[16:24]

[15:36]

[15:48]

[16:00]

Na*,K'-ATPase & REHE —EE & DHEERADIERFHAER

Crystallographic analysis of interaction between Na*,K*-ATPase and lipid bilayer

O% I BEX ' (Ryuta Kanai), Bente Vilsen’. Flemming Cornelius®, # /% 3 ' (Chikashi Toyoshima)
"HUK -+ SEEAF (IQB, The Univ. of Tokyo), ? % —7 Z K « MBS~ ER (Dept. of Biomed., Aarhus Univ.)

KEMAI V-V JICm 24 7 0RBT /N AR

Development of a new microfluidic device aiming at ligand screening with protein

crystallography

O i ! (Go Ueno), i AP 2Bk 2 (Tomoaki Funakubo), 58K IE7F 2 (Masatoshi Macki),
JNPY B (Masaaki Konishi), —HMJ'H H1i% 2 (Yuki Icchoda), HgF: s ! (Naoki Sakai),
A HEg ! (Masaki Yamamoto)
UBIAR - G (RIKEN SPring-8 Center), 2 Jtk « T. (Hokkaido University), * (Fk) V) # 2 (RIGAKU Corporation)

771 ABTFEMREICED L EAHEDENERI R F - EEEDORRE Li%5
A method to deduce free-energy landscape of protein dynamics from cryoEM images
OKH Bt (Mao Oide), #H Hif 1.23 (Yuji Sugita)

" PIWF + CPR (CPR, RIKEN), * BEfjf - BDR (BDR, RIKEN), * BEfiff - R-CCS (R-CCS, RIKEN)

SPring-8 BL45XU D HENVAIE TRINY 23 - SieET—KAE
High efficiency/accuracy data collection by using the automatic data collection at SPring-8
BL45XU
OEY = (Seiki Baba), ZKE¥p i ! (Nobuhiro Mizuno), 4} 55 ! (Yuki Nakamura),
EAN fit ! (Kazuya Hasegawa), HLAJ 358 ! (Hideo Okumura), A4} &% ! (Takashi Kawamura),
A I fE] ! (Hironori Murakami), 347k #f4 ! (Takuya Masunaga), 3 A} 1.2 (Naoki Sakai),
N TRBH 2 (Hiroaki Matsuura), ~F-H #§4: 2 (Kunio Hirata), [LAS & 2 (Masaki Yamamoto),
REIR 221 (Takashi Kumasaka)
VNI R N\ SR SEREIFSE £ ~ 4 — (JASRI), ? B RSC (RIKEN SPring-8 Center)

ST I NITITOREY—O X IREREERTE NMR ICX5 70 b AUREORRR
X-ray crystallographic study and NMR analyses of protonation state of chromophore of
cyanobacterial photoreceptor protein
OfF thin! (Yusuke Tizuka), 7KYL W3¢ 2 (Takayuki Nagae), [ 52 ! (Hiroshi Aoyama),

ez B! (Ryosuke Ljuin), ik K& 3 (Yutaka Ito), LI A 4 (Yuu Hirose),

=B ER! (Masaki Mishima)

! ST A#E (Dep. Pharm, Tokyo Univ. of Pharm. and Life Sci.), > 4 K21 (Grad. Sch. Tech., Nagoya Univ.),

3 637 K BB (Grad. Sch. Sci., Tokyo Metropolitan Univ.), * A& FF4: KB T. (Grad. Sch. Tech., Toyohashi Univ.)

SPring-8 PX-BL ICH |1 5 #ERIL7T L — b in situ EIFAIEELEMA IV -2V T AT LOFRZK
Development of in situ crystal data collection and ligand screening system at SPring-8 PX-BL
OBLA; B! (Hideo Okumura), HH: A} 1.2 (Naoki Sakai), A I {4HI ! (Hironori Murakami),

B g ! (Nobuhiro Mizuno), 37k ¥t ! (Takuya Masunaga), {4} S348f ! (Yuki Nakamura),

95 2 (Go Ueno), ¥ &%= ! (Seiki Baba), AY Byl ! (Takashi Kawamura),

EAN it ! (Kazuya Hasegawa), [LIAS HfE 2 (Masaki Yamamoto), REIR &% ! (Takashi Kumasaka)

'JASRI (JASRI), 2 BEAF - 5% (RIKEN SPring-8 Center)
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—ig 155X 9 / Oral Session 9
BiE%EWE / Structural biology

R BR BT (KRALKFE). FF B (EFRIERMMERERE)
Chairs : Ikuko Miyahara (Osaka Metropolitan University), Yu Hirano (QST)

09-01

09-02

09-03

09-04

09-05

[14:00]

[14:24]

[14:36]

[14:48]

W& SPring-8 BIERA V)=V N1 T 514 D%
Development of the SPring-8 Drug Screening Pipeline with Protein Crystallography
O s 12 (Naoki Sakai), A BEHH ! (Hiroaki Matsuura), ~}~H #4: ! (Kunio Hirata),
T ! (Kohei Takeshita), LA} JEJ 2 (Hideo Okumura), 7K¥p 1% 2 (Nobuhiro Mizuno).
A b ) 2 (Hironori Murakami), %7k # 2 (Takuya Masunaga), i) 554} 2 (Yuki Nakamura),
5 (Go Ueno), ¥ i&w 2 (Seiki Baba), R4+)I Flt 2 (Kazuya Hasegawa),
R 222 (Takashi Kumasaka), [117% Jff % ! (Masaki Yamamoto)
"B - DR ERESE ~ 7 — (RIKEN, RSC), * Bl BEOGFHEIFE & >~ 5 — (JASRI)

SPring-8 MX-BL &7 % BELE: T & RIEE /N E — L ZBR{E L /=815 SR AZR
Structural diversity analysis realized by automated pipelines and brilliant micro-focused
beam at SPring-8 MX beamlines
O B (Hiroaki Matsuura), *FEH JF4E (Kunio Hirata), 3 ER (Naoki Sakai),

PrF #%F (Kohei Takeshita), # 7 #)Z (Takehiko Tosha), i/¥F HESH (Yoshiaki Kawano),

1A %t B (Masaki Yamamoto)

BUGF - JBOERHAF%E 2 >~ % — (RIKEN SPring-8 Center)

IV K-B-N-7EFNITNAYIZ 84— HS DILFHEE L HEE

Structure and Function of Endo-B-N-acetylglucosaminidase HS

O&M filkik! (Tkuya Kurauchi), KA fE! (Kazuki Okura), FHH HLA: 2 (Rika Tanaka),
M FHE ! (Chie Hosokawa), f#ti Fll e 3 (Kazuo Ito), =5 AR-T- ! (Ikuko Miyahara),
K N ¢ (Kento Yonezawa), {&7K {HF& 4 (Nobutaka Shimizu)

VORBRTE R - BEER - W4T (Mol. Mate. Sci., Grad. Sch. Sci., Osaka City Univ.),
2RBH K - T X MUIISE S (X-ray., Dept of Eng., Osaka City Univ.),
P ORBEHIK « BEPL - ZEMHbER (Bio. Geo., Grad. Sch. Sci., Osaka City Univ.), *KEK -« ¥HEWF (Mate. Str. Sci., KEK)

Desulfovibrio vulgaris Miyazaki F #B3¥ [NiFe]- & KO F—HEBERORHETF X i
SRR
Neutron and X-ray diffraction studies on the oxidized state of [NiFe]-hydrogenase from
Desulfovibrio vulgaris Miyazaki F
OFEM KER! (Taro Tamada), REAR it 12 (Takeshi Hiromoto), P4 JI| e (Koji Nishikawa),

BT J5H8 > (Yoshiki Higuchi)

VEF - BEdy GQLS, QST). 2 JEILK - BBl (Grad. Sch. of Sci., Univ. Hyogo)

PF & VNV BRERBERITE—LFC 2 AR-NW12A [CH T B BMS R REDFHF

Development of micro-spectrophotometer on the macromolecular crystallography
beamline AR-NW12A at the Photon Factory

OB H B3k ! (Masahide Hikita), [LIH &4 ! (Yusuke Yamada), FAIH 5% ! (Naohiro Matsugaki),
SEA K 2 (Masahiko Hiraki), —-H #2#k ! (Toshiya Senda)

U R EERE - ORETE - WESSZEW R IFSE | ~ & — (SBRC, IMSS, KEK),
2 g5 R BERE - SRl - AR TR ~ ¥ — (MEC, ARL, KEK)
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09-06

09-07

09-08

09-09

09-10

09-11

[15:00]

[16:24]

[156:36]

[15:48]

[16:00]

Cas3 DEMHLEBIC DOV T DRERTHR

Structural insight into the activation mechanism of Cas3

O E512 (Mine Omatsu), {#¥%4F HL3E 3 (Satomi Shibumura), b, — A 34 (Kazuto Yoshimi),
K RS (Nobutaka Shimizu), ¥ 14 34 (Tomoji Mashimo), LI ¥ 1.2 (Masaki Yamamoto),
R A (Kouhei Takeshita)

'RIKEN SPring-8 Center, 2% BL J&#% Gr. (Life Scie. Res. Infrastruct. Gr., Adv. Phot. Tech. Div., RIKEN SPring-8 Center),
2RI R AEARES 2 T- B KRS (Dynam. and X-ray Crystal., Grad. Sch. of Life Scie, Univ. of Hyogo).

SC4URRR AL (C4U Corp.), * BUREFIF , By~ 2 2 (Div. of Anim. Gene., Inst. of Med. Scie., Univ. of Tokyo),

SKEK-PF (Inst. of Mater. Struct. Science, Hi Ene. Accelera. Res. Organ. (KEK-PF))

Synecocystis. sp. PCC6803 MR I 7 FEAHER T AN T 14 FERILETEER D X & RIEIERN

X-ray crystal structure analysis of di-flavin-binding disulfide oxidoreductase from

Synechosystis sp. PCC6803

O & ! (Yu Hirano), % f& 2 (Yu Minato), AfEH ZEiH 2 (Naho Umeda), oy == (Takaaki Suzuki),
FEH AR ! (Taro Tamada), AA B A 2 (Shigenobu Kimura)

VEBF - BT A (IQLS, QST), 2 %Ik K - BRBE L (Grad. Sch. of Sci. and Eng., Ibaraki Univ.)

=EIFEE DNA #5682 /N & TkaP OHse &G ERE I DRZR

Analysis of the function and regulation mechanism of Thermus thermophilus DNA-binding
protein TkaP

el k! (Aoi Inoue), & L ! (Kazuya Takao), Jf_I» L9 2 (Masao Inoue),

O Bg! (Ryoji Masui)

" KBEHIK - BEPE (Grad. Sch. Sci., Osaka City Univ.), > SLffi K « 22 @%b (Coll. Life Sci., Ritsumeikan Univ.)

EREFENBEMERIFICE >THOSDICER I PV YT EVNIERAST— b TOM BEE
HEOBEEFLFTIVR
Structure and dynamics of the translocase of the mitochondrial outer membrane complex
revealed by high-speed atomic force microscopy
Jui e ! (Kana Kuzasa), /IMk 34+ ! (Nanako Kobayashi), 43 K% 2 (Hirotatsu Imai),
P 5 2 (Aimi Makino), Ffdft BHIA ! (Akihiro Inazu), g Piap 2 (Noriyuki Kodera),
sl Sk (Toshiya Endo), Ok HF ! (Yuhei Araiso)
VETUR - R - SEREMARS (Dept. of Clin. Lab. Sci., Div. of Health Sci., Kanazawa Univ.),

240K - F 2 A WF (WPI-NanoLSI, Kanazawa Univ.), ° 5{pE K « 2@} (Fac. of Life Sci., Kyoto Sangyo Univ.),
SIEK - & v 7 B RERF (Inst. of Protein Dynamics, Kyoto Sangyo Univ.)

BIREY / IBBIRMZRIDEES L7 beta3 7 FL TV U RBHOEERIR
Cryo-EM structures of the beta 3 adrenergic receptor bound to subtype-selective and non-
selective agonists

EHL W (Wataru Shihoya), TEAR B (Osamu Nureki)

HOK - B - 4L (Department of Biological Sciences, Graduate School of Science, the University of Tokyo)

HIV-1Vif EBEXEZ NV EDREBEEHICE D571 IV AEF APOBEC3G DT X / {LiEERE
EDSFHEOEA
Molecular mechanism of deamination inhibition of anti-viral factor APOBEC3G by five-
membered complex of HIV-1 Vif and host proteins
Ot F44 ! (Keisuke Kamba), ZZJ} & 2 (Satoru Unzai), #%FT T 3 (Ryo Morishita).,
BT S ¢ (Akifumi Takaori-Kondo), 7k [ 4% 1.5 (Takashi Nagata), J>F- 1EA 1.5 (Masato Katahira)
'K+ T A BT (Inst. of Adv. Energy, Kyoto Univ.), * BBk - ZE#5FF (Front. Biosci., Hosei Univ.),

PN 7Y —H AT (Fk) (CellFree Sciences Co.,Ltd.). * KUK + [ (Grad. Sch. of Med, Kyoto Univ.),
SHUK « T 3 B4 (Grad. Sch. of Energy Sci., Kyoto Univ.)
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[16:12]

JUFR P1' JERTFR TEV 707 7—E DR
Development of the versatile P1'-independent TEV protease
OKXE T8 12 (Chika Ohe), /Mg L 3 (Shingo Kosugi), 4¢3 I3 (Yasutaka Minegishi),
T H e (Hideo Ago), REIR 22 (Takashl Kumasaka), T ! (Kohei Takeshita),
AR e 12 (Masaki Yamamoto)
'RIKEN SPring-8 Center, Z:#5% BL 34 Gr. (Life Scie. Res. Infrastruct. Gr., Adv. Phot. Tech. Div., RIKEN SPring-8 Center),
2RI R AEARES 2 T- B KRS (Dynam. and X-ray Crystal., Grad. Sch. of Life Scie, Univ. of Hyogo).

oy Ry V— R &K (NPG CO., LTD),
‘JASRI, K559 (Res. and Utili. Div., Struct. Biol. Gr., Jap. Synchr. Rad. Res. Inst. (JSARI))

010 ¢

o (201) 7 Room & #01)
6A8H G /June 8 Wed) 16:45~ 19:45 Japanese / English Session

—ixC08E% % 10 / Oral Session 10
BiE%EWE / Structural biology

ER B KBS (E2EFRIERMMEREEEE) . FH Bt (REAFE)
Chairs : Taro Tamada (QST), Shuya Fukai (Kyoto University)

010-01

010-02

010-03

010-04

010-05

[16:45]

[16:57]

[17:09]

[17:33]

RERXBEMALES NI ERERBBERITONI T4

Pipeline of protein crystallography using long-wavelength X-ray

O il ! (Naohiro Matsugaki), 4| H Bi3% ! (Masahide Hikita), [LIH &4 ! (Yusuke Yamada),
SEA K 2 (Masahiko Hiraki), --H #2#k ! (Toshiya Senda)
UEn I R KERE - WOREIE - RESE A FgE L ~ ¥ — (SBRC, IMSS, KEK), 2 T % BEkE - BEW T %% ~ ¥ — (MEC, KEK)

SPring-8 ICHTD 7 714 ABFEHEEICDOVT

CryoTEM at SPring-8

OER Fpst 12 (Hideki Shigematsu), 7 —Lb1 7 J X b7 ! (Christoph Gerle)
"BRHF - SPring-8 (RIKEN SPring-8). * i ek 4% £ ~ # — (JASRI)

14-3-3 AU NVBEFTNY) VBT F K ADAM22 DERFORSEBEICDONT

Crystal structure of a 14-3-3 protein in complex with the doubly phosphorylated ADAM22
peptide

O#% % (Yan Liu)

BUK - B - {b2% (Dept of Chem. Grad Sch of Sci. The Univ of Kyoto)

RIETTIWNEVINIETAB2 D NZF RX A ICED K6 #EERIEXF /R ENEEER
Structural basis for specific recognition of K6-linked polyubiquitin chains by the NZF domain
of inflammatory signaling protein TAB2

25 A ' (Yanjun Li), B 3 (Kei Okatsu), O JEH > (Shuya Fukai), fiifé #i4 > (Yusuke Sato)

VHOK - BRI - X 74 A VISR Ay (Dept. of Comp. Biol. Med. Sci., Grad. Sch. of Front. Sci., The Univ of Tokyo),
20K - B - {b% (Dept. of Chem., Grad. Sch. of Sci., Kyoto Univ.),
P BHUK - T. - GSC & (GSC center, Grad. Sch. of Eng., Tottori Univ. )

AR GTP Y% —4%& /X7 5 PISPAK B - FR{E S AN LA ERRT IC AT =45 S BRI
Binding affinity analysis for structural analysis of the GTP sensor protein PI5P4KB-membrane
complex

OFEW Bmy! (Lisa Nagase), H1JI[ 51 2 (Fuhito Nakagawa), /NAFJE G 2 (Satoshi Ogasawara),
P v (Takeshi Murata), - 235 ! (Toshiya Senda)
ST - WRETE - KRS (SBRC, IMSS, KEK), 2 -3k - Bl - {k (Dept. of Chem., Grad. Sch. of Sci., Chiba Univ.)
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010-06 (17451 Lysozyme amyloid polymorphs with stronger cytotoxicity show enhanced side chain
motions
ORJ2 BN ' (Tatsuhito Matsuo), Alessio De Francesco™. Judith Peters™’
VR - BT AF GQLS, QST). P S YT - 5 v Y a7 YFSERT (ILL).

SNV =T - TVT A K (Univ. Grenoble-Alpes),
*CNR-IOM & INSIDE@ILL C/O OGG (CNR-IOM & INSIDE@ILL C/O OGG). °“Inst. univ. France (Inst. univ. France)

010-07 11757 RERMFEHERZOHKEFEICEZEETZ NV H KaiABC EEHLROBRIGEDHNA
Overall structure of the fully assembled KaiABC complex in circadian system analyzed by an
integrated experimental-computational approach
OMiIA HEBA ! (Yasuhiro Yunoki), A7 $ 2 (Atsushi Matsumoto), &5 filt ! (Ken Morishima)s,

22—V T3 (Anne Martel), KR—A— Y F F 3 (Lionel Porker), etk B! (Nobuhiro Sato),
BLEE R4 (Rina Yogo), &7k KM 5 (Taiki Tominaga), F I i A HR ! (Rintaro Inoue),

A Bifl 678 (Maho Yagi), BLH #% ! (Aya Okuda), &K FFH#E ! (Masahiro Shimizu),

B AT (Reiko Urade), <FPN —If 0 (Kazuki Terauchi), /¥ F5#2 2 (Hidetoshi Kono),

R 20 8 (Hirokazu Yagi), M %— 67,8 (Koichi Kato), #2111 1EBH ! (Masaaki Sugiyama)

"HOK - BEAWE (KURNS), * 57 RHR e R BERE (QST), ° 9w =+ 5 ¥ ¥ 2 3 V48T (ILL).
Y754y v aau v ET K (UBC), * BAFHFIIZEEEME (CROSS), © HARLFIFZobERS - 2 A8 & ~ ¥ — (ExCELLS),
T ERFL S IFSERERE - - TF IMS), S &ilikEE - 3 (NCU). * Sidnffik - R aFhE (Rits)

010-08 (18091 Multiple sub-state structures of SERCA2b reveal conformational overlap at transition
steps during the catalytic cycle
O £8 (Yuxia Zhang), /MR T 3 (Chigusa Kobayashi), ¥ I ! (Satoshi Watanabe),
W WA ¢ (Akihisa Tsutsumi), 7 )I] HEJE * (Masahide Kikkawa), %M 4534 ° (Yuji Sugita),
o2 Sk ! (Kenji Inaba)
"L K + £ 56HF IMRAM, Tohoku Univ.), ? H1[E#}4% (Chinese Academy of Sciences),

S PR - AR BE Rl EEE 2 ~ & — (Computational Biophysics Research Team, RIKEN ),
SHRURY: - KEBE - PRERAMFZER! (Graduate School of Medicine, The Univ. of Tokyo)

010-09 (18211 CryoEM ZRW=DNA XFIV b SV R T 15— 1 EHLTEF— T DEEEA
CryoEM Reveals the Activation Motif of DNA Methyltransferase 1
O/NEFH 3! (Hiroki Onoda), 2§l #3F ! (Amika Kikuchi), [LJE B 2 (Atsushi Yamagata),
Bk EF/T 2 (Mikako Shirouzu), FPY H 3 (Makoto Nakanishi), P§ 1] 35k 3 (Atsuya Nishiyama),
AH P! (Kyohei Arita)

VBT K+ 2@ EERE (Grad. School of Med. Life Sci., Yokohama City Univ.), ? Ffff BDR (RIKEN BDR),
> YUK + PR} (The Inst. of Med. Sci., The Univ. of Tokyo)

010-10 (1833 EHREEPHETFEERINICEVASHICEZNTF FEADIETEE
A high-resolution neutron structure reveals the nonplanarity of the peptide bond
OFER #2123 (Yuya Hanazono), “F-Bf 24 (Yu Hirano), 47 H — ! (Kazuki Takeda),
HT JByA S (Katsuhiro Kusaka), & AKHB 2 (Taro Tamada), =A FBFK ! (Kunio Miki)

"HUK « BEPE (Grad. Sch. of Sci., Kyoto Univ.), * &M « &2y (Inst. for Quant. Life Sci., QST),
P EERFEEFRLK - BEWF (Med. Res. Inst., Tokyo Med. Dent. Univ.), *JST + & % %31} (PRESTO, JST),
YK - 71 ¥ F 4 7 (Front. Res. Cent. for Appl. Atomic Sci., Ibaraki Univ.)

010-11 11845) 7/ NI FIPHABHOTORT ) — i
Allosteric Mechanism of Cyanobacterial Circadian Clock
Oifiith 9% ' (Yoshihiko Furuike), [AJ[l] Ji '* (Atsushi Mukaiyama), [II'F 54 * (Eiki Yamashita),
b (Takao Kondo), FKILI #5:& 1.2 (Shuji Akiyama)

VO - 2855 (CIMoS, IMS), ? #&6f K (SOKENDALI), ° Btk - & F1F (IPR, Osaka Univ.),
44K + BB (Grad. School of Sci., Nagoya Univ.)

010-12 (1857 Sphingobium sp. SYK-6 H13k MTHFR D#E &8s (C B DU /= LavRRIR
Crystal structure of MTHFR of Sphingobium sp. SYK-6 provides molecular evolutionary
evidence of a new type of MTHFR induced by demethylation
OF #i! (HongYang Yu), Ay 1M 2 (Naofumi Kamimura), T-HH J5#d ! (Miki Senda),
B P 2 (Eiji Masai), T-H 2% ! (Toshiya Senda)
VSR - WORERT - REXS AR AEESE | & — (SBRC, IMSS, KEK), 2 ERjHAkFM 2K (Nagaoka Univ. of Technology)

(58)



010-13 (1909 X #/NABELEIC K BDEN T 4 —IVT 1 > J % ER-60 DB HABEMERT
Solution structure analysis of the oxidative folding enzyme, ER-60 by small angle X-ray
scattering
OWH # (Aya Okuda), {i§/K T$# (Masahiro Shimizu), 5P R (Ken Morishima),
Ik L A HER (Rintaro Inoue), i 51 (Nobuhiro Sato), AliA FEBA (Yasuhiro Yunoki),
HH 4T (Reiko Urade), #IL 1EH] (Masaaki Sugiyama)
LUK - B4 WF (KURNS, Kyoto Univ.)

010-14 (1921 Structure and engineering of the type IlI-E CRISPR-Cas7-11 effector complex
Ol —7 ! (Kazuki Kato), Wenyuan Zhou?, [ HE! (Sac Okazaki), PRI % ! (Yukari Isayama)s,
V% 4142 ° (Tomohiro Nishizawa), Jonathan S. Gootenberg’. Omar O Abudayyeh’,
padg oA (Hiroshi Nishimasu)
"HUK - Je3F (RCAST, The Univ. of Tokyo), *McGovern Inst. for Brain Res. at MIT,

SR - A BERLS: (Grad. Sch. of Med. Life Sci., Yokohama City Univ.),
UK - BERL - 224k (Dept. of Biol. Sci., Grad. Sch. of Sci., The Univ. of Tokyo)

010-15 (1933 Paip2 IZ&5 poly(A) H* 50 PABP fREEDIEIE X H = X LDOERA
Paip2 competitively dissociates PABPC1 from poly(A) by accessing RRM2 of the poly(A)-
bound PABPC1
SRV ! (Takeru Sagae), ##JI] ELALT- ! (Mariko Yokogawa), (R i — ! (Ryoichi Sawazaki),
A B! (Yuichiro Ishii), il 1E 2 (Nao Hosoda), 2B Fi— 2 (Shin-ichi Hoshino),
LI Bl (Shunsuke Tmai), WEH — 3 34 (Ichio Shimada), OXK % [E i ! (Masanori Osawa)

! BEHE K B - 3R (Grad. Sch. Pharm. Sci., Keio Univ.), 2 2K - B R (Grad. Sch. Pharm. Sci., Nagoya City Univ.),
S PR - BEdER (Grad. Sch. Pharm. Sci., Univ. of Tokyo), * P - ZEfrk&ne Rl & ~ ¥ — (BDR, RIKEN)

D £18 (202) / Room D (202)
01 1 6E8H (K /June 8 (Wed) 16:45~ 19:25 Japanese / English Session

—fig05E%%*E 11 / Oral Session 11
J057#4—L - EBHAEBEIE / Proteomics / Protein engineering

ER:EHBE (RRIFXRF). BA TR (RRERKS)

Chairs : Tadaomi Furuta (Tokyo Institute of Technology), Mitsunori Shiroishi (Tokyo University of Science)

011-01 r164s) FEREMMMS /NI EEMR (PUREfrex) ZRAWVHER VNV BEAR
Synthesis of glycosylated proteins using PUREfrex
OBA 423! (Rena Matsumoto), 4+ 3E 2 (Tatsuya Niwa), FHIT e 2 (Hideki Taguchi),
S/ ! (Takashi Kanamori)

'Y—rv7u 747 (B (GeneFrontier Corp.), > BTk « BF%ERE « Mt >~ # — (Cell Biology Center, IIR, Tokyo Tech)

011-02 11657 Proteomic Analysis of Peripheral Blood Mononuclear Cell-derived Circulating
Proangiogenic Cells after Treatment of Iron-Quercetin Complex

O Phakorn Papan', Jiraporn Kantapan’. Nathupakorn Dechsupa’. Puttinan Meepowpan'.
Padchanee Sangthong'

'Dept. of Chem., Fac. of Sci., Chiang Mai Univ..
Research Unit of Mol. Imaging Probes and Radio., Dept. of Radio. Tech., Fac. of Assoc. Med. Sci., Chiang Mai Univ.

011-03 (1709 $I/NEIFKEER picALuc D77 r—>a V%
Development of the applications of a novel small luciferase, picALuc

OKE G5! (Yuki Ohmuro), & B! (Hayato Matsui), 3 R (Masaki Kanai),
w2 (Tadaomi Furuta)

" BT - JEBEBF (Technol. Res. Lab., Shimadzu Corporation).
2HTOK - A4 PIL (Sch. Life Sci. Tech., Tokyo Tech)
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011-04

011-05

011-06

011-07

011-08

011-09

011-10

011-11

[17:21]

[17:33]

[17:45]

[17:57]

[18:09]

[18:33]

[18:45]

HEFBERBICHTBBRI /N Y —dMac3 ZAWV:E b GPCR OFIRM E
Enhanced expression of human GPCRs using the translation enhancer dMac3 in
Saccharomyces cerevisiae
OHAY il (Yuuki Tamura), FHIEF ik (Kouya Tanzaki), J&Hl {%# (Hiroaki Shimada),
Hfi FSd (Mitsunori Shiroishi)
BILK - JoiE T - 24y T. (Dept. of Biol. Sci. and Technol., Tokyo Univ. of Sci)

EE7OT7TH IV A2V =KIBE GroE KFEE D GroE RZFMH T ICH TS REEIEORN
Quantitative proteomic analysis revealed the "fate" of GroE-obligate substrates under GroE-
depleted condition in Escherichia coli
OFF) #E W (Tatsuya Niwa), Z8% #&F- (Yuhei Chadani), FHI &4 (Hideki Taguchi)

JTOK - #F%ERE - Mt > & — (Cell Biol. Centor, IIR, Tokyo Tech)

ZRBEEF—TICBEBLERXM VAV EV JBEDHERT VA KBV NIERER
DIFE
Construction of protein complexes by computational design of domain swapping structures
focusing on secondary structure motifs
O/ W (Naoya Kobayashi), i H KB (Yuma Yoshida), BB Itk (Tsuyoshi Mashima),

& &2 (Shun Hirota)

ZZBEMR - WE (Mat. Sci., NAIST)

MBS PIOLCDODRXA VATV EY T 2 EFBEDHERT Y1
Computational design of domain-swapped dimeric structures of a thermostable c-type
cytochrome
O H f&F (Yuma Yoshida), /MBE L (Naoya Kobayashi), FLJg WIS (Tsuyoshi Mashima),
JEH % (Shun Hirota)
ZRRLERK - WL (Mat. Sci., NAIST)

CutA1 EFEEREEER & L =2 li{LD FR#MHFFOKE
Design of multivalent molecular recognition elements based on structural modification of
CutA1
O5rp ¥47 (Hiroyuki Imanaka), HTH ik (Kodai Yamada ), FAH E2Z (Naoyuki Ishida),
LA #EvE (Koreyoshi Imamura)
P 1K BE « F1#R (Grad. Sch. of Nat. Sci. & Tech., Okayama Univ.)

XA L- EF FUICHRDICHESTIAZRBEGFA ML T MPED OB

Mirror-image streptavidin with specific binding to non-natural L-biotin

OEE B! (Masatoshi Suganuma), AP KLt ! (Takuya Kubo), FA & ! (Kengo Ishiki),
T gk ! (Kota Tanaka), ZHJ# ¥ = ! (Kouzou Suto), {I.J5 K ! (Daisuke Ejima)s,
LA (Masahiro Toyota), AR 15 343 (Kouhei Tsumoto), i FlJ=¢ ! (Toshiyuki Sato),
Pa)Il #%— ' (Youichi Nishikawa)
'Y AR v & A (Sysmex Corp.), > KPRHFAKBE « B (Grad. Sch. Sci., Osaka Pref. Univ.),

SHUKEE « T - b2 (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo).
YHOKEE - T+ 234 =~ ¥ (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo), ° Bk + BEERHIF (Inst. of Med. Sci., Univ. of Tokyo)

Cockroach proteins as a source of sustainable food
OPZZAV. 2 2 (Leonard Chavas)
%k K (Nagoya Univ.)

Engineering of DNA Sliding Ability And Target Search Elucidation Of Cas-family Proteins
Using Single-Molecule Analysis

ONFNVY— YTy 12 (Trishit Banerjee), E5ff 28 A ! (Hiroto Takahashi),
Dwiky Rendra Graha Subekti'”, #J i% A '* (Kiyoto Kamagata)

'IMRAM, Tohoku Univ. (IMRAM, Tohoku Univ.),
KRR « BEAIEGERE - FE4EF) (Dep. of Chem., Grad. Sch. of Sci., Tohoku Univ.)
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011-12

011-13

[1857) HRMNTF ROV T 15— M KBREFEREMD ADCC FHEEERUARERDME L
Specific peptide conjugation boosts effector function and improves thermal stability of
therapeutic antibody by blocking Fc dynamics
OARTE BN ! (Masato Kiyoshi), WA 7% 2 (Makoto Nakakido), %[ %7 ! (Hiroko Shibata),

EMA e (Satoru Nagatoishi), HAS {5 23 (Kouhei Tsumoto), {5 #i—. 4 (Yuji Ito),
Ak W' (Akiko Ishii-Watabe)

U] 37 [ 3 £ i AR WFZE T (National Institute of Health Sciences),

PHRURRE « TR WFZERE (Dept of Bioengineering, School of Engineering, The Univ. of Tokyo),

SHRUK « ERMAWEZERT (The Institute of Medical Science, The Univ. of Tokyo),

4B RS KRR - FET4#RF2E%) (Dept of Chemistry and Bioscience, School of Science and Engineering, Kagoshima Univ.)

(1909 KEBEYE FORBRETHRZER LT HUSMBEFE Cre-loxP B FHER A FHHE R ORRE
Chemogenetic control of the Cre-loxP recombination system based on dihydrofolate
reductase
O J&Z (Fuun Kawano), il 5 (Moritoshi Sato)

HHUKRE « #8E ALFFEFR} (Graduate School of Arts and Sciences, The Univ. of Tokyo)
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Computation/Information science Protein/Cellular functions, Imaging,
Biophysics, Protein folding

PR BN IER (RALKRE). KA RIE (MR KFE)
Chairs : Masaki Okumura (Tohoku University), Eri Chatani (Kobe University)
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[13:50]

[14:02]

[14:26]

[14:38]

[14:50]

[16:02]

Shifting mechanism of absorption energy in intermediate states of bacteriorhodopsin
OWpHs %! (Tomoyasu Noji), £t & 1,2 (Hiroshi Ishikita)

VR R S £ ~ ¥ — - HUK (RCAST, The Univ. of Tokyo). 2 J&F{L4% - # K (Dept of Applied. Chem., The Univ. of Tokyo)

Integrated Simulation for Antiviral Drug Discovery and Design
O Kowit Hengphasatporn, #H F M (Yasuteru Shigeta)
FHARHENZEE v & —. $IEK (CCS, U of Tsukuba)

BSFER AV IRANVEICKDIHBRE#AD 3 v VEFIHEE
A novel mechanism for the regulation of heat shock response by small heat shock protein
O=Hi > < & (Tsukumi Miwa), T &4 (Hideki Taguchi)

HOLK - WFERE - it >~  — (CBC, Tokyo Tech)

KIFEAR TR U RREEMHIBIR A BEOAH AN T 55 EORER
Development of a method to prepare posttranslationally modified recombinant proteins in E.
coli
K35 #EWL (Shiho Ohba), /INpk IEFI (Masakazu Kobayashi), Z2H #& (Atsushi Shibata),
%W T3 (Chihiro Ando), Pk f (Kei Hirabayashi), Oyt 75If (Hidetaka Torigoe)
HORTHRLK - B - o JHABZ# (Dept. Appl. Chem., Fac. Sci., Tokyo Univ. of Sci.)

Kinesin-1 ;&L D in vitro B

In vitro reconstitution of a coordinated Kinesin-1 activation

OT-#% &7 ' (Kyoko Chiba), F}3J fiifi- ' (Shinsuke Niwa), Richard J. McKenney”
YHAEK - S#BRF (FRIS, Tohoku Univ), ? #1) 7 4 V=7 K& 7 — ¥ 2K (UC Davis)

BREXAFGAAXA—D VT AVEHSBREDIANNT ) —8H : 2 NVEOBEET1 T
XY AEHA
Label-Free Autofluorescence Lifetime Imaging Revealed Protein Structural Changes in
Droplets Formed via Liquid-Liquid Phase Separation
OHMJEL £ (Shinya Tahara), A4l 52 (Uchu Matsuura), H&ZA< FLH] (Shinji Kajimoto),

HhAk 2£FI (Takakazu Nakabayashi)

WL K - 3§ (Dept. of Pharm. Sci., Tohoku Univ.)

IRE1 DEESIKBEILICE DR LA UANIVEMEEOME

Oligomeric state change of IRE1 senses the level of stress

OrMg it 3 (Motonori Matsusaki), 1] i 7] 4 (Takeshi Yokoyama), YK FE5 4 (Atsushi Tsugita),
b AEE S (Shingo Kanemura), L &1 6 (Michiko Tajiri), B Hy-© (Satoko Akashi),
PR ! (Tomohide Saio), HRZE FlfK 3 (Kenji Inaba), PR T 2 (Masaki Okumura)

VR SR - JeURIESE (Inst. of Adv. Med. Sci., Tokushima Univ.), * BU4bK « BEHF (FRIS, Tohoku Univ.),
ALk - % 56hF IMRAM, Tohoku Univ.), * Hidbk « ZEfy (Grad. Sch. of Life Sci., Tohoku Univ.),
° B4k - B (Grad. Sch. of Sci., Kwansei Gakuin Univ.), * B K « 2 @5 (Grad. Sch. of Med. Life Sci., Yokohama City Univ.)
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[16:26]

[156:38]

[15:50]

[16:02]

7 X0 MgMAERhRAOBEREEEZNEE -1V AV BRET 1 TV /=5 ERVH
ol -

Structural development of prefibrillar intermediates of amyloid fibrils -A case study using
insulin B chain-

OlA B! (Naoki Yamamoto), A%+ f&B{ 2 (Eri Chatani)
"HIREEX - PR (Sch. of Med., Jichi Med. Univ.), * fllj7 K - B (Grad. Sch. of Sci., Kobe Univ.)

127 NVIVYEBRRT A VEREB R AL VIEBamA L& TFH/ T RAIANTEYTIE
h3

Transmembrane domain of Haemophilus Influenzae adhesin is assembled into nanodisc by
BamA

O A HH T ' (Eriko Aoki), HEJE F1K * (Kazuo Fujiwara), 11T HE5E > (Masamichi Ikeguchi)
VAR - BESETF (GaLSIC, Soka Univ.), * Allfili K - ZE & B2 (Dept. of Biosci., Soka Univ.)

P53 D7 EINT 7 AFEH - 7 I0O4 FEEMAE DNA HEEHE & OEREFR
Relevance of amorphous and amyloid aggregates of the p53 to its DNA-binding activity
OHILY 2! (Emi Hibino), K¥F [l:& 1.2 (Takeshi Tenno), K{H] 75— 1.2 (Hidekazu Hiroaki)

"% K - )3 (Grad. Sch. Pharm. Sci., Nagoya Univ.), “BeCellBar

Fab AD R XA V[ SS #HEBARRMENE{L LIChAFEDRE R ZHLEEES
Introduction of inter-domain SS bond into Fab domain improve antibody stability without
affinity change
O H %% 52 (Tomofumi Nakada), Fij Fl BL# (Shingo Maeta), J:{ /3% (Nobuyuki Ide),
fa7K # (Atsushi Fukunaga)
YA A v 7 ARk &L (Sysmex Corporation)

KEEREZ NI EDEEEICE DV L FNEEERRIR
Analysis of in vivo function based on the dynamic behavior of ice-binding proteins

OB ¥## Bish (Masahiro Kuramochi)
KIRK + BRI (Grad. Sch. of Sci. and Eng., Ibaraki Univ.)
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