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2P 68178 (K) /June 17 (Thu.) 14:45~16:45

FIEREER] - MBS 14:45 ~ 15:45 / (BHES 15:45 ~ 16:45
Discussion : Odd Poster Number 14:45 ~ 15:45 / Even Poster Number 15:45 ~ 16:45

| #is% W% / Structural biology (2P-01 ~ 2P-22)

2P-01

2P-02

2P-03

2P-04

2P-05

2P-06

TGF- B 2 JHEERICH I ZBETEFESHOBIEHR & Z OHIEH
Structural analysis and regulation of transcription factor complex in TGF-f signaling
O%F il fit— ! (Kenichi Miyazono), fF KT ! (Tomoko Tto), it HHAK 2 (Yui Fukatsu),
FIH 05! (Hikaru Wada), ZEIF S 2 (Akira Kurisaki), lipa- (Masaru Tanokura)
YUK - B - E22ER) (Grad. Sch. of Agri. and Life Sci., Univ. of Tokyo), 2% B3 - JE0iRl4 (Grad. Sch. of Biol. Sci., NAIST)

BUNTEDKMEAFIVAEBEOHE : FFBHHEI 1 L—2aVICED SR
Relationship between the hydration dynamics and the structures of proteins: analysis based on
molecular dynamics simulations
Ok w! (Takuya Takahashi), B #fit 2 (Takuya Azami), B KA 2 (Takuya Fujisawa),

ek BT 2 (Shingo Nobunaga), A% J5 5K ! (Kota Kasahara)

lﬁ’r%ﬁﬁj( « 4245 (Coll. Life. Sci., Ritsumeikan Univ.), zﬁﬁﬁﬁﬁ « B « A fy (Grad. Sch. Life Sci., Ritsumeikan Univ.)

FMIROEEY TV JICEBIANEITOEYO—HRRA T« TEERHR
Native mass spectrometry of hemoglobin directly sampled from a single human erythrocyte
OIA Filfy (Waka Sakamoto), WE 12 %% %4 T+ (Nanako Azegami), /1N il (Tsuyoshi Konuma),

B HIF (Satoko Akashi)

RET K - B - ZE &7 BER) (Grad. Sch. Med. Life Sci., Yokohama City Univ.)

BFADANT 1« MEERICEKDEMEKTFYE K+ F v RIIVOBEEMKTFAIEET LB DMEH

Disulfide mapping the gating mechanism of a voltage-dependent K+channel

OaN HX! (Takahiro Ishikawa), J5HH Ff: ! (Ayaka Harada), #ifJ1] H.34-1- ! (Mariko Yokogawa),
BT FH e ! (Tomoki Maeda), H []<y 224 ! (Takayoshi Hyugaji), JHEHI 3% ! (Kohei Fujita),
WP 0 s 2 (Tomohiro Nozaki), WEH —J& 2 (Ichio Shimada), K% [ ! (Masanori Osawa)

l%}@j{ « 3 (Faculty of Pharmacy, Keio Univ.), zﬁjc « [k (Grad. Sch. of Pharm. Sci., The Univ. of Tokyo)

VBB XV 14-3-3 JICKBEERF FoxO3a DEE X H =X L DFFEA
Structural mechanism of the inhibition of a transcription factor, FoxO3a, by its phosphorylation
and 14-3-3(
Orpig g—! (Shoichi Nakatsuka), Zx[L] JIH. ! (Tomoya Kuwayama), Al EFL1 ! (Mariko Yokogawa),
T SEE ! (Kosaku Kawatsu), HA ¥4 ! (Risa Nakamura), A4 K3 ! (Tomomi Kimura),
FH 3 w4 2 (Mikio Tanabe), F-H #21% 2 (Toshiya Senda), 1 4 3 (Jun Saitoh), & 547 3 (Hideyuki Saya),
K Ed (Masanori Osawa)

'BEIE K - Be3E (Grad. Sch. of Pharm. Sci., Keio Univ.), 25T R B - WS R AMSS, KEK),
SEEMEK - BB (Grad. Sch. of Med., Keio Univ.)

ERIkTFHEH ) 7 LF + IV (hERG) M On-column Nanodisc {LE T DRF
Development of On-column Nanodisc technology for voltage-dependent potassium channels
(hERG)
O F 3R (Yasuomi Miyashita), {&JF B} (Tatsuki Asai), FiiAy JtsE (Kousuke Inamura), ffEjE Mk (Yuya Sato),
Bl UL (Sisi Chen), /INAFJRL 3 (Satoshi Ogasawara), A% H 1 (Takeshi Murata)
T-#EK - B - {b (Chemistry, Faculty of Science, Chiba Univ)
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2P-07

2P-08

2P-09

2P-10

2P-11

2P-12

2P-13

2P-14

BETTREL L7/ N7 7) 7HEE:

Pressure effects on the cyanobacterial circadian clock

Ol &L (Nanaka Hara), —ffF 5tik 2 (Keita Mitsuhashi), JLiR &l —&B 3 (Soichiro Kitazawa),
el 553 (Ryo Kitahara)

lﬁﬂﬁﬁﬁj{]@ﬁ: + 3 (Grad. Sch. Pharm., Ritsumeikan Univ.), 2 A KBS « A4y (Grad. Sch. Life Sci., Ritsumeikan Univ.),
3ﬁﬂ‘ﬁﬁﬁj{ + 3K (Coll. Pharm. Sci., Ritsumeikan Univ.)

BBERAVESRIL GPCRERFDA ) — =V JFEDRE
Examination of yeast-based screening methods for highly expressed GPCR mutants
O 5k ! (Yuki Okabe), FRlls Hij 4 ! (Moeki Nakashima), 7K¥F P35 2 (Shingo Nagano),

H ¥ %0 2 (Tomoya Hino)

VEIPOK - Bt 4 - k&34 % (Dept. Chem. Biotech., Grad. Schl. Eng., Tottori Univ.),
2%3‘17: < B - ﬂ_’,’ié‘l{% (Dept. Chem. Biotech., Grad. Schl. Eng., Tottori Univ.)

7/ Ny 7Y 7HEIAREETD pH KEFHE

The circadian clock of cyanobacteria at various pH conditions

OB AR EE! (Masahiro Miyamoto), =& Htik 2 (Keita Mitsuhashi), ALK Al —HB 3 (Soichiro Kitazawa).,
e 3 (Ryo Kitahara)

ISEAFRE K - 24y (College of Life Science. Ritsumeikan Univ.),
2N R R IE - ZEAY (College of Life Science. Ritsumeikan Univ. Graduate School),
3fL’ﬂLﬁﬁE K« 3 (College of Pharmacy. Ritsumeikan Univ.)

Y —8 [FeFe] £ KOS F—EDERFICK B KFRILET RIS

Characterization of the variants of a putative sensory [FeFe] hydrogenase

Nipa Chongdar', James Birrell'. Edward Reijerse'. Wolfgang Lubitz'. O#iJ5 JH > (Hideaki Ogata)
"9 2 275 v 7 k%eF (MPI/CEC)., b il KR In R =32 (ILTS, Hokkaido Univ.)

XFIEDNAFEE R VINTE MeCP2 EE A b X FIVLEESR SUV3OH1 DR EEREBMIDOEE

Identification of interaction sites between methylated DNA-binding protein MeCP2 and histone
methyltransferase SUV39H1

OZ: 5 vAfii| (Hiroshi Ushijima), /N W (Tsuyoshi Konuma), BHA7 JI-f- (Satoko Akashi)
Tk « A[E (Department of Medical Life Science, Yokohama City University)

BERZEHEA ISCA1 DEETEREZEFY
Structural changeability and oligomerization of the magnetoreceptor candidate ISCA1
OFi I Hedi ' (Shigeki Arai), {7k B9 ' (Rumi Shimizu), %25 JEZ% ' (Motoyasu Adachi),

BRE Bk 2 (Satoshi Ajito), P il 3 (Mitsuhiro Hirai)

lﬁﬁ)f . ﬁ%ﬁiﬁﬂ’?ﬁﬁjﬁ (Institute for Quantum Life Science, QST), 2)}?‘:%7]&*%: (JAEA),
SEEHS KB - PR T.HF (Graduate School of Science and Technology, Gunma Univ.)

2RO LysR WEEHEEF ConR-DNA #HEHD X EREERT L BRI EEDEA
Crystal structure of the full-length LysR-type transcription regulator CbnR in complex with
promoter DNA
O-T-H 3&# ' (Miki Senda), Evodokia-Anastasia Giannopoulou'. Maharani Pertiwi Koentjro'”,
BE RE ! (Naruhiko Adachi), /NI IEA 23 (Naoto Ogawa), T-HI &%k ! (Toshiya Senda)
Ve RS - WREIR - BE3E AW (SBRC, IMSS, KEK), 2l ELK (Gifu Univ.), il A (Shizuoka Univ.)

RS X B RMEAEICE B ERRELRE uRBEEY T T2 AT LD
Evaluation of continuous concentration-modulated microfluidic auto-sampling system for
synchrotron SAXS measurements
OXi N ! (Kento Yonezawa), #k 45 & 2 (Yugo Hayashi), % H H: A 2 (Keito Yoshida),

K Big 2 (Shinji Amano), [ %B HE 2 (Ryuji Okabe), {iFAK fifE ! (Nobutaka Shimizu),

AR 2 ? (Hironari Kamikubo)

TR BEAE - WRERE (KEK, IMSS), 2R BUEHRK - W0 (NAIST, MS)
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2P-15

2P-16

2P-17

2P-18
(YSA-4)

2P-19
(YSA-6)

2P-20
(YSA-7)

2P-21
(YSA-3)

Traf5 IC&% TNF 2BRGHOREICEHT B EERMR

Structural basis for the TNF receptor recognition by Traf5

OMiH #Z (Takayuki Obita), fl{FH H 7 (Hinako lida), R |22 (Niko Kyan), %% i (Takanori So),
JKI 2 (Mineyuki Mizuguchi)
&1k - Bt - 3 (Grad. Sch. of Pharm., Univ. of Toyama)

KIRE Cas3 DB SRR ICM T 7= B RIE DT L

Establishment of the efficient production system for Escherichia coli Cas3

ORK EH 12 (Mine Omatsu), 4% HLJZ 3 (Satomi Shibumura), ¥} — A 34 (Kazuto Yoshimi),
1A g 12 (Masaki Yamamoto), BT - 34 (Momoji Mashimo), 47T {#5*F 1.3 (Kohei Takeshita)

HRBF - Spring-8 £ > ¥ — (RIKEN SPring-8 Center), ZIRHK - B - A2 4y (Grad., Scho, of Life Sci., Univ. of Hyogo).
3C4U B 4etk (C4U Corp). “BK - ERMIF (Institute of Medical Sci, Univ of Tokyo)

EREIVAFNIF VAT F7—ED SAM BEICEKFTIBEXTZHEDBEAX DX LADEE
: ppEk
Structural insight into the activation mechanism with the structural change depending on SAM
binding in histamine N-methyltransferase
OFif Jh % 16 12 (Nonoka Godai), 71T i ! (Kohei Takeshita), g3 pEs ! (Naoki Sakai),

0 (Go Ueno), i # 123 (Sho Ito), 4B HIM K 12 (Hideo Ago), LA HEHE 1.2 (Masaki Yamamoto)

"R - SPring-8 & > # — (RIKEN SPring-8 Center), ZECEIE K - B - @Bl (Grad., Scho, of Life Sci., Univ. of Hyogo).
kX &t #7 (Rigaku Corp)

TRPV3 F/ 71 A7 A HDEBIERITIC K S TRPV3 EHELEIED/RA
The structure of lipid nanodisc-reconstituted TRPV3 reveals the gating mechanism
OBH EAN! (Hiroto Shimada), A H) ! (Tsukasa Kusakizako), Nguyen T. H. Dung,
V{5 142 ' (Tomohiro Nishizawa), [ %1 > (Tomoya Hino), &7 FLE: ? (Makoto Tominaga),
EA ! (Osamu Nureki)

liﬁ - B ﬁi%ﬂ’? (Dept. of Biol. Sci., Grad. Sch. of Sci., Univ. of Tokyo),
ZEEUCK » BT - LS (Dept. of Chem. and Biotech., Grad. Sch. of Eng. Tottori Univ.),

SHFRMF - M P (Div. Cell Signaling, Natl Inst Physiol. Sci.)

754 A EBFEMEIC KB Clostridium perfringens HEET B -RAEFOESEBICHES T 74—
VT 1 2 TBIBORIR
Translocational unfolding of binary toxin produced by Clostridium perfringens
OIlH 4! (Tomohito Yamada), 7 H A 1,2 (Toru Yoshida), JI[AS S&5A 3 (Akihiro Kawamoto),
S (Kaoru Mitsuoka), 77l &G 35 (Kenji Iwasaki), T &l 167 (Hideaki Tsuge)

ICHRPE LR AR #EB (Faculty of Life Sciences Kyoto Sangyo University).,
TH AR TR PR WA R} (Department of Chemical and Biological Sciences, Faculty of Science, Japan Womens University),

3)\Kh}\? Pice A ’ﬂﬁ}f%‘ﬁﬁ}f (Institute for Protein Research, Osaka University),
KRB B - WSS £ ~ ¥ — (Research Center for Ultra-High Voltage Electron Microscopy, Osaka University),
SBWRT: HAES 4 F 3 7 AWf%e+ ~ & — (Life Science Center for Survival Dynamics, Tsukuba Advanced Research Alliance (TARA), University of Tsukuba),

6}?’:%5@2%)\? 7 N7 EBIREWEZE T (Institute for Protein Dynamics, Kyoto Sangyo University),
TR SR YL 4> WF9E k2 ~ & — (Center for Molecular Research in Infectious Diseases, Kyoto Sangyo University)

/MBS CRISPR-Cas12f DS &EARR
Structure of the miniature type V-F CRISPR-Cas effector enzyme
O H 2 (Satoru Takeda)

WOk « B - A B} (Dept. of Biol. Sci., Grad. Sch. of Sci., Univ. of Tokyo)

Cryo-EM structures of ATP13A2 reveal transport mechanism of polyamines
O H EiL! (Atsuhiro Tomita), KPR 17 il 2 (Takashi Daiho), V4% 1% ! (Tomohiro Nishizawa)s,
EAR ! (Osamu Nureki)
"Bk - H - A28} (Dept. of Biol. Sci., Univ. of Tokyo), L)1 ER} K2 BE4#3EE (Dept. of Med., Asahikawa Medical Univ.)
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2p-22 S PAVRITZEVONIERAREDEERR
(WS5-5)  Structural basis of the mitochondrial protein assembly machinery
OXr shp: 12 (Hironori Takeda), A3 (Akihisa Tsutsumi), TN e (Masahide Kikkawa),
B Sl (Toshiya Endo)

IBEK - ZEAy (Dept. of Biol., Kyoto Sangyo Univ), “P{L2WF%2H BDR (RIKEN center of BDR),
3%j{ + [ (Dept. of Medical., Univ. of Tokyo)

FHEEZ - B8R#Z / Computation/Information science (2P-23 ~ 2P-37)

2P-23 #1173 RUNX1 BEEER ML EMOEESHENICET 20 FaHhEEIC K S8
Analysis of binding mechanisms of novel RUNX1 inhibitor candidates by using molecular dynamics
simulations
Ol fin! (Yusuke Sakai), H1¥p HEK ! (Yuta Nakano), #f i3 ! (Qilin Xie), A J5 5K 2 (Kota Kasahara),
T Rl (Keisuke Hamada), Flf% NH— 4 (Junichi Higo), #§74 —14 3 (Kazuhiro Ogata),
G s ? (Takuya Takahashi)

lﬁﬁiﬁﬁj{ - B « A2 fy (Grad. Sch. Life Sci., Ritsumeikan Univ. ), iupﬁﬁj{ H:fy (Coll. Life. Sci., Ritsumeikan Univ.),
SRR - B - B (Grad Sch. Med., Yokohama City Univ.),
4E-J$L1—in Bg+ 3 2L —3 3 ¥ (Grad. Sch. Simulation Studies, Univ. Hyogo)

2P-24 3%+ v )l /Canceled
2P-25 BREDHEIREBICHB T I F DIBEY S X &7 DR

Correlation among structural flexibilities of actin in distinct functional states
O/l 3EKER ! (Ryotaro Koike), #EK + 2 (Kei Moritsugu), KH JCH ! (Motonori Ota)
I%j( « [ $t (Grad. Sch. Info., Nagoya Univ.), *ﬁfﬁj{ H: £l (Grad. Sch. Med. Life Sci., Yokohama City Univ.)

2P-26 B -BHEFBDOI I 2L —2 a3 ICEIFTZHRIESFETIVNG A= OFFE
Development of coarse-grained molecular model parameters for simulations of liquid-liquid phase
separation

Ol it ! (Junya Okigawa), A% )50 5K 2 (Kota Kasahara)\ G it ? (Takuya Takahashi)
A SLATHE K« B - AEfy (Grad. Sch. Life Sci., Ritsumeikan Univ. ), \/ SEATHE K« A4y (Coll. Life. Sci., Ritsumeikan Univ.)

2P-27 BFHHFEICEIZEFHHETF MED26 £ SBODXAXEEAHT TN ETNDORHE X H=X LD

Molecular dynamics study on the multiple binding modes of MED26 to recognize three different
intrinsically disordered proteins

Ok k! (Satoshi Goto), AR PEOK 2 (Kota Kasahara), e Ng— 3 (Junichi Higo),
g (Hidehisa Takahashi), EAG B 2 (Takuya Takahashi)

SNEARROR - B - ey (Grad Sch. Life Sci., Ritsumeikan Univ.), 3. #fii K « ZEAy (Coll. Life Sci., Ritsumeikan Univ.),
SE‘Jﬁh—Jj( Bg+ 3 2L —3 3 ¥ (Grad. Sch. Simulation Studies, Univ. Hyogo),
4*&7}]‘5?'37( « B « & (Grad. Sch. Med., Yokohama City Univ.)

2P-28  Protein Data Bank DEiEtERICE D EHE — N7 F FEHAEERA QMBI L RRIF
Comprehensive analysis of protein-peptide interactions based on Protein Data Bank structural
information

Offiitk £—m! (Keiichiro Sato), A% )5 #5K 2 (Kota Kasahara), &4 4L 2 (Takuya Takahashi)

INEAVRER - B - Aify (Grad. Sch. Life Sci., Ritsumeikan Univ.), 23LAvfE K « A2y (Coll. Life. Sci., Ritsumeikan Univ.)

2P-29  GENESIS & CHARMM-GUI ZRWV =) Y FEAERIRNVF—5HE
Calculation of ligand binding free energy using GENESIS and CHARMM-GUI
ORBIE 3 ! (Hiraku Oshima), 2% 755 2 (Suyong Re), #2H Hif 1,34 (Yuji Sugita)
'SUff BDR (RIKEN BDR), PESEIEAERF (NIBIONH), *FEff R-CCS (RIKEN R-CCS), *Hifjf CPR (RIKEN CPR)
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2P-30

2P-31

2P-32

2P-33

2p-34

2P-35

2P-36

2pP-37
(YSA-2)

BFEHFEII1L—3 108K B SARS-CoV KU SARS-CoV-2 O RNA &7 RNA K1) X 5—EICH
113 KX EICETHHE

Domain motions in SARS-CoV and SARS-CoV-2 RNA-dependent RNA polymerases studied by
molecular dynamics simulations

Otk me >3 (Satoru Itoh), A4 J— ! (Shoichi Tanimoto), WAy AL (Hisashi Okumura)
"5FWF aMs), “ExCELLS. *#Mfk (Sokendai)

PPI-ColDock iZZzR\WV/=EBH - EHEESHEK
Unguided Binding MD of Protein-Protein Complexes by PPI-ColDock
OXr#y Filik (Kazuhiro Takemura), JbJ& #2H (Akio Kitao)

PETK + Ay BE T (Sch. LST, Tokyo Tech)

EREXAZTEARICH T FEFTFRDR - RESHMARICRIETREICEHT BIERAIRE
Theoretical study for influences of charge distribution along a protein sequence on the liquid-
liquid phase separation
O%JE JEK! (Kota Kasahara)., RSt (Hiroki Terazawa), f1)I] #fith 2 (Junya Okigawa),

L) I EE ! (Hiroshi Imamura), JE#% NHi— 3 (Junichi Higo), M & ! (Minoru Kato),

VA% Bitl ' (Takuya Takahashi)

ST AvfiEik - A4y (Coll. Life Sci, Ritsumeikan Univ.), 23 AFfE K « B2 + Z4:4y (Grad. Sch. Life. Sci., Ritsumeikan Univ.),
SRR - B e 3 2L — 3 3 ¥~ (Grad. Sch. Simulation Studies, Univ. Hyogo)

Benchmarking the free energy calculation of PaCS-MD/MSM
OF ¥ ¥ 7 X4 (Phuoc Duy Tran), 4lll %W (Hiroaki Hata), H1Z% J¥ (Hikaru Nakaya), At} #M (Akio Kitao)

WK « Ay BT (School Life Sci Tech, TokyoTech)

PDBbind F—42~N—RAZRAWV=HEdH Y HHFBICESELQE - VY FEEERTAFEDRR
Protein-small ligand interaction prediction method by supervised machine learning based on
PDBBind database
OYuhang Chen'. f# F:— ' (Keiichiro Sato), %% )5l i K * (Kota Kasahara), Yuxiang Huang'.

7548 Bl > (Takuya Takahashi)

ISEAvfE R« B2+ A4y (Grad. Sch. Life Sci., Ritsumeikan Univ.), 23 AFfii K + 2424y (Coll.Life.Sci.,Ritsumeikan Univ.)

BB ERAWE NI ERRIEDOEEL
Accelerating Protein Improvement Methods Using Machine Learning
O LM 5&— (Yoichi Kurumida), Z§HE #i (Yutaka Saito), FI 5! (Tomoshi Kameda)

PERSE - N LJI8E (AIRC, AIST)

BHFEBICKSEREOKNEETA

Prediction of hydration structures of proteins by using machine learning

OMlHE Wi 12 (Kochi Sato), K By 12 (Mao Oide), sl fEp (Masayoshi Nakasako)
"BEME - BT - BB (Dept. Phys., Fac. Sci. Tech., Keio Univ.), “BiHf + RSC (RIKEN SPring-8 Center)

77 5T EHENOBRTHNSEOTEHER RS ZFIET 5 &2 /N7 H SRK/SP11 #& 4O IEIHEEER
R
Comprehensive interaction analysis of the SRK/SP11 complex structures that control self/nonself-
discrimination mechanism in Brassica
O k! (Yoshitaka Moriwaki), <% & ! (Tohru Terada), A¥ i i ] 2 (Kohji Murase),

Bl kA (Seiji Takayama), {i/K #lfZ HR ! (Kentaro Shimizu)

'K - B - BT (Dept. of Biotechnol., Grad. Sch. of Agri. and Life Sci., Univ. of Tokyo).

2P - - EBAAE (Dept. of Appl. Biol. Chem., Grad. Sch. of Agri. and Life Sci., Univ. of Tokyo)
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VRHERRIR - MR - A X =2 T/
Protein/cellular functions, Imaging (2P-38 ~ 2P-44)

2P-38

2P-39

2P.40

2P-41

2P-42

2P.43

2P-44
(YSA-1)

ERMBEAICEITDa XTI LA 2 ERRIBRIER S /N7 E FABP3 O EERICET MK
Studies on the interaction between aSynuclein and Fatty Acid Binding Protein, FABP3 in eukaryotic cells
Ok Wi ! (Moe Miyabe), LA Jifs ! (Hanae Yamamoto), i3 IEHL ! (Naoya Fukui),

&A% FBIE 2 (Kunihiro Hongo), {# ¥ 1% 1.2 (Tomohiro Mizobata), 7K {5 H) 3 (Kohji Fukunaga),

I H R ' (Yasushi Kawata)

VBB « T - AL222EWE A (Dept. of Chem. and Biotech., Grad. Sch. of Eng., Tottori Univ.),
ZEKEE - BB - HSfEFE (Dept. of Biomed. Sci., Grad. Sch. of Med. Sci., Tottori Univ.),
3%1[37('13:& . % < PPS2 (Dept . of Pharmacol., Grad. Sch. of Pharm. Sci., Tohoku Univ.)

KR ISHEZEIES F&FIA U 7= Dicer-PAZ-Platform |2 & 2 EE RNA O 3° KixFAISOREERE DREIR
Interaction analyses between Dicer-PAZ-Platform and dsRNA by using photo-reactive crosslinker
O#iK BR L (Shunya Suzuki), A - (Noriko Yokota), {#HtHH 5A# (Hiroki Tsuda),

A HAdT (Yukiko Kamiya), (%38 i#2Z (Hiroyuki Asanuma)

%Kk - T - A45%F (Biomol., Eng., Nagoya Univ.)

BB G1 IBRATO/ O F U REROBEEENT 57 2IVRT
Structure and fractal dimension of chromatin assembly in yeast nuclei in G1 phase
O kit %= 12 (So Uezu), Kl B 12 (Mao Oide), A P 2 (Takahiro Yamamoto),

rhsE fER (Masayoshi Nakasako)

"B - PILT. (Dept. Phys., Fac. Sci. Tech., Keio Univ.), “Pfff - RSC (RIKEN RSC)

M7 7720 DORZIKED TrpRS 27t L7=SHAE Trp #xX(CRA5T 5
Tryptophan depletion modulates TrpRS-mediated high-affinity tryptophan uptake into human cells
OMEIR 5! (Takumi Yokosawa), #4% i 1,2 (Keisuke Wakasugi)

"B - B - AR} (Dept. of Biol. Sci., Grad. Sch. of Sci., Univ. of Tokyo),
ziﬁ . %’ﬁﬁ')t'ﬂj . [—Eﬁﬁfﬁiﬁ (Dept. of Life Sci., Grad. Sch. of Arts and Sci., Univ. of Tokyo)

) VEEIC KB 2 N BR R

Control protein degradation by phosphorylation

FHEFER % (Tomonao Inobe), OFEH Kififj (Daisuke Sawada)
F LKk - BT, - A= 4y (Grad. Sch. of Sci & Eng., Univ. of Toyama)

101F6 7/ 71 RV 2 AWV =BFRREIRICDEERIIAZR

Experimental analysis of electron transfer reaction using 101F6 nanodisc

Ol 3! (Aoi Yamaguchi), Hamed Adel™?, 2K JEpK ! (Motonari Tsubaki),
AT #5k ! (Tetsunari Kimura)

ljtﬁa)ﬁj( « BB - {b (Dept. of Chem., Grad Sch. of Sci., Kobe Univ.), >Tanta Univ.

1 B FERBHRREREICE > THRAZAEZS a2 FY 7HXR ATP SHEERICH T HEEEF IF, OFIH
s

Regulation mechanism of ATPase inhibitory factor 1 in mitochondrial ATP synthase revealed by
single-molecule analysis and manipulation

O/ B2 (Ryohei Kobayashi), |- {453 (Hiroshi Ueno), ¥FHli 44T (Hiroyuki Noji)
WOk - B - ik (App. Chem., Eng., Univ. of Tokyo)
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| ##% - 7+ —0 51 % / Biophysics, Protein Folding (2P-45 ~ 2P-61)

2P.45*

2P-46*

2P.47

2p-48*

2P.49*

2P-50*

2P-51*

2pP-52*

2pP-53*

BHNBEETMCKBIVIF—LEa-FIMNTPVTIVDTA—=NT 1 2 THEOTH
Prediction of folding mechanisms of lysozyme and a-lactalbumin by an extended statistical
mechanical model
OKM *Eg! (Koji Ooka), Hr 534~ 1.2 (Munehito Arai)

"B - B - PR (Dept. Phys., Univ. Tokyo), HUK - ¥4 AL « A4y BRE% (Dept. Life Sci., Univ. Tokyo)

RIYAL IV ICKBDAVA) 7040 FPRRERMDOEE - ST

Structure and cytotoxicity of insulin amyloids degraded by minocycline

O 1! (Wakako Mori), R (Keisuke Yuzu), B 7 ¥ H— F 574 ¥ ! (Nadine Lobsiger),
etk AT (Hisako Sato), 7Kl $&1E 2 (Terumasa Nagase), )& & — 3 (Keiichi Iwaya).,
DIV NS VARSI ) (Mikael Lindgren), METH £ ! (Tamotsu Zako)

1% Kz « BT, (Dept. Chem. & Bio, Grad. Sch. Ehime Univ.),
Ziﬁlij: « YR EHEL (Dept. Metab. & Endocr., Tokyo Med.Univ. Ibaraki Med. Center),
S E ke, 4 ARWFEHT (Dept. Pathol. Kyoundo Hospital, SASAKI Inst.), */ V77 = —F}4; K (Dept. Phys, NTNU)

BERANDZ 2 INTEDOR V) AH EARIREDE L
Protein incorporation into droplets and phase state changes
Ol it 3% 4 F- (Nanako Sakakibara)

Sk KE - BB (Pure and Appl. Sci., Univ. Tsukuba)

Methanoculleus B MBEBR#EFT > /0O K7 S 2 OB E T

The thermal stability of SzRs from Methanoculleus archaea

OJIG 2! (Yuma Kawasaki), 417 JHf5E 1.2 (Masae Konno), I f— ! (Keiichi Inoue)
"Bk - WpPEWF (ISSP, Univ. Tokyo). 2JST + & X A3UF (PRESTO, JST)

EMMBEZINTIVHEIZEITE b 196G BEFDEE
Size evolution of human immunoglobulin G aggregates induced by human serum albumin
Oly 4= 12 (Tomohito Nakayama), “F-Bf £ 2 (Atsushi Hirano)

ISR - BB (Pure. Appl. Sci., Univ. of Tsukuba), ZBERAHF - F 2 #FF (NMRI, AIST)

Y OBRL I F O FHRMIKICKHT 5 RIGDEER
Elucidation of the reaction between the coral lectin and rabbit erythrocyte
O kAt 24! (Ryosuke Kamimura), % #jT- ! (Mocko Koga), #4111 #i ! (Ryo Toyama),
WP e (Hideaki Unno), #4111 %7 ! (Tomomitsu Hatakeyama), I 75— Kl 1.2 (Shuichiro Goda)
"B KRE - T - #8841, (Dept. of Adv. Eng., Grad. Sch. of Eng., Nagasaki Univ.), AIili kK + B T. (Fac. of Sci. and Eng., Soka Univ.)

ArsR-LuxR & Z 2 /INVEICHITS Cys EEF () DIFERZEN LEBBEBRDOA D=L

Mechanism of ArsR-LuxR fusion protein hyper-structure formation by binding of Cys and As(lll)

OPy % B4 (Rina Ayuba), KN F- (Kyohei Ouchi), fR - KH (Daichi Iitoyo), KA KA (Yuki Kimura),
Mg ¥F Kl (Daisuke Umeno), 45 (BfF[H]) %7 (Shigeko Kawai-Noma)

TR - B - T - JE4: (Dept. of Applied Chemistry & Biotech. Chiba Univ.)

EREOR - RSB REICHNTEIT I/ BOBRENFTA—5—
Solubility parameters of amino acids on liquid-liquid phase separation and aggregation of proteins
OWpA S (Akira Nomoto), P§ZIIE ¥ (Suguru Nishinami), HA BEAKAR (Kentaro Shiraki)

L% KBE - #03 (Pure and Appl. Sci., Univ. Tsukuba)

Early aggregation kinetics preceding the nucleation in distinct amyloid formation pathways
between bovine and human insulin
OMly 24t ! (Keisuke Yuzu), 44 H& 2 (Hiroshi Imamura), ¥FIE #h55 ! (Takuro Nozaki),

S (Ken Morishima), BLH # 3 (Aya Okuda), JF I A AKER 3 (Rintaro Inoue),

VAN (Masaaki Sugiyama), %4+ #&3E ! (Eri Chatani)

IWﬁkﬂﬁ + B (Grad. Sch. Sci., Kobe Univ.), Zjﬁfﬁﬁi « B Fl4% (Coll. Life Sci., Ritsumeikan Univ.),
Spik - BIAHF (KURNS, Kyoto Univ.)
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2P.54*

2P-55*

2P-56*

2P-57*

2pP-58*

2P-59*

2P-60*

2P-61
(WS5-4)

=R NMR ZAVWVXAZH S /N8 Mint3 & FIH-1 OHEE(ERRER

NMR analysis of interaction between intrinsically disordered Mint3 and FIH-1

OfijH ! (Ryo Maeda), A IBE 2 (Satoru Nagatoishi), HtA {%3F 23 (Kouhei Tsumoto),
WG e ! (Katsumi Matsuzaki), J2¥f K ! (Masaru Hoshino)

"B KWt - 3 (Grad. Sch. and Fac. of Pharm. Sci., Kyoto Univ.), “HUk + JERHIF (Inst. of Med. Sci., Univ. of Tokyo),
3§k + T (Sch. of Eng., Univ. of Tokyo)

FVRNFEERAWEE—REDFNIVT ) —EE : ALS BESR /Y& FUS LC O LLPS ADIGH
Label-free quantification for a single droplet using Raman spectroscopy: Application to ALS
associated protein FUS LC
ORMi: A (Kohei Yokosawa), Z%H] KB (Daiki Shibata), HEA FL¥] (Shinji Kajimoto),

HhAk 22FI (Takakazu Nakabayashi)

HAL KBt - # (Grad. Sch. Pharm. Sci., Tohoku Univ.)

K4 8#aRIRIKIE X F HOMIINCH (T SRR

Functional analysis of cyclic K48-linked ubiquitin chains in cells

OZe ] it (Tomoki Sorada), FRAS K% ! (Daichi Morimoto), ' 7V ¥ % L1 v 7 2 (Erik Walinda),
R e ! (Kenji Sugase)
IBK - 1.+ 21T, (Dept. of Mol. Eng., Kyoto Univ.), “Bi K - [ « fllE% (Dept. of Mol. Cell Physiol., Kyoto Univ.)
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AIFYAL 2V NIEOHMBATOT # =T« IR
Folding analysis of De novo designed proteins in cells
Ok Wi (Moe Takahashi), =i 2 < & 2 (Tsukumi Miwa), [H 17T JEfgf 1.2 (Hideki Taguchi)

"Bk + A4y T, (Dept. of Life Sci. & Technology, Tokyo Tech),
TR - WFZERE - Ml >~ # — (Cell Biol. Center IIR, Tokyo Tech)

N7 F K /DNA R - BHABRICHTS7 I/ BEOHS B
Phase separation propensity of amino acids in oligopeptide/DNA liquid-liquid phase separation
systems
OMRE KHB (Yuto Akahoshi), i £l 1.2 (Hiroka Sugai), =Af FLRK 1.2 (Masahiro Mimura),
Wi B — > (Yoichi Shinkai), ZEF 4 * (Ryoji Kurita), & [l W24 * (Shunsuke Tomita),
EA BARER! (Kentaro Shiraki)

YR - B (Pure and Appl. Sci., Univ. Tsukuba), & #aHF{@HEE T. (AIST, Health Med. Res. Inst.),
SEERSIF N A o A 554 AU (AIST, Biomed. Res. Inst)

L Ry I RNG D AEIC K BINERKTEE ATTR 7 204 N—2 AOREFIHEEORIT

Redox imbalance triggers the aggregation of transthyretin

ORI g ! (Yuki Inada), 4 A 561 2 (Ryoko Sasaki), /NEF #i—H] ! (Yuichiro Ono),
Nl (Yoshihiro Kobashigawa), ¥ fdt KRR 3 (Kentaro Noi), FJi Il 2 (Tsuyoshi Shuto),
2k R 2 (Hirofumi Kai), #FM 5A& ! (Hiroshi Morioka), i/ ELH1 ! (Takashi Sato)

"REK e - 36 - 49 HT{ES: (Dept. Anal. & Biophys. Chem., Grad. Sch. Pharm. Sci., Kumamoto Univ.),
ZRER R - K - AT EEREIS 2% (Dept. Mol. Med., Grad. Sch. Pharm. Sci., Kumamoto Univ.),
Wk - F A TV ATFHEAL VEEWGE ¥ — (Inst. NanoScience Design, Osaka Univ.)

GroEL ICX9 2 v NOZVDEGER ZRET HIESHEE

Bond strength that determines interchangeability of co-chaperonin for GroEL
R ! (Megumi Masuda), ¥4 B 2 (Minami Nomura), F# @ &% 2 (Nodoka Murakoshi).,
O T1E#k 2 (Chikaho Yoshihara), /Nt & W & 1.2 (Ayumi Koike-Takeshita)

YN TR - N4 F X F 4 # VAL ~ ¥ — (Biomed. Res. Ctr., Kanagawa Inst. of Tech.),
ZZ3 N TRK « B& - 1. (Dept. Appl. Chemi. Biosci., Grad. Sch. Eng., Kanagawa Inst. of Tech.)

P FRELIC K VIS D E L o TBREEKIIKE KUIEREKIAKD E NI BEEAF I 7 AFEICRIE
TR

Role of freezable and unfreezable hydration water for the activation of protein dynamics revealed
by neutron scattering

O A s (Naoki Yamamoto)
F B BERF R AR BE 24 R A B2 3 Wi A 1y 1y BR2- ER Y (Div. Biophys., Dept. of Physiol., School of Med., Jichi Med. Univ.)
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| 7a7#—L - EAE IS / Proteomics / Protein engineering (2P-62 ~ 2P-88)

2P-62*

2P-63*

2P.64*

2P-65*

2P-66*

2P-67*

2P-68*

HOKAMERER) SN-38 (C33 L TRBMEICHS T RN S NI EH TN OMEETT
Functional evaluation of cancer targeting protein capsules with high affinity binding to poorly
water-soluble anticancer drug SN-38
ORAM #Zs (Rina Okubo), 75 1% % 7 (Haruna Yoshida), i HH #i#fi (Kosuke Furuta),

S¢S (Yoshiaki Teraoka), i3k [Ef2 (Masatoshi Nakatsuji), ¥z P& (Takashi Inui)

KIEHF R - B« iy B3 (Grad. Sch. of Life & Envi. Sci., Osaka Pref. Univ.)

VHH IZ&11 % CDR3-Framework region B3 FRMHEEEAICEB L7727 L—LAT - REOMIELFR
BRI
Physicochemical analyses of mutations in framework regions of VHH focusing on intramolecular
interactions between CDR3 and framework region
OARTF iHEW,! (Seisho Kinoshita), HIAJT 3§ 1.2 (Makoto Nakakido), HLIH K#i 1.2 (Daisuke Kuroda),

HT7TRA B K MM} (Jose M.M. Caaveiro), HER S 124 (Kouhei Tsumoto)

l*jﬁ « BE1l e N4 F I Y (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo),
2%)\ . F)‘bn]: . 'ﬂﬁﬂi (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo), 37‘[,}\ . [5;':1';% (Grad. Sch. of Pharm. Sci., Kyushu Univ.),
YK - BERMIF (Inst. of Med. Sci., Univ. of Tokyo)

BEEATIFAN—2—CBP DKIX XAV EEET7 IV FAN—2—OHEERAZIFNE LREHKREE

5

Rational inhibitor design targeting the interaction of the KIX domain of the transcriptional

coactivator CBP with transcriptional activators

OfftE B! (Nao Sato), ZEi; Bpt: ! (Shunji Suetaka), #k 534 ! (Yuuki Hayashi), $rJf: 534~ 1.2 (Munehito Arai)
"Bk - AL - A3 BREE (Dept. Life Sci., Univ. Tokyo), 2B « B - ¥ (Dept. Phys., Univ. Tokyo)

AIBVINVET /KT TIP60 D ZF .1 ZFIMA L /=AAREDN T OIEL

Dual-surface modifications of artificial protein nanocages using molecular size discrimination by
surface pores

OMRZE YeHL=E (Erika Nasu), JI| | 75 (Norifumi Kawakami), ¥4 &~ (Kenji Miyamoto)

e - BT (Dept. Biosci. Info., Keio Univ.)

VHH A0 BERFHZFIA L7 B -hairpin IXNT F FEREHFEDER
Design schemes for B-hairpin peptides utilizing structural characteristics of VHH antibody
OA —" (Koichi Yamamoto), HA)T i 12 (Makoto Nakakido), HLF K#i 123 (Daisuke Kuroda)s,
FePM 47 BE ¢ (Satoru Nagatoishi), FEA 3% 2 (Jumpei Morimoto), 113 {24 ' (Shinsuke Sando),
HA iR 1 (Kouhei Tsumoto)

"Bk - BT - N4 I =71 7 (Dept. of Bioeng., Grad. Sch. of Eng., Univ. of Tokyo),
K - BRI - fbZE (Dept. of Chem. Biotech., Grad. Sch. of Eng., Univ. of Tokyo),

SHK - BT - BET. RS (Med. Dev. Dev. Reg. Res. Center, Grad. Sch. of Eng., Univ. of Tokyo),
YHK - R (Inst. of Med. Sci., Univ. of Tokyo)

ZEAXRLIFZAWVEERE T/ 70y 70BCHEBLES TFESEDEIR
Self-assembling supramolecular complexes of protein nanobuilding blocks with a trimeric lectin
ORI 1ZzH»! (Haruka Kaigawa), #f37 i%%5 2 (Hiroaki Tateno), #HiJf 56— L3 (Ryoichi Arai)

lﬁj{ < WEHE - DA (Dept. of Appl. Biol., Fac. of Textile Sci. and Technol., Shinshu Univ.),
zﬁﬁﬁﬁ)f . %ﬂ]ﬂf‘lﬁ‘%T? (Cell. and Molecul. Biothech. Res. Inst., AIST),
MEMK - N4 F AT 4 VI - AR F 4 2 X (Dept. of Biomol. Innov., Inst. for Biomed. Sci., Shinshu Univ.)

AU NVERAMIKDEAEDEZRAW =S REHFAHNHZEFDEIR
Toward design of diverse symmetric protein oligomers based on shape complementarity
Ol Hi45 | (Shingo Kaida), /b U2 > (Naoya Kobayashi), /Mg ¥t 23S (Takahiro Kosugi),

- (Nobuyasu Koga)

! BIEK « B - A3 (Dept. of Structural Molecular Science, School of Advanced Sciences), Zlﬂ,ﬁiﬂ»i - 4584 (ExCELLs, NINS),
ST - W28 (IMS, CIMoS),  *¥&MF K (School of Advanced Sciences), *JST + & X A3UF (JST, PRESTO)

(50)



2P-69* MBEEMANTFREAMURAVIRTOREIF0 Y D EREFEBAVRER paclitaxel T3
Ky IFIN)—= AT L
Drug delivery system for anti-cancer drug paclitaxel using lipocalin-type prostaglandin D Synthase
with tumor-targeting peptide
Oy #i#fi (Kosuke Furuta), Hik [Ef2 (Masatoshi Nakatsuji), 7 H 1% % 7 (Haruna Yoshida),
KA BZS (Rina Okubo), W7 B (Takashi Inui)

KBUFFR - B2 - A Ay BrBE (Grad. Sch. of Life & Envi. Sci., Osaka Pref. Univ.)

2P-70* ERECHEOENEEZRETIREORE
Generation of antibodies to an extracellular region of a membrane protein
OfEN K—"! (Taichi Sumikawa), FIA)T i 1.2 (Makoto Nakakido), HLH K 1,23 (Daisuke Kuroda),
HA s 1234 (Kouhei Tsumoto)

"UREE - I+ 284 F =2 Y (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo),
zﬁﬁﬁ C 'ﬂjﬂ: (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo),

ziﬁl"ﬁ? « 1.« [E1. RS (Med. Dev. Dev. Reg. Res. Center, Sch. of Eng., Univ. of Tokyo),
PR - BRI (Inst. of Med. Sci., Univ. of Tokyo)

2P-71* SflEiLYFF /70 WA20-ACG EEHDRRE
Development of Polyvalent Lectin Nanobuilding Block (WA20-ACG) Complexes
OANEI fip 13 (Shin Irumagawa), B} % 2 (Hiroaki Tateno), I st— 1.3 (Ryoichi Arai )

YEMK - BhHE - IS JH 48 (Dept. of Appl. Biol., Fac. of Textile Sci. and Tech., Shinshu Univ.),
ZRERSHIF + HKL 5> F- 157 (Cell. and Mol. Biotech. Res. Inst., AIST),
3%‘}”7( XA F AT A4 ANV - RS- 4 2 X (Dept. of Biomol. Innov., Inst. for Biomed. Sci., Shinshu Univ.)

2P-72* ZBILERBEREZBIELRE Top7 EEHEDIEE
Construction of Top7 variants aiming for easy structure determination
O M (Yuki Ito), & FHZ (Shota Shiga), FEA Fhik (Takuya Araki), FLRE i) (Koki Makabe)
I K BE - BT (Grad. Sch. Sci. Eng., Yamagata Univ.)

2P-73* CD19 (I3 9 ZIRIK—F R AEDIER & 5F
Production and Evaluation of an Anti-CD19 cyclic-scFv
O# —I ' (Yifan Yang), FiI% [£ * (Kyo Okazaki), KK EAK ' (Ryota Omizu),
1IN BB—Hp ! (Soichiro Yamauchi), 2 F=E{T. ! (Chenjiang Liu), fEJH 5152 ! (Takashi Sato),
JINEE N it ! (Yoshihiro Kobashigawa), #&M 5Ai& ! (Hiroshi Morioka)

1ﬁEj{|§'}ﬂ « 3 (Graduate school of Pharmaceutical Sciencs,. Kumamoto Univ.),
Zﬁ‘ék « # (School of Pharmaceutical,. Kumamoto Univ.)

2P-74* A~TFFIUH—REICEZ—KHERGOEHEEL
Improvement of the functions of single-chain antibody by modification of peptide linker
Ofas fitz! (Sena Kamesawa), #5 —Ii, ! (Yifan Yang), [l £ 2 (Kyo Okazaki), F1ZE JBRk 2 (Shosei Kai),
1Py B —Ep ! (Soichiro Yamauchi), % f={T ! (Chenjiang Liu), fjH Hi52 ! (Takashi Sato),
JINKET Bt ! (Yoshihiro Kobashigawa), #Rhi JAG ! (Hiroshi Morioka)
"HE KBz + $E (Grad. Sch. Pharm. Sci. Kumamoto Univ.), 2H&JK + 3% (Sch. Pharm. Kumamoto Univ.)

2P-75* RFHHhFEZAVERER TRV XY THEO—KERED D FELE
Rational design of thermo-stable single-chain Fv antibody based on Molecular Dynamics
ORI [ ' (Kyo Okazaki), #&H 3% * (Hikari Morita), k7K EK * (Ryota Omizu),
1N JB—HR 2 (Soichiro Yamauchi), % =T 2 (Chenjiang Liu), fEJHE 5152 2 (Takashi Sato),
IS Akt 2 (Yoshihiro Kobashigawa), £ 5A& 2 (Hiroshi Morioka)

'HEK - 3 (School of Pharmaceutical,. Kumamoto Univ.),
ZHE KBz + #E (Graduate school of Pharmaceutical Sciencs,. Kumamoto Univ.)
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2P-76*

2P-77*

2P-78*

2P-79*

2P-80*

2P-81*

2P-82*

2P-83*

ZYVEMEEERICEADL I BAZEAH EEY EDHEERAOREFTMENDIEE

Rapid evaluation method for ligand function of nuclear receptors

OKK BX! (Ryota Omizu), B B3 2 (Mana Namikawa)s, ! (Yuya Toyota)s,
et i ! (Takashi Sato), F&M] BAR ! (Hiroshi Morioka), ARA #i 3 (Yuu Kimoto), #f /NE 3 (Konatsu Mori),
BHIT S5 3 (Mitsuhiro Sekiguchi), /)1 At ! (Yoshihiro Kobashigawa)

"R AP - 3 (Graduate school of Pharmaceutical Sciencs,. Kumamoto Univ.),
zﬁlék « # (School of Pharmaceutical,. Kumamoto Univ.),
SEINEAE K « A=W % R (Faculty of Bioresources and Environmental Science, Ishikawa Prefectural University)

VA CD3 IC Y BTRIRC—FHA A D MER & T4

Production and Evaluation of a cyclic-scFv against mouse CD3

Oy Hit ! (Rui Shi), iR} FE 2 (Kyo Okazaki), KK EK ! (Ryota Omizu), #5 —IH ! (Yifan Yang),
1IN B—ap ! (Soichiro Yamauchi), % f=EVT. ! (Chenjiang Liu), mHER! (Natsuki Fukuda),
feifk i ! (Takashi Sato), /M| Ak ! (Yoshihiro Kobashigawa), #M] 5A& ! (Hiroshi Morioka)

"HE KB - 3 (Graduate school of Pharmaceutical Sciences,. Kumamoto Univ.), 2BEA + 3% (School of Pharmacy,. Kumamoto Univ.)

RAETEOMEREZETEHELT77/0—F - REBR T 7051477 —OERBEEDRPLR Y
Y=V T RTLDERSR -
A novel approach for expanding the utility of antibody engineering
ORYL Ly A (Hiroshi Amesaka), 5% Fl1 3 (Kazufumi Takano), FHF {8 — (Shun-ichi Tanaka)
TORFAK - BB (Grand. Sch. Life Env. Sci., Kyoto Pref. Univ.)

EEFFIZZAVWREERS FRAEARG ZRER -7 I —OIGH
Application of next-generation sequencing analysis in the molecular evolution of antibody mimics
Offtik 2! (Tomoyuki Ito), P4 I3 23 (Hafumi Nishi), 7T kw4 X% ¥ 4 (Thuy Duong Nguyen),

ik (Yutaka Saito), B fhrp s (Tomoshi Kameda), H1{% St ! (Hikaru Nakazawa).,

HH 23 >0 (Koji Tsuda), At St LS (Mitsuo Umetsu)

l%jtﬁ « 1.+ 734 F 1. (Dept. of Biomol. Eng., Grad. Sch. Eng., Tohoku Univ.),
2P - IEERLS® (Grad. Sch. Information Sci., Tohoku Univ.), B D KK - ILERHFSERE (Fac. Core Res., Ochanomizu Univ.),

RERSE - NTHIEMIZE L (AIRC, AIST),
Siﬁﬁ)f - WP AIREEGWIZE £ (Adv. Intell. Pro., RIKEN), Gﬁj( « B3, (Grad. Sch. Frontier Sci., The Univ. of Tokyo)

iFz RV =RTIRD AMHIEF NKX3.1 52 E
Inhibition of Prostate Cancer Suppressor NKX3.1 Degradation by Antibodies
OJE P! (Ayaka Hara), 1:JF 15 3% 2 (Nobuhide Doi), {FEFHE 2 H ! (Tomonao Inobe)
Mer kB « BT, (Grad. Sch. of Sci & Eng., Univ. of Toyama), 2Bt A + BT, (Dept. of Biosci. & Info., Keio Univ.)

FRB-FKBP Bi& B2 VNV BILEK BTNV A I RENZEFTR Y AT LORFE
Development of rapamycin-dependent multimerization system by FRB-FKBP fusion protein
OIRIT B3 (Runa Sakaguchi), FEFER 44 HH (Tomonao Inobe)

F KK - BT, (Grad. Sch. of Sci & Eng., Univ. of Toyama)

Rational design of inhibitors targeting the interaction between interleukin-33 and its receptor
ST2
O 3 H ' (Mizuki Teranishi), Ak B3 ' (Yuuki Hayashi), i 5347 ' (Munehito Arai)

K - AL - AEATBRES (Dept. Life Sci., Univ. Tokyo), 2Hik « B « BBl (Dept. Phys., Univ. Tokyo)

Proteomic Identification and Validation of Novel Interactions of a Tumor Suppressor PRELP with
the Growth Factor Receptors IGFI-R and p75NTR
O/ & ! (Hirofumi Kosuge), HIAJT 3k 12 (Makoto Nakakido), F["If7 B 3 (Satoru Nagatoishi),

P4 (Tetsuya Fukuda), HUH 487Z 4 (Yasuhiko Bando), K} {5 — s (Shin-ichi Ohnuma)s,

HER JESE 123 (Kouhei Tsumoto)

"BOKEE - 1. - {bAE (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo),
2R - T+ N4+~ ¥ (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo), “HUK - EFHIF (Inst. of Med. Sci., Univ. of Tokyo),
N F YA -T2 )0 Y =X (Biosys Technologies), °Inst. of Ophthalmology, Univ. College London
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2P-84*

2P-85*

2P-86*

2P-87*

2pP-88
(YSA-5)

Barium ion responsive reversible assembly of protein supramolecule TIP60
OXJE it ' (Naoya Ohara), JI| . T 51 ' (Norifumi Kawakami), i} 58— * (Ryoichi Arai),
AR E! (Kenji Miyamoto)
K (Keio Univ), “ZJNK (Shinshu Univ.)

Construction of an Artificial Protein Dimer for Selective Binding Biomolecule at Its Interface
OffZE KR! (Hiroaki Inaba), DU 55 % ! (Yuma Shisaka), [ X% ! (Garyo Ueda),

A FIN ' (Kazuto Suzuki), 4% Bt ' (Shinya Ariyasu), 2535 HE—FHE ' (Yuichiro Aiba),

AR 423 (Hiroshi Sugimoto), JE¥W] K= 1.2 (Osami Shoji)

"%k « B - b (Dept. of Chem., Grad. Sch. of Sci., Nagoya Univ.), *JST CREST. *BEfff - SPring-8 (RIKEN SPring-8 Center)

Directed Evolution of Cytochrome P450BM3 for Responding N-Acyl Homoserine Lactones as
Decoy Molecules
OREIL 1! (Yuya Yokoyama), JH{# 52 ! (Masayuki Karasawa), A% FiAll ! (Shinya Ariyasu),

35 HE—HR ' (Yuichiro Aiba), Ew] £ = "* (Osami Shoji)

14K « B - {t.%% (Dept. of Chem., Grad. Sch. of Sci., Nagoya Univ.), “JST CREST

BESN—NF—2ONIEDT ) RTHA ICE D GPCR DIRERIRMHREL
State-selective stabilization of a G-protein coupled receptor by tailor-made design of fusion
partner proteins
O=A #Fiy'! (Masaya Mitsumoto), 4 ¥4% 2 (Kanna Sugaya), Ja([] — B 2 (Kazuki Kazama),
HEF A 2 (Ryosuke Nakano), /Mg i 3 (Takahiro Kosugi), A¥H #1: 2 (Takeshi Murata).,
W S (Nobuyasu Koga)

etk - MR - B53% 401 (SOKENDAID), 2T-3Ek « B (Dept. of Sci., Chiba Univ.), > FISRF}¥ « 4@ BIK (NINS, EXxCELLS),

O THE (MS)

Kbh/-HieziHm S5 3 I L THESFE—X— V,-ATPase IC7ORT ) v VB ZEETT S
De Novo Design of Allosteric Sites into Rotary Molecular Motor V,-ATPase by Restoring Lost
Function
O/ Hpg 1234 (Takahiro Kosugi)‘ AR Sty 12 (Tatsuya lida), HA W S (Mikio Tanabe)‘
LDy (Ryota Iino), 7 15 HE 1,23 (Nobuyasu Koga)
5 FE (aMS), HEREK (SOKENDAD, *E#REH - ALl (ExCELLS, NINS), *JST - & X% (PRESTO, JST),
SR AN - PAEHE (MSS, KEK)
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