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Channel 1
681618 (K) / June 16(Wed.) 14:00 ~ 14:30

| #WEEWF / Structural biology (1P-01 ~ 1P-25)

EER WO R BAFREAF). K BN (BWEHILKE)

Chairs: Hiroshi Yamaguchi (Kwansei Gakuin Univ.), Terukazu Nogi (Yokohama City Univ.)

1P-01*

1P-02*

1P-03*

1P-04*

1P-05*

1P-06*

BMBITAR—EEARRIZ R VINJE IscU IZHT S [2Fe-2S] D5 [4Fe-4S1 A\ND Y T AR —FHDIE
EEAE
The structural basis for two [2Fe-2S]-to-[4Fe-4S] cluster conversion on the iron-sulfur cluster
biosynthetic scaffold IscU
OB fii>F- (Kouhei Kunichika), HiFY SE#F (Ryosuke Nakamura), 3 52 (Takashi Fujishiro),

1% FEBA (Yasuhiro Takahashi)

W EK - PET. - A MFFF (Dept. of Biochem. Mol. Biol., Grad. Sch. Sci. Eng., Saitama Univ.)

=8 IRAY CK2a1 FHERIDEIHZBHE L7 P I RLSMORBREHIBO/EA
Inhibition mechanism of a nitrile derivative aimed for producing highly selective CK2a1 inhibitors
O 7! (Asaka Ikeda), #I11EA ! (Masato Tsuyuguchi), HiA) B4l 2 (Shinya Nakamura).,

P A2 (Keiji Nishiwaki), fHp4 Zj 2 (Isao Nakanishi), AT 25 ! (Takayoshi Kinoshita)

URBRAFK « B+ P (Grad. Sch. of Sci., Osaka Pref. Univ.), 235K + 3 (Fac. of Pharm., KINDAI Univ.)

KIM 5 FEHE ERK2 73— EEER O ERHF DRZA

Molecular basis for inhibition mechanism of a KIM-competitive ERK2 inhibitor
EHH ZEm! (Mayu Yoshida), 7% f&HA{E ! (Yurika Mori), 7kK)J8 3¢ 2 (Haruna Nagao), & [EW] 2 (Masaaki Sawa),
AT 2! (Takayoshi Kinoshita)
'KBRF K BB (Grad. Sch. Sci., Osaka Pref. Univ.), > )b F /34 F 44 I~ X (Carna BioSciences)

BRI —T O switching L&) OdBTE FOSFF—EOEEREBADF S
Contribution to substrate recognition of malate dehydrogenase by its catalytic loop switching
OTFE B2 (Yuya Shimozawa), P42 J50f ! (Yoshiaki Nishiya), fl 4 7% > 1.2 (Kohei Sasamoto).,

KL Wk 2 (Tomoki Himiyama), Wi % 2 (Tsutomu Nakamura)

Y OKRE PR H: 45 (Grad. School. Sci. Eng. Setsunan Univ.),
2] S E B 76 N SE BN RA IESERT (AIST (National Institute of Advanced Industrial Science and Technology))

771 ABFRMIRIC KB BHIBEE b5 > AR — 42— P-glycoprotein D#EERZR
Structural analysis of the multidrug efflux transporter P-glycoprotein by Cryo-EM
OB I FUIT ! (Norie Hamaguchi), %3 % 2 (Naruhiko Adachi), P& 2k 2 (Toshio Moriya)s,
I BN 2 (Masato Kawasaki), Fj S ! (Sisi Chen), FiA) Stse ! (Kousuke Inamura),
ZZH A ! (Satoshi Yasuda), -H {2k 2 (Toshiya Senda), /INAFJE &y ! (Satoshi Ogasawara),
AN ! (Takeshi Murata)
LT3k « B - {L (Dept of Chem, Grad Sch of Sci, Chiba Univ), 25T % A - MHEWE - BE3E2EY (IMSS, KEK)

CaldanaerobacterBAR 7 FINF 2T T AT 57— EDEERTE & Rt T
Structure determination and reactivity evaluation of acetylxylan esterase from Caldanaerobacter
Ol % A% JES 12 (Kohei Sasamoto), | {# Fi5k 12 (Yuya Shimozawa), JKVLILI #52& 2 (Tomoki Himiyama)s,

ECS A (Kunihiko Moriyoshi), KA 12 3 (Takashi Ohmoto), _[13H #5— 4 (Koichi Uegaki),

(g A (Yoshiaki Nishiya), Wi % 2 (Tsutomu Nakamura)

YH KK - BET. - 4:4¥ (Grad. School Sci. Eng. Setsunan Univ.), 2BERSHF (AIST). SKFREFMF (ORIST), YK - 4 (Kindai Univ.)
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1P-07*

1P-08*

1P-09*

1P-10*

1P-11*

1P-12*

1P-13*

1P-14*

TGF- B JFINEEHZERTF SMAD2 KU SMAD3 ® MH2 XA (CE 1155
MH2 domains of SMAD2 and SMAD3 in TGF-f signaling have different biophysical characteristics

OREdk Fg ! (Kazuki Kusubayashi), &7 [ fd— ! (Kenichi Miyazono), i &1 ! (Tomoko Ito),
WE 82 (Akira Kurisaki), .28 # ! (Masaru Tanokura)
lﬁj{ < B o AR} (Grad. Sch. of Agric. and Life Sci., Univ. of Tokyo), zi%ﬂﬁfﬁﬁ < S Ah4 (Grad. Sch. of Biol. Sci., NAIST)

HRL I F a2 NG EDEE EHBEEDREIR

Structure and function analysis of a novel lectin like protein

Ol Kae! (Hiromu Kageyama), /NI 722 ! (Kako Onodera), A} 42 13 (Takashi Matsui),
NI ] 12 (Tomohisa Ogawa), Af Il #F] ! (Takeshi Yokoyama), HH =Y (Yoshikazu Tanaka)
"Bidb K - Ay (Life Sci., Tohoku Univ.), “H{4bK + B (Agri. Tohoku Univ.), *JLHL - BBl (Sci. Kitasato Univ.)

EERR T 20 -1- U UBEBEAOERIEERT

Structural analysis of active sphingosine-1-phosphate receptor

O M & A8 12 (Shintaro Maeda), HER #fifs 34 (Yuki Shiimura), % 755 3 (Hidetsugu Asada),
SER A (Kunio Hirata), Fangjia Luo’. Rk EHT>° (Eriko Nango), I fR&ES 7 (Asuka Inoue),
AR 0 (So Twata), #KJE MK ! (Masatoshi Hagiwara)

B0k -+ & - Al (Dept. of Drug Discov. Med., Kyoto Univ.), “HiK « [ « JEHE (Dept. of Anat. and Dev. Bio., Kyoto Univ.),
3}4?:j( . [% . ﬁj\?‘ (Dept. of Cell Bio., Kyoto Univ.), 47\5‘;"’*#{ . ﬁ"jﬂi}f (Inst. Life Sci. Kurume Univ.),

SPRAT - SPring-8 (Riken SPring-8), I A + £ IGHF (Inst. Multidiscip. Res. for Adv. Mat. Tohoku Univ.),

THALK - # - 24k (Dept. Mol. Cell Biochem. Tohoku Univ.)

Day 1 (June 16)

Young Poster Award Flash Talk

NMR IZ&B 2= a3V 2 EZDERKBOILIFEERR

Structure analysis of chignolin and its mutant by NMR

O/ ! (Shumpei Koroku), Gk MG ! (Ayori Mitsutake), FLILI & 3 (Yutaka Maruyama),
AN e 2 (Koh Takeuchi), 4 Wk 2 (Misaki Imai)
WHAKFRPRE BERRER P B (Meiji Univ), ZBERSHE (AIST), “BMLAZREZERT (RIKEN)

=ESNMREZRAWRL Y PTERE X /N E OspA OXHEHREEICET 2%
A High Pressure NMR study of the Intermediate of Outer Surface Protein A (OspA)
O Htity ! (Junya Yamamoto), At{R Al— KR 2 (Soichiro Kitazawa), JLJE 5& 2 (Ryo Kitahara)
NPT - 3 - 3P} (Grad. Sch. Pharm,, Ritsumeikan Univ.), VA4 - 3£ - B3 (Coll. Pharm. Sci., Ritsumeikan Univ.)

REHIBFRD /=D Lyssavirus P BEH C Kifs N X 1 IBERER
Structural analysis of lyssavirus P-protein C-terminal domain for understanding pathogenesis
Okl 3! (Aoi Sugiyama), BRjF: B ! (Tomo Nomai ), I¥ JKJik ! (Xinxin Jiang), F§ ARK ! (Miku Minami ),
Al B9 | (Katsumi Maenaka), /i A * (Naoto Ito), Paul R. Gooley’. Gregory W. Moseley*,
Ik B! (Min Yao), Rl B2 L5 (Toyoyuki Ose)

b kkz « A:45Bk4% (Grad. School. Life Sci., Hokkaido Univ.), I EL ARz « 428 (Grad. School. Applied Biol. Sciences, Gifu Univ.),
*University of Melbourne, ‘Monash University, *JST & & %3i} (JST PRESTO)

WHRE Streptomyce sp.590 HI3E L- X F 7 Z Bk EEEESR Y421F ZRED X RiEREERIR
X-ray crystallographic structure analysis of L-methionine decarboxylase Y421F mutant from
Streptomyce sp. 590
O ! (Tomoaki Inoue), A ¥4 ! (Saki Hashimoto), KJI| ¥4H] 2 (Atsushi Okawa),

A K 2 (Takashi Tamura), FfdH £f— 2 (Kenji Inagaki), JE{H %4 ! (Shigeharu Harada),

) e (Tomoo Shiba)

"MK - BE - JBZE (Dept. Appl. Biol., Grad. Sch. Sci. and Tech., Kyoto Inst. of Tech),

2R - B2 - BR¥%4E 4y (Grad. Sch. Env. & Life Sci., Okayama Univ.)

FRELT 72— IpaH1.4/2.5 IC& D EHIKAR ) LEFF 2 #HERKEEFR (LUBAC) RIS I8 DRZIR

Structural basis for the recognition of the linear ubiquitin chain assembly comple (LUBAC) by the

Shigella effector IpaH1.4/2.5

OFAR BEAN! (Keito Hiragi), P4 H i 2 (Akira Nishide), A Bif 3 (Kenji Takagi), 73 —% 4 (Kazuhiro Iwai),
FH IVR? (Minsoo Kim), 7KJ5 fEHH# ! (Tsunehiro Mizushima)

"R B 2R A PR (Grad.Sch. of Life Sci., Univ of Hyogo), 23ik - [ - R 30H - EBS Lt & > # — (Med. Edu. Ctr.,, Kyoto Univ. ),
33%[[[%‘%‘ (NIT, Tsuyama College), 4?:%[3}\ « E - HIB% (Dept. of Mol. Cell Physiol., Kyoto Univ. )
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REHENXEOYE AzamiGreen ERFICH T HFBHAREDIESER
Structural basis of red emission from a mutant of a green fluorescent protein, AzamiGreen
OKRFE sz ! (Shiho Otsubo), #7JII H.% 1.2 (Norihiro Takekawa), 44 f#FL 2 (Hiromi Imamura),

S BB (Katsumi Imada)

"Wk - BB (Grad. Sch. Sci., Osaka Univ.), 2BEUK « B « 424582 (Grad. Sch. Biost., Kyoto Univ.)

JERFEIMIVA P EOEICLBTEEDREEBAEHIEDAEA

Elucidation of host immune pathway inhibition mechanism by rabies virus P-protein

Om Hk! (Miku Minami), #Z[l] 2% ! (Aoi Sugiyama), BRI B 2 (Tomo Nomai), ¥ Rk 2 (Xinxin Jiang),
B e 2 (Katsumi Maenaka), Bk [% ! (Min Yao), Rl B2 ! (Toyoyuki Ose)

kB - E45FF4 (Grad. School. Life Sci., Hokkaido Univ.), 2JtkRg « 3 (Faculty of Pharm. Sci., Hokkaido Univ.)

CBLAEFF 2V i—ENEREXRGFOEMMEZNE SUELFHME
Biophysical and biochemical analysis of cancer related mutant of CBL ubiquitin ligase
OFf: e ! (Yan Du), fEjHE 51 2 (Takashi Sato), PR BAR 2 (Hiroshi Morioka),

I etk 2 (Yoshihiro Kobashigawa)

"REA K 23 (Grad. Sch. Pharm. Sci. Kumamoto Univ.), “HEAS KB d B} 5% (Fac. Life Sci. Kumamoto. Univ.)

AT U AREBRICEL U EBEEREDIINI =T LI EGBEE DR RISE & RIS
Crystal structure and reaction mechanism of a novel carbazole prenyltransferase from
Streptomyces
OXK% k! (Hironori Suemune), 7K P& 23 (Ryuhei Nagata), /I IEBR 2 (Masaya Kobayashi).,

T I (Tetsuro Shinada), PY Il B 56 (Makoto Nishiyama), &1 5§ A 26 (Tomohisa Kuzuyama),

et #i ! (Yusuke Sato), H¥p %41 ! (Tomoya Hino), 7k ¥f B ! (Shingo Nagano)

VESHUK 52 1. (Grad. Sch. of Eng., Tottori Univ.), “Hi ARz « f4:%} (GSALS, UTokyo).

HARFMIRB AR MIFZE B PD (Research Fellow PD), “XBiifi A « il (Faculty of Science, Osaka City Univ.),
SHOK -« ZEM T%% (BRC, UTokyo), “H{K + CRIIM (CRIIM, UTokyo)

E b STOMSPFH F XA > DI FEEDRE EERE TR T % ZEFDERT
Determination of the structure of the human stomatin SPFH domain and analysis of the
oligomerization formed at high concentrations
OF M B! (Koki Kataoka), $5A FHK ! (Shota Suzuki), KEp W& ! (Takeshi Tenno),
& 4T (Natsuko Goda), H LU #53% ! (Emi Hibino), HAT B 2 (Ken Bessyo),
BT 482 (Kingo Takiguchi), KMg 584 ! (Atsunori Oshima), FEHH 75— ! (Hidekazu Hiroaki)
14, Kb - All3 (Grad. Sch. Pharm. Sci., Nagoya Univ.), 44k « Bl - ZE4y (Div. Bio. Sci., Grad. Sch. of Sci., Nagoya Univ.)

T—aAN—ABREHBER I 2 L—2a ZRAVE. SUNIBETYLUICBIIBBaBEF—T7DL

SAZYT PDIBEHEDRE

Design rules of the register shift of the Bafmotif in protein structures: A database analysis and
computational verification

OF H #i2} (Hiroto Murata), T 554 {3 (George Chikenji)

2K+ 1. - ¥ (Dept. of App. Phys., Nagoya Univ)

mEFI N > JiEaBWERYIE 707 7 —E O ETFEME BN TR
Single-particle electron microscopy on an intramembrane-cleaving protease using the antibody
labeling technique
O& % #yT ! (Rie Aruga), WA RF 2 (Mika Hirose), 31 ( HAY ) F4%+ ! (Risako Tamura-Sakaguchi),
41 FE (Mika Kaneko), I SRR ° (Yukinari Kato), I ¥Z 2 (Takayuki Kato),
R s (Kenji Iwasaki), K &l ! (Terukazu Nogi)

UBEIET K« BRZEAIE (Grad. Sch. of Med. Lif. Sci., Yokohama City Univ.). PR + ZZEAWF (Inst. for Prot. Res., Osaka Univ.),
SHALK - BEPE (Grad. Sch. of Med., Tohoku Univ.), “$i%K + 444 4 F I 7 A (TARA, Univ. of Tsukuba)
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1P-22*

1P-23*

1P-24
(WS2-4)

1P-25*

Actinobacteria®& D#RO R T VEOER

Novel group of rhodopsins in Actinobacteria

Oy gizs! (Mako Ueno), #f 51k 2 (Fumio Hayashi), Il & 34 (Takashi Kikukawa),
Bl aF s b0 (Masashi Sonoyama)

lﬁf,%j( « BEBE T (Sch. of Sci-Tech., Gunma Univ.), zﬁ,%j( - BEEF0FT & (Ctr. for Inst. Analysis, Gunma Univ.),
ek - Bedeut A 4Bl S# (Fac. Adv. Life Sci., Hokkaido Univ.), *Jtk + GI-CoRE (GI-CoRE., Hokkaido Univ.),
SEER K+ RSB (GUCFW., Gunma Univ.), *BEHSK « frf@tiét (GIAR., Gunma Univ.)

DY HAER M MIEFNIESELAEOY S 2KBEEIRT S 16 MIKEBLEF L 20 iKFER
DREH*A DXL

Reaction mechanism of C16 hydroxylase and C20 dehydratase, which metabolically convert toxic
spirosolans in potato and tomato
Ol b ! (Asami Miyazaki), I #4~ 2 (Keisuke Fujiyama), i #is0 2 (Yusuke Sato),

HE 2 2 (Tomoya Hino), K% 1EiR 3 (Masahiro Mizutani), FkIlI %X 3 (Ryouta Akiyama),

T i S 3 (Junpei Kato), #E[H & 4 (Yasuteru Shigeta), FEH] St 4 (Mitsuo Shoji),

AR B2 (Shingo Nagano)

‘%HXU: - Bedie Pkt 4 (Grad. Schl. Sus. Sci., Tottori Univ), ZE‘,H‘ZjC « B2 1. (Grad. Schl. Eng., Tottori Univ.),
SPE K - KR (Grad. Schl. Agr. Sci., Kobe Univ), “$I% A - 518822052+ ~ # — (Cent. Comput. Sci., Univ of Tsukuba)

RAZ—BIEmY) FUF / Withdrawn from Poster Award

AEOQT7FAVICHE T BMET 7 F > MreB O ATP hiok 53 #FiiE

Mechanism of ATP hydrolysis in bacterial actin MreB of Spiroplasma

OEkE K ! (Daichi Takahashi), JJE Al 1.2 (Ikuko Fujiwara), 4-H JBE 3 (Katsumi Imada).,
BH BN (Makoto Miyata)

'"KPII K - BB (Grad. Sch. Sci., Osaka City Univ.), “BI&r 53 - KPLTi K (OCARINA, Osaka City Univ.),
SBEK - BB (Grad. Sch. Sci., Osaka Univ.)
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Channel 2
6B 16 H (K) / June 16(Wed.) 14:00 ~ 14:30

FEREZ - BE8R#ES / Computation/Information science (1P-28 ~ 1P-47)

ER AT B (RXHE). BN AL EdEIREFERE>2—)
Chairs: Kengo Kinoshita (Tohoku Univ.), Hisashi Okumura (ExCELLS)

1P-28*

1P-29*

1P-30*

1P-31*

1P-32*

1P-33*

1P-34*

The stability of HSP9ONTD and co-chaperone p23 by the domain swapping in HSP90 dimer
OfE HAP (Lisa Matsukura), B F i#;Z (Naoyuki Miyashita)
SEK - BB P T, (BOST, KINDAI Univ.)

RFEV A E THEIAT D455 X FIVLEESE DNMT1 OEHE A H= XL

Molecular Dynamics Simulations Unveil the Activation Mechanism of DNMT1

Offm s ! (Takunori Yasuda), FRH FEff 2 (Rikuri Morita), [ & & 2 (Yasuteru Shigeta),
B B2 (Ryuhei Harada)

UK - BET - AsHb - 2B} (Master's Program in Biology & Doctor program in Biology, Univ. of Tsukuba).
2R RSB 9E 2 ~ # — (Center for Computational Sciences, Univ. of Tsukuba)

EMLEB7I/EBEMIRAFR—52—1 EBAEH] JPH203 OFAEBETA
Prediction of the binding pose of the inhibitor JPH203 in the human L-type amino acid transporter 1
OFH Eifg! (Natsumi Yoshida), A & ! (Toru Ekimoto), [LIH %% 2 (Tsutomu Yamane),

SR BT (Tokiko Suzuki), EJE 1~ 3 (Hitoshi Endou), I {iijf 1.2 (Mitsunori Tkeguchi)

BTl K - ZEARIE (Dept. of Med. Life Sci., Yokohama City Univ. ). “BEHF MIH (RIKEN MIH),
3V 247 7 —< k4t (J-Pharma Co., Ltd.)

Parallel Cascade Selection Molecular Dynamics/Markov State Model IC&B 2 INVBE—R 2N
EEAHOESHRMIETME

Evaluation of binding affinity for protein-protein complexes by Parallel Cascade Selection
Molecular Dynamics/Markov State Model

O % HiAli (Yoshiki Miyazawa), Tran Duy, Phuoc. 714} #lif (Kazuhiro Takemura),
L2 W (Akio Kitao)

T K - 24y (Dept. of Life Science and Technology, Tokyo Tech)

HAEL - 2FFMD 22 1L—2 3 VICKFEERRESHICETS DNA BENT IO
DNA Transcription Bubble in Transcription Initiation Complex studied by Coarse-grained and All-
atom molecular dynamics simulation

Off JUME (Genki Shino), 5 H %~ (Shoji Takada)
TR - B - AW Fl4~ (Div. of Bio. Sci., Grad. Sch. of Sci., Kyoto Univ.)

Virtual-system coupled canonical MD i:ZIC & BEBEFEF PC4 DXRAXMERHICH TS VP16 FEE X H
X LD
Elucidation of binding mechanism between intrinsically disordered region of PC4 and VP16 by
using virtual-system coupled canonical MD
oF s (Qilin Xie), H¥p Mk ! (Yuta Nakano), P51 ffifi ! (Yusuke Sakai), AFJ5 #5K 2 (Kota Kasahara),
e E— 3 (Junichi Higo), H[11 i3 4 (Masafumi Nakayama), &4 Hitl 2 (Takuya Takahashi)
ISE A fi g« Bt - 24y (Grad. Sch. Life Sci., Ritsumeikan Univ.), 23745 fifi & + 2424y (Coll. Life Sci., Ritsumeikan Univ.),
SRR - Bi - ¥ 3 2L — ¥ 3 ¥ (Grad. Sch. Simulation Studies, Univ. Hyogo.),
4ﬁ€ﬁﬁﬁﬁ « 3 (Coll. Pharm. Sci., Ritsumeikan Univ.)
18 REF A I—TIMEERIRRNTF RO I aLb—2arTF— 20O
Analysis of simulation data of 18-residue thioether-bonded cyclic peptides
OWFIT KM (Daiki Noguchi), Stk MifCHE (Ayori Mitsutake)

K - BT - WP (1st Group of Biophysics, grad. of Science and Technology, Meiji Univ.)
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1P-35*

1P-36*

1P-37*

1P-38*

1P-39*

1P-40*

1P-41*

1P.42*

Dynamics of Close-Open State of CALB Obtained by Parallel Cascade Molecular Dynamics
Simulation and The Markov State Model

O Wijaya Tegar, N, Jtfg 3] (Akio Kitao)

WL TSR P T 22 B A v BIL T 42 % (Tokyo Institute of Technology, School of Life Science and Technology, Department of Life
Science and Technology)

AILF O F v RIVDLREFRFHINFEI2L—a >

An artificial ion channel studied by all-atom molecular dynamics simulations

Ol BT (Mayuko Nakagawa), AR ! (Toru Ekimoto), [LIAR %% 2 (Tsutomu Yamane).,
AT 3 (Takahiro Muraoka), i 115 4 (Kohei Sato), )& %4 4 (Kazushi Kinbara),
M G (Mitsunori Ikeguchi)

UBRIRT K - 44K (Dept. of Med. Life Sci., Yokohama City Univ.), “Ffff MIH (RIKEN MIH),
3$E%Iﬁ « . (Inst. of Eng., Tokyo Univ. of Agr. and Tech.), 4%]:7( « AP T, (Sch. of Life Sci. and Tech., Tokyo Inst. of Tech.)

Investigating the dissociation process and kinetic rates of DBD-p53/DNA complex by PaCS-MD
and MSM

O NI —2Z ENRAR2 (Mohamed Marzouk), JbJ& #2W] ! (Akio Kitao)

'K - B4y BT (School of Life Science and Technology, Tokyo Institute of Technology),
*Physics Department, Faculty of Science, Ain Shams University

PHF(Tau-fibril) DEAETFNDHFFENE S I 2 L—2 a2 & PET RRIOFEAEBHI RN F—EE
Molecular Dynamics Simulation of Paired Helical Filament (Tau-fibril) and the binding free energy
calculations of PET tracer
OKRZH ikt ! (Masaki Otawa), HIrp %% 2 (Rana Tanaka), = T {2 ! (Naoyuki Miyashita),

JECH FE— (Ryuichi Harada), AA #i— ! (Yuichi Kimura), 7R $£= 4 (Shozo Furumoto)

SRR - AW BT - ZE4K Y A (Dept. of Biol. Sys. Eng., Sch. of BOST., KINDAI Univ.),
TEK - A4 VA - MW (Dept. of Virus. Res., Grad. Sch. of Cell. Reg., Kyoto Univ.),
S K - B - BEF}S: (Dept. of Pharm., Grad. Sch. of Med., Tohoku Univ.),

‘Bidek - CYRIC - BE34% (Dept. of Radio. Chem., Grad. Sch. of CYRIC., Tohoku Univ.)

BFIaAL—ayERAVVE. FLF OO0 2 RBHEOEBHEEOMRE
Structural dynamics of orexin2 receptor using molecular dynamics simulations
ORMiIE B2 (Shun Yokoi), Stk HifCHE (Ayori Mitsutake)

WG K + P (Dept. of Physics, Meiji Univ.)

TGIF-1 RAZMEEHD ) >V BELIC K S HEHERIEHEIE O RZIR
Molecular mechanism of functional regulation of TGIF-1 by phosphorylation on its intrinsically
disordered region
O MR (Yuta Nakano), #f jill#k 2 (Qilin Xie), I Hif~ 2 (Yusuke Sakai), A%J5 #5K 2 (Kota Kasahara),
Mlf et (Toru Sengoku), M JE— 3 (Junichi Higo), ##J5 —1i 4 (Kazuhiro Ogata),
ErE vl 2 (Takuya Takahashi)

lﬁﬁ?ﬁﬁj{ « [ « A4y (Grad. Sch. Life Sci., Ritsumeikan Univ.), zjﬁ?ﬁﬁﬁ « 44y (Coll. Life. Sci., Ritsumeikan Univ.),
3§3,$L1E<ﬁj( «BE+ 32— 3 ¥ (Grad. Sch. Simulation Studies, Univ. Hyogo),
WK - BE - PR (Grad. Sch. Med., Yokohama City Univ)

RAZTHRFICE UZHFENBETINONA AHEICKDUR T DREE

Improvement and verification of the coarse-grained force field for protein disordered regions

OKRA #2E (Azuki Mizutani), 75 ¥ ¥ —= ¥ g%~ = B (Giovanni B. Brandani), & # —. (Shoji Takada)
K - B - AEWFFAE (Div. of BioSci., Grad. of Sci., Kyoto Univ.)

PFEHFE I 1L —> 3 & Deep Neural Network % FUV=RISEEIE LD ADK DSBS iFiSiE
FRATOTZ LORMRE
The Prediction of the Structure Changes of ADK along the Reaction Coordinate using Deep Neural
Network and Molecular Dynamics Simulations
O 5k (Ryota Kiyooka)s, KZHI ikl (Masaki Otawa)\ wae B (Lisa Matsukura),

T W2 (Naoyuki Miyashita)

SEK - ZEW PR T (BOST, KINDAI Univ.)
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1P-43*

1P-44*

1P-45*

1P-46*

1P-47*

DU FIMREAIE<SE Notch E7IVY N 7 —REEAIE< E APP DIEE S FEDHEERDEL
The difference between the interaction of lipids and Notch receptor and that of lipids and Amyloid
precursor protein
OT fIF (Chika Minami), B 2{f#%L (Kaori Yanagino), A8 HAY (Lisa Matsukura),

KZF viAl (Masaki Otawa), & F 1.2 (Naoyuki Miyashita)

B - AP T (BOST, KINDAI Univ.)

S AFM BRI T — 2 ORATIATETI JICEBERS FREES1 T IV AHE
Hidden Markov Modeling of Biomolecular Conformational Dynamics from Atomic Force
Microscopy Time-Series Images

OX4 2H) (Tomonori Ogane), Bk BEth (Yasuhiro Matsunaga)
¥y K + P T. (Grad. Sch. of Eng. Sci., Saitama Univ.)

gREST ;%I2& % Nanobody CDRH3 =7 &N H 7)) 5
Enhanced Conformational Sampling of Nanobody CDR H3 Loops by Generalized Replica-Exchange
with Solute Tempering

OXCH 4 (Ren Higashida), #47k HEffi (Yasuhiro Matsunaga)
¥y Kk « BT (Grad. Sch. of Eng. Sci., Saitama Univ.)

B ET N ZRAVERAZTEREOREMEDO/H0H /=627
A Novel Score for Capturing Features of Intrinsically Disordered Regions Using Statistical Model
oW 5 123 (Hayato Aida), J5H K& 2 (Ryuhei Harada), [ 7 H# 2 (Yasuteru Shigeta),

IR R RER ! (Kentaro Tomii)

"BERSF - NTHIBE (AIRC, AIST), *$L9%K - 71 (CCS, Univ. of Tsukuba),
3?;{,{&j{|§ﬁ . ﬁiﬁﬂﬁﬂ? . ﬂi% (Degree Programs in Life and Earth Sci., Univ. of Tsukuba)

bV A7 3 =7 —REFBETIMNAOHENEENHEROMVAAICLDIERELEREAMNRTA

Accurate prediction of variant effects by efficient incorporation of evolutionary information into
Transformer-based deep learning

O Fhg ! (Hideki Yamaguchi), 75 #t 2 (Yutaka Saito)

lﬂj{l‘;ﬁ « #r#EI% (Grad. Sch. Frontier Sci., The Univ. of Tokyo),
zflﬁ)f %Eﬁ’;éﬂi AE%&?’E%%@% %ﬁﬁ (National Institute of Advanced Industrial Science and Technology)
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Channel 3
6B 16 H (K) / June 16(Wed.) 14:00 ~ 14:30

CRHERZIR - WIRQ - A X =2 T/
Protein/cellular functions, Imaging (1P-49 ~ 1P-61)

PER | MREE FRR (RALKRE)

Chairs: Kenji Inaba (Tohoku Univ.)

1P-49*

1P-50*

1P-51*

1P-52*

1P-53*

KIRLYREDZI =R /2 bTHRA M) EARERE SPs0871 DFFHEFERUZ DiEe ZHE
9% VHH fixD%Fk
Characterization of a putative maltodextrin-binding protein of Streptococcus pyogenes, SPs0871
and the development of VHH inhibitors
OUh 2 < L ' (Tsukushi Yamawaki), HAJT 3 > (Makoto Nakakido), 1)1l 1% * (Chihiro Aikawa),

)l —i% 3 (Tchiro Nakagawa), HEAS {3 1,24 (Kouhei Tsumoto)

"BOKRE -+ 1. - {bA: (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo),

KK - T+ 2S£ F I Y (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo),
SRR - BB - SR &Y/ M5 (Dept. of Microbiol., Sch. of Med., Kyoto Univ.), “BEK « ERHIF (Inst. of Med. Sci., Univ. of Tokyo)

Day 1 (June 16)

Young Poster Award Flash Talk

=& AFM [CEBER M H2A bRTFT74—EFDODNA OAVINT 2 a VSO ZER S (T3 ADHERA
Investigation of histone H2A topography and its spatiotemporal dynamics in DNA compaction
using high-speed atomic force microscopy
OV #5] ' (Goro Nishide), Keesiang Lim™*, /[N it T- > (Akiko Kobayashi),

P B (Masaharu Hazawa), H[l] f&%: 2 (Takahiro Nakayama), i<y #5132 2 (Noriyuki Kodera),

478 #JS * (Toshio Ando), Wong Richard™’

14K - Brofati + 2 (Div. Nano, Grad. FS, Kanazawa Univ. ),
2K - Prepali - WPI-NanoLSI (WPI-NanoLSI, INFINITI, Kanazawa Univ.),
3K - PN - £ VN A F (Cell-Bio, INFINITI, Kanazawa Univ.)

1 OX40 AEDZEFHIEICEAD S 3 F X H X L#EH
Analysis of the molecular mechanisms involved in the regulation of receptor function by anti-OX40
antibodies
ORHK ! (Kan Ujiie), &R MiZx ! (Aki Tanabe), &["Jf1 BE 2 (Satoru Nagatoishi),
HER JESE 123 (Kouhei Tsumoto)

THK BT - " F I =71 ¥ (Dept. of Bioeng. Sch. Eng., The Univ. of Tokyo),
2K - BT - ABZEA A 147 (Dept. of Chem. Biotech., Sch. Eng., The Univ. of Tokyo). “HAEEFHIF (Inst. Med. Sci., The Univ. of Tokyo)

aHUS ([CRIET 2 HAIFIEF CFH EZ2EERGICHT =R A O ez
Functional analysis of complement factor H related to aHUS and specific antibodies for the
acquisition of a diagnostic drug
OREE i ! (Takanori Yokoo), B MiZE 2 (Aki Tanabe), HIAJT X 1.2 (Makoto Nakakido).,
EMA B (Satoru Nagatoishi), # 7 X4 1 K+t 4 (Jose Caaveiro), i H 3%+ 5 (Youko Yoshida).,
W PE—BR° (Youichiro Ikeda), Fi%% IERE 5 (Masaomi Nangaku), A< #&F 1,23 (Kouhei Tsumoto)

lﬁjﬁ‘}iﬁ « 1. - /b4 (Dept of Chem. Biotech., Sch Eng., Univ. of Tokyo),

KRR - T+ N4 F T Y (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo), >HEAKEEFHIF (Inst of Med. Sci., Univ. of Tokyo),
47‘Lj§ . F)’:ﬁﬁe (Grad. Sch of Pharm. Sci., Kyusyu Univ),

SR IR i e« PIZMANEE  (Dev. of Nephr. and Endocrin. Univ. of Tokyo)

HREXEE EPEC HET S Il 5 HBRED ATPase BEADHERERZT

Functional Analysis of ATPase complex in Type Three Secretion System of Enteropathogenic
Escherichia coli

O$iA # ' (Aya Suzuki), FBF {52 ' (Hiroshi Ueno), I i * (Ryo Kurosaki), P ¥t.Z * (Takayuki Uchihashi),
PP iy 14T ! (Hiroyuki Noji)

lﬁj{ CI ﬁf\'ﬂj (Dept. Appl. Chem. Grad. Sch. Eng. Univ. of Tokyo),
24K« Bl - WPl (Dept. Mater. Sci. Grad. Sch. Sci. Nagoya Univ.)
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1P-54*

1P-55*

1P-56*

1P-57*

1P-58*

1P-59*

1P-60*

B&ORTO UM SRERINIHRERTEZRE

New color turning residue discovered from enzyme rhodopsins

Okl Hx! (Masahiro Sugiura), ff [H I& ! (Satoshi Tsunoda), H It 1EZ 2 (Masahiko Hibi),
PP F5A | (Hideki Kandori)

I%Ijt « BT (Life Sci. Appl. Chem., Nagoya Inst. Tech.), Z%jt « BB (Grad. Sch. of Sci., Nagoya Univ.)

Mechanisms of ER-associated degradation pathway mediated by the cooperation of ERdj5 and BiP
OXiaohan Cai'. ik #t5 ! (Shogo Ito), - fd KRR 3 (Kentaro Noi),
b e E (Michio Inoue), IH & 4 (Ryo Ushioda), 7k Hl 1% 4 (Kazuhiro Nagata), Fi3E Fik 1.2 (Kenji Inaba)

"Bb K B 2988} (Graduate School of Life Sciences, Tohoku University).,

PHAL KL SE R R AT ZET (Institute of Multidisciplinary Research for Advanced Material, Tohoku University),
37([‘&7(?7“ ¥ A TV RAFHEAL VEEFEMIEL ~ ¥ — (Institute for Nano Science Design, Osaka University),
RUERPE KA R 8B  (Department of Molecular Biosciences, Kyoto Sangyo University)

YRV AVINTEICEL D CD1b ADIEETRA HDIREERRIT

Functional analysis of lipid loading into CD1b mediated by Saposin proteins

OM ¥ (Cong Tian), H'F ##1 (Hiroki Kusaka), HIFT i (Takashi Tadokoro), #% {24 (Shunsuke Kita),
Hif B 5% (Katsumi Maenaka)
JbK + 3 (Grad Sch. of Pharm., Hokkaido Univ.)

BERFEESE S 4 > /NY & FABP3 & FABP7 DRSS EICRT AL BMRE
Comparative study on fatty acid-binding properties of fatty acid binding proteins FABP3 and
FABP7
O A ! (Hazuki Namiki), 1R ! (Shun Tokudome), ¥§A) #E 2 (Mai Nomura), Ak Y15 3 (Fumio Hayashi),
1 A (Yusuke Inoue), A2 K, 5 (Shigeru Sugiyama), [ % 6 (Shigeru Matsuoka).,
A B (Michio Murata), [l 1E5 1,248 (Masashi Sonoyama)

lﬁ,@}\ - BEBE T, (Grad Sch. of Sci-Tech., Gunma Univ.), zﬁ,@)\ « BT (Sch. of Sci-Tech., Gunma Univ.),
SEEER - BEPLSHT 2 (Ctr. for Inst. Analysis, Gunma Univ.), *“BEFEK + ffdtHEit (GIAR., Gunma Univ.),
SEak g - FRT. (Sch. of Sci-Tech., Kochi Univ.), A28 + BEEE (Sch. of Med., Oita Univ.).

"Bk - BB (Grad Sch. of Sci., Osaka Univ.), *EEHSA - 3260k (GUCFW., Gunma Univ.)

tRNA Se {EEfEZR SelU DEHEE & DHREEREFIR

Interactional analysis between tRNAs and their Se-modification enzyme SelU

OMEIE ¥hik ! (Takuya Usui), KT {E ! (Hana Oe), W4 # R 2 (Akiyoshi Nakamura).,
|8 = v (Toyoyuki Ose), Ik [ 1.3 (Min Yao)

Ytk - BiEAy + 424y (Grad. Sch. of Life. Sci., Hokkaido Univ),

2%%%5)11 < ) (Ins. of. Bio. pro., AIST),
e - SEu Ay - BE (Adv. Life. Sci., Hokkaido Univ)

KBEZ I VFUREICERENZHIATOY VEFET EHRFETICHITIMEELEN
Morphological difference of iron cores formed in the lumen of Escherichia coli ferritin in the
absence and presence of inorganic phosphate
OZ%m ! (Takumi Kuwata), {/j Kl ! (Daisuke Sato), JHEJE FIk ! (Kazuo Fujiwara),

ER PP 2 (Hideyuki Yoshimura), {thI"T % & ! (Masamichi Ikeguchi)

VB K - BET - A4y B4 (Dept. of Biosci., Grad. Sch. of Sci and Eng., Soka Univ), “BJiAK + Bl T. (Sci/Eng Phy. Meiji Univ.)

REGROYT1= v MHSHB/N T v K F1-ATPase DEEH
Rotary properties of hybrid F1-ATPases consisting of subunits from different species
O3 3¢ ' (Ryo Watanabe), )b I —H#/%5 <V T )b ' (Mariel Zarco-Zavala), % X 7 A 5 > (Busra Tas),
AN S (Ryohei Kobayashi), [+ fiish 1 (Hiroshi Ueno), U F 2> — ¥ 2— 2 (Chun-Biu Li),
P 947 ' (Hiroyuki Noji)
"BUK - BE + 1. (Grad. Sch. of Eng., Univ. Tokyo), >Z b 2 &L A K (Univ. Stockholm)
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1P-61*

EEHEF Photozipper DEBXGEIC LD —EAHMABIENEE AFM
High-speed AFM observation on the blue light-induced dimer formation of the transcription factor,
Photozipper
Ozt g ! (Akihiro Tsuji), IIF 4 A ! (Hayato Yamashita), AR 16 2 (Osamu Hisatomi),
[af & 22 ! (Masayuki Abe)
"Wk + 3 (Grad. Sch. of Eng. Sci., Osaka Univ.), 2PgK + Bl (Grad.Sch. of Sci., Osaka Univ.)
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2F Channel 1
68 17H (K) /Jdune 17 (Thu) 14:00 ~ 14:30

| Wk - 73 =0T 1 % |/ Biophysics, Protein Folding (2P-45 ~ 2P-60)

FER AR BER (UBEXRDE). BE 88 (REXH)

Chairs: Tomoyasu Aizawa (Hokkaido Univ.), Tomohide Saio (Tokushima Univ.)

2P-45* HENWBZETMCEBYIF—LEa-FIMPNTIVDT3—IT 1 2 THEOTH
Prediction of folding mechanisms of lysozyme and a-lactalbumin by an extended statistical
mechanical model
QKM kg ! (Koji Ooka), Hrf 531~ 1.2 (Munehito Arai)
"Bk - B - PR (Dept. Phys., Univ. Tokyo), HUA - ¥4 AL + A:4BRE% (Dept. Life Sci., Univ. Tokyo)

2P-46* I /YA UVICEBI LAY TIOLN RPRERYOEE - T
Structure and cytotoxicity of insulin amyloids degraded by minocycline
O 1! (Wakako Mori), R (Keisuke Yuzu), B 7 ¥ #H— F 574 ¥ ! (Nadine Lobsiger),
etk AT (Hisako Sato), 7Kl $&1E 2 (Terumasa Nagase), )& & — 3 (Keiichi Iwaya)s,
DIV NS VARSI & 2 (Mikael Lindgren), METH £ ! (Tamotsu Zako)

5% Kz « BT (Dept. Chem. & Bio, Grad. Sch. Ehime Univ.),
IR K - FIkFEREL (Dept. Metab. & Endocr., Tokyo Med.Univ. Ibaraki Med. Center),
SR A, k& RKWFZEAT (Dept. Pathol. Kyoundo Hospital, SASAKI Inst.), */ % = —FFZ A (Dept. Phys, NTNU)

2P-47* BHEAANDRVINVEORYiAH EREOEL
Protein incorporation into droplets and phase state changes
Ol it 3% 4 F- (Nanako Sakakibara)
S K BE - BPE (Pure and Appl. Sci., Univ. Tsukuba)

2P-48* MethanoculleusBEMEBREHZT VO K72 ORRE M T

The thermal stability of SzRs from Methanoculleus archaea
OJIWG 2! (Yuma Kawasaki), 47 5 1.2 (Masae Konno), I f— ! (Keiichi Inoue)
"HK - WpPEWE (SSP, Univ. Tokyo), 2JST - & X 251F (PRESTO, IST)

2P-49* EPMOBEFZNTIVHEIZEITE D IgG REHDOKRE
Size evolution of human immunoglobulin G aggregates induced by human serum albumin
Oly 4 12 (Tomohito Nakayama), “F-Bf £ 2 (Atsushi Hirano)
Sk - BB (Pure. Appl. Sci., Univ. of Tsukuba), “FERSHF - F 7 #HF (NMRL AIST)

2P-50* YOkl IF O 7Y FRMIRICHT B RAEDAZH
Elucidation of the reaction between the coral lectin and rabbit erythrocyte
O LH sa4! (Ryosuke Kamimura), % #jT- ! (Mocko Koga), #4111 #i ' (Ryo Toyama),
B P ! (Hideaki Unno), #4111 %47 ! (Tomomitsu Hatakeyama), I 75— Kl 1.2 (Shuichiro Goda)
"B KRE -+ T - #8841, (Dept. of Adv. Eng., Grad. Sch. of Eng., Nagasaki Univ.), Al kK + LT, (Fac. of Sci. and Eng., Soka Univ.)

2P-51* ArsR-LUxRBEAZVNJEHICHITD Cys EEF () DIEEGENLEBBERRDA DXL
Mechanism of ArsR-LuxR fusion protein hyper-structure formation by binding of Cys and As(lll)
OP % B4 (Rina Ayuba), KN H (Kyohei Ouchi), f K H (Daichi Iitoyo), KA KA (Yuki Kimura),
Fg%F Kl (Daisuke Umeno), 45 (BF[H]) %57 (Shigeko Kawai-Noma)

Tk - B2 - T - JE4: (Dept. of Applied Chemistry & Biotech. Chiba Univ.)

2P-52" ZEQHOH - RHESBMPREICHNTEITI /) BOBHRENTA—L2—
Solubility parameters of amino acids on liquid-liquid phase separation and aggregation of proteins
OWpA B (Akira Nomoto), P§ZIIE ¥ (Suguru Nishinami), FHA BEAKAR (Kentaro Shiraki)
S KB - BB (Pure and Appl. Sci., Univ. Tsukuba)
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2P-53*

2P-54"

2P-55*

2P-56*

2P-57*

2pP-58*

2P-59*

Early aggregation kinetics preceding the nucleation in distinct amyloid formation pathways
between bovine and human insulin

Ol He#fi ! (Keisuke Yuzu), 5A) i 2 (Hiroshi Imamura), ¥FIEF #1508 ! (Takuro Nozaki),
S (Ken Morishima), BLE k3 (Aya Okuda), 3 I N (Rintaro Inoue)s,
AR (Masaaki Sugiyama), 4% f&PH ! (Eri Chatani)

KB + PR (Grad. Sch. Sci., Kobe Univ), Vi @rfifik « 2 @kl%2 (Coll. Life Sci., Ritsumeikan Univ.),
3}?’:7( - AW (KURNS, Kyoto Univ.)

=2 fEEE NMR ZULV=RAZHE X /87 8 Mint3 & FIH-1 OB {ERFR

NMR analysis of interaction between intrinsically disordered Mint3 and FIH-1

ORI Fi! (Ryo Maeda), Fe["f1 I 2 (Satoru Nagatoishi), HAS {3 23 (Kouhei Tsumoto),
WS B! (Katsumi Matsuzaki), 2% K ! (Masaru Hoshino)

"BUK R « # (Grad. Sch. and Fac. of Pharm. Sci., Kyoto Univ.), 2K « [ERMIF (Inst. of Med. Sci., Univ. of Tokyo),
SR KE + 1. (Sch. of Eng., Univ. of Tokyo)

FYURKFERVEE—REDIANINT ) —EE : ALS BE S /X7 E FUS LC O LLPS ANDI&HA
Label-free quantification for a single droplet using Raman spectroscopy: Application to ALS
associated protein FUS LC
O A3 (Kohei Yokosawa), S&H KMfi (Daiki Shibata), g4 F.H] (Shinji Kajimoto),

Hh#k FFl (Takakazu Nakabayashi)

AL K% - 3K (Grad. Sch. Pharm. Sci., Tohoku Univ.)

K4 8#AMRKIEFF HOMBRICH T B HEEERZR

Functional analysis of cyclic K48-linked ubiquitin chains in cells

OZe k! (Tomoki Sorada), A K ! (Daichi Morimoto), 7' 71 ¥4 L1 v 7 2 (Erik Walinda),
TR G (Kenji Sugase)
TK - 1.+ 211, (Dept. of Mol. Eng., Kyoto Univ.), 2L A - [ - llE§ (Dept. of Mol. Cell Physiol., Kyoto Univ.)

AIFYL 2 NIEOMBRATO 7 =T 1 > TR
Folding analysis of De novo designed proteins in cells
OEitE Wi ! (Moe Takahashi), =i 2 < & 2 (Tsukumi Miwa), FHIT SE45 1.2 (Hideki Taguchi)

"BTOK - ZE4yPIT. (Dept. of Life Sci. & Technology, Tokyo Tech),
2%]:7( < BFgekE - Mt > % — (Cell Biol. Center IIR, Tokyo Tech)

N7F K /DNA R - BHESBRICHTE7 X/ BROES B
Phase separation propensity of amino acids in oligopeptide/DNA liquid-liquid phase separation
systems
O IEp 12 (Yuto Akahoshi), 5 HEh 1.2 (Hiroka Sugai), =4} FLK 1.2 (Masahiro Mimura),
v b — 3 (Yoichi Shinkai), HEH ff— 2 (Ryoji Kurita), & H 4y 2 (Shunsuke Tomita),
FIA BEKHR ' (Kentaro Shiraki)

VIR K2 BB (Pure and Appl. Sci., Univ. Tsukuba), “PEFSAFdEERE T. (AIST, Health Med. Res. Inst.),
SEERSIE/S A 4 A 54 AV (AIST, Biomed. Res. Inst)

L Ky O RINT D AEALIC KB MRE&TEHE ATTR 7 204 K= AOREFIEEIEORER
Redox imbalance triggers the aggregation of transthyretin
OMiH #ig! (Yuki Inada), {4 K 5&T 2 (Ryoko Sasaki), /INIF #fi— ! (Yuichiro Ono),
ANKE I At ! (Yoshihiro Kobashigawa), ¥FJ}: fat KRR 3 (Kentaro Noi), FJ#E Hl 2 (Tsuyoshi Shuto),
2k (Hirofumi Kai), #EM 5A& ! (Hiroshi Morioka), i/ Hi51 ! (Takashi Sato)

lﬁ&j{lﬁ < HR AT LR (Dept. Anal. & Biophys. Chem., Grad. Sch. Pharm. Sci., Kumamoto Univ.),
ZRE KRR - 3K - S TEEREIS %% (Dept. Mol. Med., Grad. Sch. Pharm. Sci., Kumamoto Univ.),
SRK - F A TV ATFTHAL CEEFWGE ~ ¥ — (Inst. NanoScience Design, Osaka Univ.)
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2P-60*

GroEL 12392 vy NOZVDEBRE ZRES HIEREE

Bond strength that determines interchangeability of co-chaperonin for GroEL

W R (Megumi Masuda), P4} BRH4 2 (Minami Nomura), A8 @ &2 2 (Nodoka Murakoshi),
O T2 (Chikaho Yoshihara), /]t & @ & 1.2 (Ayumi Koike-Takeshita)

CZSIITK - S84 o+ X5 4 A VI9E+E ~ ¥ — (Biomed. Res. Ctr., Kanagawa Inst. of Tech.),
TSN TREK -« B« T (Dept. Appl. Chemi. Biosci., Grad. Sch. Eng., Kanagawa Inst. of Tech.)
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Channel 2
6A17H K) /Jdune 17 (Thu) 14:00 ~ 14:30

| 707#*—L - EAETI % / Proteomics / Protein engineering (2P-62 ~ 2P-87)

R AH Bth (EEREMHREMER. RFYA B GERAE)
Chairs: Shinya Honda (AIST), Satoru Nagatoishi (The Univ. of Tokyo)

2P-62*

2P-63*

2P-64*

2P-65*

2P-66*

2P-67*

HOKAMEHER) SN-38 (C33 L TRBMEICHES T RN S NI EH TN OMEE T
Functional evaluation of cancer targeting protein capsules with high affinity binding to poorly
water-soluble anticancer drug SN-38
ORAM #Zs (Rina Okubo), 7 1% 5 7 (Haruna Yoshida), T HH #i#fi (Kosuke Furuta),

¢ 5 (Yoshiaki Teraoka), i3k FE2 (Masatoshi Nakatsuji), ¥z P& (Takashi Inui)

KIHF K -« B« Ay BR¥% (Grad. Sch. of Life & Envi. Sci., Osaka Pref. Univ.)

Day 2 (June 17)

Young Poster Award Flash Talk

VHH IZ&(7 % CDR3-Framework region B3 FRMHEEERAICEB L7/=7 L— LT — I REOMIBLFR
BRI
Physicochemical analyses of mutations in framework regions of VHH focusing on intramolecular
interactions between CDR3 and framework region
OARTF iHEW,! (Seisho Kinoshita), HIAJT 3§ 1.2 (Makoto Nakakido), HLIH K#i 1.2 (Daisuke Kuroda),

HFTRAE FE MM} (Jose M.M. Caaveiro), HER S 124 (Kouhei Tsumoto)

lﬁjﬁ « BE 1l e N4 F I Y (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo),
ziﬁ B 7 R 4 Y (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo),
3K - ek (Grad. Sch. of Pharm. Sci., Kyushu Univ.), ‘HUK « BEERMIF (Inst. of Med. Sci., Univ. of Tokyo)

BEEATIFAN—F—CBP DKIX KXV EEET7 IV FAN—2—DHEERAZIFNE LREKREE

A5

Rational inhibitor design targeting the interaction of the KIX domain of the transcriptional

coactivator CBP with transcriptional activators

OfftE B! (Nao Sato), ZEi Bp1: ! (Shunji Suetaka), #k 534 ! (Yuuki Hayashi), $rJf 5534~ 1.2 (Munehito Arai)
"Bk - AL - A BREE (Dept. Life Sci., Univ. Tokyo), 2B « B - ¥ (Dept. Phys., Univ. Tokyo)

AIBVINVET /KT TIP60 D 7.1 ZFIMA L /=AAREDN T OIEL
Dual-surface modifications of artificial protein nanocages using molecular size discrimination by
surface pores

OJRZH JEHLE (Erika Nasu), JI] k. 73 (Norifumi Kawakami), HARE (Kenji Miyamoto)
JEHE - BT (Dept. Biosci. Info., Keio Univ.)

VHH fF0iE:ER 2 A L= B -hairpin BN T F REREHFEZDIER
Design schemes for B-hairpin peptides utilizing structural characteristics of VHH antibody
OAR —! (Koichi Yamamoto), HIA)T i 1.2 (Makoto Nakakido), HLFH K#i 1.2.3 (Daisuke Kuroda),
B e (Satoru Nagatoishi), FRAS - 2 (Jumpei Morimoto),  [LIH 54 12 (Shinsuke Sando),
b 97 N A AR (Kouhei Tsumoto)

"Bk - Bl - N4 I =71 7 (Dept. of Bioeng., Grad. Sch. of Eng., Univ. of Tokyo),
K - BEL - fbZE (Dept. of Chem. Biotech., Grad. Sch. of Eng., Univ. of Tokyo),

SR« BET - BET. RS (Med. Dev. Dev. Reg. Res. Center, Grad. Sch. of Eng., Univ. of Tokyo),
PR - R (Inst. of Med. Sci., Univ. of Tokyo)

ZEFLIFZAWVEEREFT/ 70y 70OBCHB{LES FERFDEIR
Self-assembling supramolecular complexes of protein nanobuilding blocks with a trimeric lectin
ORI ZaH»! (Haruka Kaigawa), #f47 i % 2 (Hiroaki Tateno), #HiJf 56— L3 (Ryoichi Arai)

YK - WRE - IS (Dept. of Appl. Biol., Fac. of Textile Sci. and Technol., Shinshu Univ.),
ZRERSIIF + 4T 157 (Cell. and Molecul. Biothech. Res. Inst., AIST),
MEMK - N4 F X T4 A - AR5 TF-£4 2 X (Dept. of Biomol. Innov., Inst. for Biomed. Sci., Shinshu Univ.)
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2P-68* S NVBERAMIKROEHEHEEZBAVSREFRMHZSEHOEIR
Toward design of diverse symmetric protein oligomers based on shape complementarity
O¥Fm FriE! (Shingo Kaida), /bR 1ELHL 2 (Naoya Kobayashi), /M B 2345 (Takahiro Kosugi),
5B fEHE 2 (Nobuyasu Koga)

ik - B - KE3% (Dept. of Structural Molecular Science, School of Advanced Sciences), 2[ #RF}F% - ZEAyAI4E (ExCELLs, NINS),
SOTWE - T2 (IMS, CIMoS). $&MFK (School of Advanced Sciences), “JST + & X A31F (JST, PRESTO)

2P-69* BEENHANTF REMVEHVBTORET 520 D ERERZRAVERER paclitaxel IC392
RV ITTFIN)=DRATL
Drug delivery system for anti-cancer drug paclitaxel using lipocalin-type prostaglandin D Synthase
with tumor-targeting peptide
OWH #ith (Kosuke Furuta), H13k [E 7 (Masatoshi Nakatsuji), HH XA (Haruna Yoshida),
KASE BEZS (Rina Okubo), ¥z [ (Takashi Inui)

j(wi)ﬁ‘j( - B . ﬂ:ﬁﬁfﬁiﬁ (Grad. Sch. of Life & Envi. Sci., Osaka Pref. Univ.)

2P-70* EREOHEOERSNENZRET IREORE
Generation of antibodies to an extracellular region of a membrane protein
O R—1! (Taichi Sumikawa), HIA)T i 1.2 (Makoto Nakakido), HLH K#i 12,3 (Daisuke Kuroda),
HEAR 3P > (Kouhei Tsumoto)

"gikBz - 1. - 284 T2 ¥ (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo).
zﬁj(lz}lﬁ « 1. - {fb4: (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo),

3%7{&‘2 « 1.« [E1. RS (Med. Dev. Dev. Reg. Res. Center, Sch. of Eng., Univ. of Tokyo),
YHK - ERHIF (Inst. of Med. Sci., Univ. of Tokyo)

2P-71* sffiLyFF/70v %9 WA20-ACG HAHDEFR
Development of Polyvalent Lectin Nanobuilding Block (WA20-ACG) Complexes
OANEI f 13 (Shin Irumagawa)s, AT Pk 2 (Hiroaki Tateno)s, Wik se— 13 (Ryoichi Arai )

YEIN K - i - IS JHAEY (Dept. of Appl. Biol., Fac. of Textile Sci. and Tech., Shinshu Univ.),
ZRERSIF + 5T %% (Cell. and Mol. Biotech. Res. Inst., AIST),
MEMK - NA A AT 4 AN - ARG F A4 X (Dept. of Biomol. Innov., Inst. for Biomed. Sci., Shinshu Univ.)

2P-72* BHLERBEREZBIEL/RE Top7 EHHEDIEE
Construction of Top7 variants aiming for easy structure determination
ORI M (Yuki Ito), &3 FHZ (Shota Shiga), FEA Fhik (Takuya Araki), FLRE SERS (Koki Makabe)

I K BE - BT (Grad. Sch. Sci. Eng., Yamagata Univ.)

2P-73* CD19 Ic¥d ZIRK—A SN ADMER & 5
Production and Evaluation of an Anti-CD19 cyclic-scFv
oM —Im! (Yifan Yang), [l £ 2 (Kyo Okazaki), KK BK ! (Ryota Omizu),
1IN B—ER ! (Soichiro Yamauchi), % VT ! (Chenjiang Liu), fEJHE 5152 ! (Takashi Sato),
I Al ! (Yoshihiro Kobashigawa), FRffi jAG ! (Hiroshi Morioka)

" AP - # (Graduate school of Pharmaceutical Sciencs,. Kumamoto Univ.),
REK - 3% (School of Pharmaceutical,. Kumamoto Univ.)

2P-74* A~TFF)UH—REICED—KERGOEHEEL
Improvement of the functions of single-chain antibody by modification of peptide linker
Ofal® ! (Sena Kamesawa), 4z —Ii, ! (Yifan Yang), [l £ 2 (Kyo Okazaki), HIZE JBX, 2 (Shosei Kai),
Py B—Ep ! (Soichiro Yamauchi), % {1 ! (Chenjiang Liu), i FLH ! (Takashi Sato),
JNEENT Wt ! (Yoshihiro Kobashigawa), FRH jA& ! (Hiroshi Morioka)
& KB - 3 (Grad. Sch. Pharm. Sci. Kumamoto Univ.), “fEK + 3£ (Sch. Pharm. Kumamoto Univ.)
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2P-75*

2P-76*

2P-77*

2P-78*

2P-79*

2P-80*

2P-81*

2P-82*

BFENFEZRAVERER b RAY X THEOD—HREHRED T FEE
Rational design of thermo-stable single-chain Fv antibody based on Molecular Dynamics
O E ! (Kyo Okazaki), %2 (Hikari Morita)., Ik B2 (Ryota Omizu),

1IN JB— R 2 (Soichiro Yamauchi), % f=E{T. 2 (Chenjiang Liu), fEJHE 552 2 (Takashi Sato),

I Akt 2 (Yoshihiro Kobashigawa), #Rh jAE 2 (Hiroshi Morioka)

'k + #K (School of Pharmaceutical,. Kumamoto Univ.),
zﬁ'éjtlg"ﬁ + 3% (Graduate school of Pharmaceutical Sciencs,. Kumamoto Univ.)

EYVEHEERICEAD S BRZTEH EEY EOHEERDORETMEDIEE

Rapid evaluation method for ligand function of nuclear receptors

OKK BX! (Ryota Omizu), i B3 2 (Mana Namikawa), 5 [ %t ! (Yuya Toyota)s,
e i ! (Takashi Sato), FRR BAZS ! (Hiroshi Morioka), A7 #i 3 (Yuu Kimoto), #R /N& 3 (Konatsu Mori),
B Se)s 3 (Mitsuhiro Sekiguchi), /NI AT ! (Yoshihiro Kobashigawa)

"fE KB - 2 (Graduate school of Pharmaceutical Sciencs,. Kumamoto Univ.), “J&K 3 (School of Pharmaceutical,. Kumamoto Univ.),
SE JNELN7 K - AW IR (Faculty of Bioresources and Environmental Science, Ishikawa Prefectural University)

VA CD3 I T HTRIR(C—ERHAADMER & i

Production and Evaluation of a cyclic-scFv against mouse CD3

O Hit ! (Rui Shi), IR [ 2 (Kyo Okazaki), KK KK ! (Ryota Omizu), #; —I ! (Yifan Yang),
1IN B—ER ! (Soichiro Yamauchi), % fZiL. ! (Chenjiang Liu), & H B! (Natsuki Fukuda),
el wah ! (Takashi Sato), /IVE)IT 45t ! (Yoshihiro Kobashigawa), #k 5A& ! (Hiroshi Morioka)

lﬁ‘@j{l@"ﬁ + 3% (Graduate school of Pharmaceutical Sciences,. Kumamoto Univ.), z‘éj( « 3% (School of Pharmacy,. Kumamoto Univ.)

Day 2 (June 17)

Young Poster Award Flash Talk

NMATEOPREM &I L770—F - REL T 7—O514 77 ) —DERBEEDRHLRY
V=D T RAT LOER -
A novel approach for expanding the utility of antibody engineering
O LA (Hiroshi Amesaka), 55 ¥F FlI3L (Kazufumi Takano), HIH' #2— (Shun-ichi Tanaka)
TURFK - BB (Grand. Sch. Life Env. Sci., Kyoto Pref, Univ.)

B FIZZRAVERFERS FREABGZERERS - I Y —DA
Application of next-generation sequencing analysis in the molecular evolution of antibody mimics
Ol 2! (Tomoyuki Tto), P4 I 23 (Hafumi Nishi), 7T kw4 XA ¥ 4 (Thuy Duong Nguyen),

e (Yutaka Saito), I fi s 45 (Tomoshi Kameda), H1{8 St ! (Hikaru Nakazawa).,

HEF 23 >0 (Koji Tsuda), Mgt JEoe 1.5 (Mitsuo Umetsu)

"Jidbk - 1. - 254 o 1. (Dept. of Biomol. Eng., Grad. Sch. Eng., Tohoku Univ.),

“HbK - fEHUELS (Grad. Sch. Information Sci., Tohoku Univ.), *BAED KK + FE#AFSERE (Fac. Core Res., Ochanomizu Univ.),
RERHE - N TNBEIIZEL (AIRC,AIST), BN - ¥EH BB AWFEE (Adv. Intell. Pro., RIKEN),

SHK - Prifidk (Grad. Sch. Frontier Sci., The Univ. of Tokyo)

hiaz AV ERIRIBR D AIFIEF NKX3.1 S#FEE
Inhibition of Prostate Cancer Suppressor NKX3.1 Degradation by Antibodies
OJel B! (Ayaka Hara), 1-Jf {53 2 (Nobuhide Doi), FHEFE %4 1 ! (Tomonao Inobe)
VeI KBz « BET. (Grad. Sch. of Sci & Eng., Univ. of Toyama), 2B#ltk + BT, (Dept. of Biosci. & Info., Keio Univ.)

FRB-FKBP BAR & VNV BILEKB TNV A I U RBENEERTHE S AT LORF
Development of rapamycin-dependent multimerization system by FRB-FKBP fusion protein
ORI Bi3 (Runa Sakaguchi), fFEF#ER %5 B (Tomonao Inobe)

E UK K - BT (Grad. Sch. of Sci & Eng., Univ. of Toyama)

Rational design of inhibitors targeting the interaction between interleukin-33 and its receptor ST2
SR ESR (Mizuki Teranishi), #k 534 ! (Yuuki Hayashi), $rdF 534 1.2 (Munehito Arai)
B - AL - B4y BaES (Dept. Life Sci., Univ. Tokyo), 2HEA « Bl -+ # ¥ (Dept. Phys., Univ. Tokyo)
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2pP-83*

2P-84°*

2p-85*

2P-86*

2P-87*

Proteomic Identification and Validation of Novel Interactions of a Tumor Suppressor PRELP with
the Growth Factor Receptors IGFI-R and p75NTR
O/ e ! (Hirofumi Kosuge), HIART ik 1.2 (Makoto Nakakido), F["If7 B 3 (Satoru Nagatoishi),

Pt (Tetsuya Fukuda), HCH #87% 4 (Yasuhiko Bando), K} 8§ — 5 (Shin-ichi Ohnuma)s,

HeA 3 123 (Kouhei Tsumoto)

"BKEE - T, - {b4E (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo),

ziﬁlﬁ « 1.+ N[ F I Y (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo),

YUK« PRI (Inst. of Med. Sci., Univ. of Tokyo), ‘)34 F ¥ X « 52 /@Y — X (Biosys Technologies),
*Inst. of Ophthalmology, Univ. College London

Barium ion responsive reversible assembly of protein supramolecule TIP60
OXKJ5 il ' (Naoya Ohara), JI[ L. T ' (Norifumi Kawakami), #rf: 56— 2 (Ryoichi Arai),
(VNS (Kenji Miyamoto)

"B K (Keio Univ.), ZM K (Shinshu Univ.)

Construction of an Artificial Protein Dimer for Selective Binding Biomolecule at Its Interface
Ofe k! (Hiroaki Inaba), DUz 53 % ! (Yuma Shisaka), _[~FH F# ! (Garyo Ueda),

i IUN ! (Kazuto Suzuki)‘ i BHAL ! (Shinya Ariyasu)‘ 2% HE— B ! (Yuichiro Aiba)‘

AR 52 (Hiroshi Sugimoto), #£H] K= 1.2 (Osami Shoji)

'K« B - b (Dept. of Chem., Grad. Sch. of Sci., Nagoya Univ.), *JST CREST. *BEAf - SPring-8 (RIKEN SPring-8 Center)

Directed Evolution of Cytochrome P450BM3 for Responding N-Acyl Homoserine Lactones as
Decoy Molecules
ORI H5 ! (Yuya Yokoyama), & 52 ! (Masayuki Karasawa), A5%¢ FiAll ! (Shinya Ariyasu),

35 ME—HE ' (Yuichiro Aiba), #E#] = "* (Osami Shoji)

"4,k - B - /b4 (Dept. of Chem., Grad. Sch. of Sci., Nagoya Univ.), “JST CREST

BMAN— b F—8 2 NIEDT ) KTYAL UIZ& % GPCR DREFRMREL
State-selective stabilization of a G-protein coupled receptor by tailor-made design of fusion
partner proteins
O=ZA F! (Masaya Mitsumoto), 4% H4% : (Kanna Sugaya), JA\[H] — : (Kazuki Kazama),
HIBP A4 (Ryosuke Nakano), /Mg ¥ # ’ (Takahiro Kosugi), 4§ i1 * (Takeshi Murata),
K (Nobuyasu Koga)
S - WP - B4 T- (SOKENDAI), >T-2E4 - B (Dept. of Sci., Chiba Univ.), *FISAEFS « 2 B (NINS, EXCELLS).
5 TE (IMS)
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