7—%%3av7 / Workshop
English Session
B 15 (MRPEESHS OF BESEE) /

1 WBa Room B (Kobe International Conference Center 3F International
Conference Room)

68248 (B)/June 24 (Mon.) 9:00 ~ 11:30

NTF R4 5= a L& BEAHERE
Peptide-ligation based protein design

NRTFRIA =2 a vid, BHEOEHEEET 2 HETH Y @ OMIRFHLIR 2 i
TRED HEZVH LOEAESBHELZIEY M D, AT -2 ay 7T, GRATT
FOHEREPS, AT ARV Iy =B izl & > X7 BoERE ClgL IR
BIZOWTHREEZIT) . TIh6, MBI & 2% s HAEERMORES, EHE
RIS ET OFRBEMAT 72 &, 2O T ORFOFEIZOVTRET %,

Peptide ligation is a protein engineering technique that connects the backbone of two poly-peptide
chains. It expands the limitation of general recombinant protein expression, such as protein cyclization
or incorporation of non-natural amino acids. In this workshop, we will discuss the broad perspective of
the technique from chemical synthesis of peptides to intein/sortase ligation.

F—HTAT— AR Eth (EEHEATREMIER) . B8 =& (LKE)
Organizers: Shinya Honda (AIST), Koki Makabe (Yamagata University)

1WBa-01 [900] #HALANTFRIAF5—2aVRIBICEZEAEERIBEDY FH1
Redesign of protein backbone structures via various peptide ligation
techniques

OFLEE 378 (Koki Makabe)
1K - BT, (Dept. Sci. Eng., Yamagata Univ.)

1WBa-02 [925] Chemo- and site-selective chemical transformations of peptides
and proteins
OB ¥ (Youhei Sohma)
WK - 3 - AK (Synth. Org. Chem., Grad. Sch. Pharm. Sci., Univ. of Tokyo)

1WBa-03 [950] Sortase A DFHRFIFAEDRF
Harnessing the sortase A-mediated peptide ligation

OfA $itl (Takuya Matsumoto)
BOfFKBE - 12 - #94k (Dept. of Chem. Eng., Osaka Pref. Univ,)
1WBa-04 [10:15] Total chemical synthesis of glycoproteins for deciphering the glycocode
Ol A & (Ryo Okamoto)
B A - B - 4E (Grad. of Sci. Dep. of Che. Osaka Univ.)
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1WBa-05 [1040] Protein engineering for practical enzymatic protein/peptide ligation

Ol 7572 (Hidehiko Hirakawa)
SR - B ABREE (Faculty of Life Environ. Sci., Univ. of Tsukuba)

1WBa-06 [11:05] EHERILY A bha U DBEBRICE D 5FRe
Structure based design of backbone-circularized cytokine
OB 5t ' (Takamitsu Miyafusa), %4+ Bl#b > (Risa Shibuya),
TUE5 # ' (Wataru Nishima), KJ5 32 * (Rie Ohara),
T HI A+l ' (Chuya Yoshida), AXHI EiAll '* (Shinya Honda)
YERAF - N4 F X5 4 AV (BMRI, AIST),
2HUK - PR (Front. Sci., Univ. of Tokyo)

English Session
F&15 (RERESHS 5F 502) /

1 WFa Room F (Kobe International Conference Center 5F 502)
68248 (B)/June 24 (Mon.) 9:00 ~ 11:30

RNA 0% <l Ws & EBRHES
BEREN S RNA BEFETHIE / ik / ELOEar
770—-FTiEB !

Structural, functional, and evolutionary analyses of
transcription apparatus and RNA architecture

RNA (FHHIEHRE % 5 4 PSR 12 BV TR L T %0 B85 BUG % /i L 72 #IENS I 2 4R 1,
RNA- BEHE»S % 5 " UREEAR " 240 L7286, 3%, S R06 & 2 LR
BB 2 AP ZHICR T o T0de AY—27 ¥ 3 v 7T, RNA 2fE) 13 &HE#
AR (REEEZR L), O RNA 284 &3 2 /IR SR, B/ e/ o
BERT 70 —FTillo 2RICERZH T, TS OEYFH HIET N EH LW
DWW T A2 Lk BIRL 72w,

RNA regulates numerous biological phenomena. Recent evidence suggests that RNA forms
membraneless structures in vivo, which are functionally associated with transcriptional activity. Here,
we present studies on the structure, function, and evolution of the transcription apparatus and RNA
architecture. We will discuss the connection between cell biology and protein science through RNA
function.

F—HTAF—  RFE HNE (EIRILF—INRBAATTHERE) . LHEERE HE CKIRKXF)
Organizers: Naruhiko Adachi (KEK), Hisashi Tadakuma (Osaka University)

[900] Introduction

1WFa-01 905 RNARUXS—EIlIck? " HIBATO " GEOHBEEE
Structural basis of cellular transcription by RNA polymerase

OBIM f2— (Shun-ichi Sekine)
BB - 2E GBS BE R #AF%E £ ~ # — (RIKEN BDR)
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1WFa-02 [9:30]

1WFa-03 [9:50]

1WFa-04 [10:10]

1WFa-05 [10:30]
(1P-157)

1WFa-06 [10:45]
(1P-228)

1WFa-07 (11:.00]

[11:25]

Role of the transcriptional pre-initiation complex in Mediator
recruitment and dynamics

O%piE it (Kayo Nozawa)

HK + & wMF (The University of Tokyo, Institute for Quantitative Biosciences)

Structure analysis of transcription related complexes and installation
of cryo-EM in KEK

O3 % * (Naruhiko Adachi), Evdokia Anastasia Giannopoulou'.
NI BN 2 (Masato Kawasaki), P& f£5 ' (Toshio Moriya),
JNBL 2 KEB ' (Kotaro Koiwai), #7% BB ' (Fumiaki Yumoto),
MW 5 ' (Akira Shinoda), [IH 4 ' (Yusuke Yamada),
T-M #2# "* (Toshiya Senda)
A B - WHERT - HEXSZEM (SBRC, IMSS, KEK), MK (SOKEN Univ)

BEOEERY S/ Fy TRV, BEOEFEEHIE
Protein integrated nano-chip for transcription analysis and regulation

O% Hil% i3 (Hisashi Tadakuma)
Bk - & EBF (IPR, Osaka Univ.)

Emergence of a Prebiotic dsDNA-Binding Protein via Statistical
Conversion of Ornithine to Arginine
O Liam M. Longo'. Dragana Despotovic', Orit Ktorza’,
Jagoda Jablonska'. Yael Fridmann-Sirkis'. Norman Metanis’.
Dan S. Tawfik'

'Dept. of Biomolecular Sciences, Weizmann Institute of Science.
*Hebrew University of Jerusalem

HEFBRICH T HtRNA-LeuCAA BEFHASDA Y POVEIRIEZ ZHE
Intron removal from tRNALeuCAA genes in S. cerevisiae
O#k # T+ ' (Sachiko Hayashi), L% #%— 2 (Yuichi Shichino),
b= o =ty N (Shintaro Iwasaki), /A fi ' (Tohru Yoshihisa)
VRN K - Bt - 4@ PRA: (Grad. Sch. of Life Sci., Univ. of Hyogo), “FIfff (RIKEN),
SHCARE - H4HI (Grad. Sch. Front. Sci., Univ. Tokyo)
Formation and function of RNA-induced phase-separated nuclear bodies
Ol %54 ' (Tomohiro Yamazaki). Sylvie Souquere’,
5% Jt ' (Hiro Takakuwa), 5% J%## ' (Hyura Yoshino).
Archa H. Fox®, Charles S. Bond®, "Il 21— * (Shinichi Nakagawa),
Gerard Pierron’. Jiiifi #518 ' (Tetsuro Hirose)
ek - #HIBE (Inst. for Genet. Med., Hokkaido Univ.),

*CNRS-UMR-9196, Institut Gustave Roussy. *University of Western Australia.
ek - #E4% (Faculty of Pharm. Sci., Hokkaido Univ.)

Conclusion
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G2 (WEERSHS 5F 504 + 505) /

1 WGa Room G (Kobe International Conference Center 5F 504+505)
68248 (B)/June 24 (Mon.) 9:00 ~ 11:30

RAMESROBEEMZE EAREMFEDHR

Cross-talk between structural biology and synthetic biology
of natural products biosynthesis

AW R R IR D TE R i & s RIS R R R TAL A B R T SRR
o TV Do T, mEAL - B LA L v X ST IC L ) . RERMEA R~ &
T K BWEEEA N ZALDECHLNIZENTEZ, K VRI T AT, RAY
LG OREELED M A, AR X 2 M OWE A EOSEFIZ O TR O Z
Wi Ly WS EY S L GRAEDFOMBEDIRS L5 KW A GO SR OH 72 2% P % W
i% L 72w o

To date, X-ray crystallography has revealed the structures of numerous enzymes involved in
the biosynthesis of natural products; this has led to great advances in this field. Natural product
biosynthetic pathways provide important targets for synthetic biology-based studies because of their
complexity and the modular structure of the natural product biosynthetic machinery. We would like to
discuss a novel strategy for the biosynthesis of natural products through a combination of structural and
synthetic biology-based techniques.

F—=AFAT— 1 kF BEE (BRAH). BlU A (RRAH)

Organizers: Shingo Nagano (Tottori University), Tomohisa Kuzuyama (The Univeristy of Tokyo)

[900] Introduction

1WGa-01 1902 FI/EX+UTFEVNVEEFRATZ—R - ZRKBESRRE
Biosynthetic pathways of primary and secondary metabolites
mediated by amino-group carrier protein
OFEM BT! (Ayako Yoshida), P§I1] ¥ 1.2 (Makoto Nishiyama)
"HOK - AW T (BRC, UTokyo), “HUK - M BERE (CRIIM, UTokyo)

1WGa-02 (©27] Streptothricin ERMEMBEOESHERIFICRE LAHRT I FERESR
Amide bond-forming enzymes found from the biosynthetic enzymes
for streptorhricin-related antibiotics
Ol F%:%% (Chitose Maruyama), &Y % 1+ (Yoshimitsu Hamano)
TR - 2% (Grad. Sch. Biosci. Biotech., Fukui Pref. Univ.)

1WGa-03 952 BHRE®D | AU FF RFBEVIE) R —LARTF FEREZROBREE
EHICEEY % BIEAARIA
Distribution and functional analysis of the phosphopantetheinyl
transferase superfamily in Actinomycetales microorganisms
OitbH {4 (Haruo Ikeda)
JEHKRE - YL IR HF (Graduate School of Infection Control Sciences, Kitasato
University)
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1WGa-04 110171 ¥ b 0L P450 DEHERDHEZFAT HHEFAMELTIR
Whole-cell biotransformation using a substrate misrecognition of
cytochrome P450
OdiE#] E= (Osami Shoji)
%K « BBl (Nagoya university)
1WGa-05 [1042] 752/ 27041 REBRDBEEWS
Structural Biology of Brassinosteroid Biosynthesis
Ok ¥ H.& (Shingo Nagano)
BHUOK - BT - {b%4E% (Dept. of Chem. Biotechnol., Grad, Schl. of Eng.,)

1WGa-06 (1107 FEHRT VD ARHEEREEOEEEICEELIHFFBADRE
(1P-100) Search for non-conserved residues essential for improving activity of
cyanobacterial enzymes for alkane biosynthesis
O 18 ' (Hisashi Kudo). #& <V * (Mari Chang),
K #.3 * (Koji Ooka), Z5#5 Eg+: ' (Shunji Suetaka),
{5 Jh% ' (Mio Sano), #k B ' (Yuuki Hayashi),
Pk 5#4? (Munehito Arai)
'K - AL - A:fy (Dept. of Life Sci., Univ. of Tokyo).
2B - B - WP (Dept. of Phys., Univ. of Tokyo)

Day 1 (June 24)
Workshop

[11:27] Conclusion
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English Session
B &£15 (MFREESZS SF BFESEE) /

1 WBD Room B (Kobe International Conference Center 3F International
Conference Room)

68248 (B)/June 24 (Mon.) 16145~ 19:15

EOHHFEREED SHDINA FEZEMDIRK ERE
Current status and issues of biopharmaceuticals from the
view points of protein science and regulatory science

PURESE 2 CEHE Z ERor L § 254 A RERIIAAR B ORERB OB EZ TLIEA
R EN TS, —J, BN TOEEEDOREE ARG 72305573 < BHAR I BEe$
NREBEDSD Do M2 T, LD EMETLEERESEMAEO D121, BEESN 7 70 —
FUC L B ERR LSBT 5 AW E RN OBE & FHIEIKEORE L LETH Y . flz I3&E
HEBEEERORIZFEEIC O W TOEBIERSR SN 2D0H 25, KT =27 a v 7 TlENA
FEEHOX YT )= a VICHESAEH T BRI - B - el o waelt
OBESHIR EFBEIZOWTHERT b0

Though the therapeutic proteins have been widely used recently, further studies on the protein stability
and immunogenicity are necessary for developing therapeutic proteins with higher quality and safety.
In this session, we will focus on the current status of therapeutic proteins from the viewpoints of
protein and regulatory sciences.

F=HFAT— Al E (KEKF). BH BF (ErEERRREEMER)

Organizers: Susumu Uchiyama (Osaka University), Akiko Ishii (National Institute of Health Sciences)

[16:45] Introduction
1WBp-01 [1650) #MHIRIZED S H B/ AERGOBIREFE
— R RE LT OFFEE—
Current status and issues of biopharmaceuticals from regulatory
perspective-evaluation of protein aggregates/subvisible particles-
OZ&H 7 (Hiroko Shibata), A7 FLA (Masato Kiiyoshi),
JEE 3t (Akira Harazono). f1# BT~ (Akiko Ishii-Watabe)
FRSEHEF - A48 T (NTHS)
1WBp-02 [17:12] Submicron and micron-sized protein-containing particles:
formation, monitoring, and potential immunogenic consequences
O%r 92+ L+ ' (Elena Krayukhina), Hill] HE3% ' (Masami Yokoyama),
MEC (4875) ST ' (Kayoko Kakuhou Hayashihara),
ALE 2431 ' (Takahiro Maruno), K Flfd * (Saki Yoneda),
TFH Bkl ' (Masanori Noda), PYIL 5 ** (Susumu Uchiyama)
i Aatta— - x5 4 3 (U-medico Inc.),
B TS N N o 2 (Dept. of Bioeng., Grad Sch. of Eng., Osaka Univ.),
A RDEIRTEE ¥ & — (ExCELLS)
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1WBp-03 [17:34] Quality of Biopharmaceuticals & Protein Science in Pharmaceutical
Development
OF#E % (Satoshi Saitoh)
gk - SYEF (Quality Development Dept., Chugai Pharm.)

1WBp-04 [17:56] Acid-Induced Unfolding and Aggregation of Therapeutic Antibodies:
Mechanism, Detection, and Engineering

OZH 2 ' (Shinya Honda)

"BERSHE - N4 X5 4 A )L (Biomed Res Inst, Natl Inst Adv Indust Sci Tech (AIST)),
THORBE - B - A 74 A VSR Ay (Grad Sch of Front Sci, Univ of Tokyo)

1WBp-05 (1818 IGEFHEIC & T4 DBRICH T BIBHEFAFEOBE
(1P-155) Comparative analysis of viscosity and diffusion interaction parameter
in various condition of antibody solution
OTAH #i% ' (Takuya Shimomura). F7Hl #L#) ' (Reisa Takeda).
ik 3550 ' (Miki Yamazaki), BT SBIE * (Mitsuhiro Sekiguchi),
Kl M (Masami Yokoyama), PYI1I 3 * (Susumu Uchiyama)
'7 25 5 AHIHE (Astellas Pharma Inc.),
ZENILK - W% JREREE (Facul. Bioresour Env Sci., lahikawa Pref Univ),
POk - T - A sEdi (Biotech., Grad Sch. Eng., Osaka Univ.)

1WBp-06 [1836] V541 ABF#k MET T 7 1 —EIC K BMEDIBEREIR
(1P-019) Visualizing various antibodies by Cryo Electron Tomography
OZ# 1t ' (Takeshi Mise), Hi)ll W3 ' (Ayumi Maegawa),
fi7k ' (Hibiki Fukunaga), 2325 ¥ F )b 7 * (UIf Skoglund),
fadk ! (Akira Kamei)
T B 74 2 MEYS 7 4 — (BR) (Okinawa Protein Tomography Ltd.),
AR E R K bR (OIST)
1WBp-07 [1853] Local hydrophobic exposure of proteins regulated by hydration
changes and its adsorption on a COP plastic surface

O M43 BE ' (Satoru Nagatoishi), #HA 7% > (Kouhei Tsumoto)
"BUK -+ BERHIF (Inst. of Med. Sci., Univ. of Tokyo),
24Uk % + 1. (Sch. of Eng., Univ. of Tokyo)
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C %15 (HEEBRAHE OF L4 7> 3 A—L) /

1 WCp Room C (Kobe International Conference Center 3F Reception Hall)
68248 (B)/June 24 (Mon.) 1645~ 19:15

REREHEEIEICAETT
Towards next generation computational drug discovery

EIFEME DI SISERE TH 5720, EHEOMEFRL, FHEAZEICBW LRI, S &
CHHENTETWD. THRIZX D BRA BERDZET SN T E 7208, RCHEER 2 7 Em
FIEL TR, IESOEHEMFOERERANERT LI EPHLVHTFEZY YL —TF
Thhr9o TIT, EFRITPODOEMEA ¥ ) TWFRHEIC L Y FHEAIZEOBLIR & E A,
F 7o E RN L OO L, BTEAIEO R IR BE L 2w,

There is an increasing level of research in in silico technologies for drug discovery. However, complex
nature of molecular recognition still prevents us from establishing ideal "in silico drug discovery." In
this workshop, we will capture the current status, problems, and future aspects of this field from the
presentations and discussions by the renowned speakers from academia and industry.

F=HTAT— Bf B8 (FPAT AR (). A0 BB ERHILRE)

Organizers: Hiroki Shirai (Astellas Pharma Inc.), Mitsunori Ikeguchi (Yokohama City University)

1WCp-01 [1645] HFEBAEIaL—avICKBRIEKE
Molecular dynamics simulations and drug discovery
Ol jiifl > (Mitsunori Tkeguchi)
UBEIET K - ZE@5PE (Grad. Sch. Med. Life Sci., Yokohama City Univ.),
2P - ERME A RNT (Med. Inov. Hub, RIKEN)

1WCp-02 (17000 AV K 1—aHKifiEAVRAEIFBETFA LS TR
Computational modeling algorithms in antibody engineering:
How precise are they?
OB KA ' (Daisuke Kuroda), #HtA< #F '* (Kouhei Tsumoto)

"UKBE - . (Sch. of Eng., Univ. of Tokyo),
"HUK - BERHIE (Inst. of Med. Sci., Univ. of Tokyo)

1WCp-03 (17200 KAZEM &I\ & p53 ZIEHE LIEANTF KOALEE
(1P-156) —RBEBEOHIE —
Rational design of peptide targeting intrinsically disordered protein
p53 -regulation of phase-phase separation-
O i N ' (Kiyoto Kamagata), [ #3341 ' (Eriko Mano),
A R (Yuji Ttoh), Ak %351 ' (Saori Kanbayashi),
A% ' (Masaya Honda), JbJ5 5% * (Ryo Kitahara),
i AR5 (Tomoshi Kameda)

Yk Kk - £ 7EHF (IMRAM, Tohoku Univ.),
23765k + 3 (Coll. Pharm. Sci., Ritsumeikan Univ.), ‘W « B3 FEAE (AIRC, AIST)
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1WCp-04 [17:40]

(1P-195)

1WCp-05 [18:00]
1WCp-06 [18:20]
1WCp-07 [1845]

Al HPEL ZNTEDEL - BRI EOERFIBED ?
Machine-learning-guided evolution of protein: Is a strong positive
variant necessary ?

Bl RS ' (Misaki Oikawa), 75 # >* (Yutaka Saito),

i H 4tk >* (Tomoshi Kameda), % % ' (Hikaru Nakazawa),

ZJEF B (Teppei Niide), #2246 ** (Koji Tsuda).

Ol St ™ (Mitsuo Umetsu)

"L K - Bi T - 234 % T (Dep. Biomol. Eng., Grad. Sch. Eng., Tohoku Univ.),
ZIERSE - NTHNBENFZE £ « F — 3 2 2453 (Comp. Omics Res. AIRC Res., AIST),
SHOK - BEBT IR - A 7 4 A VIEHR (Dep. Comp. Biol. Med. Sci., Grad. Sch. Frontier Sci.,
The Univ. of Tokyo).

SR - HOBIRE L - 2R (Adv. Intell. Pro., RIKEN)

FHEAIEICHTS Al OFFIA

Al for the Drug Discovery

O 1E# (Masataka Kuroda)
A = 22534 (MTPC)

BARAXBES / L3k— MRFEIC S B ERERIZEDO AT HEtE
Large scale genome cohort study toward the personalized drug
development
OAF BE ' (Kengo Kinoshita)
"HiJb Kk - ¥ (Grad Sch Info, Tohoku Univ.),
ALK - HAL A F 4 AV - A H NV 7 KEHE (ToMMo, Tohoku Univ.)

APV IRE -FL43EAZBREL. ECICADINED? -
In silico Drug Discovery - Where are We Going To? -

OX M % (Masateru Ohta)
PUALARFZERT « BHB N 7 A ER (Cluster for Science, Technology and Innovation Hub,
RIKEN)
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English Session
5 (P ERSES 5F 502) /

1 WFD Room F (Kobe International Conference Center 5F 502)
68248 (B)/June 24 (Mon.) 1645~ 19:15

FAWNHZRZT=2 A ENT=F NI X 7 DikRE L I8E

Organelle Zone: Compartmentalized organelle structure
and function

WEAEDWIZEIC L) o AV A T IR BRI R L Szl TA VT4 TV — ]
A YHE?L% 2:7%#0%»0’(%10 Ry VRV LTI BBDI VT AT REDPH I ERE
MEEH L, WERRHEHRER VM) 35 [EEy— ] & Mgk, TV PHRMNICHIFES 2
PEREMIC S 2 [#ENEE — > ] D2 00REZHE» 5 ANV A TR EHEALS L5
HEZEM L, RO VT TEIIOWTEER, #Fnd o

Recent studies have revealed the existence of “organelle zones” that are functionally and structurally
specialized organelle regions. In this workshop, we will introduce our recent findings of the organelle
zones and discuss the latest pictures of organelles.

F—HFA Y~ B (IHAS) . B B (AR

Organizers: Satoshi Goto (Rikkyo University), Yasushi Tamura (Yamagata University)

[16:45] Introduction

1WFp-01 [1647] X PV RUFZVVUAFTHEEHIFICIEI O FYUTRY VEEERED S
EThs
Maintenance of Crista Structure Requires Intramitochondrial
Phospholipid Transport
O HE (Yasushi Tamura)
K - B (Fac. of Sci. Yamagata Univ.)

1WFp-02 (17:08] Structure-function analysis of the prohibitin complexes in
mitochondria
O/NE B2, ' (Takumi Koshiba)
"Rk - B - b4 (Dept. of Chem., Fukuoka Univ.),
LK - B - =W (Dept. of Biol., Kyushu Univ.)

{WFp-03 (1729 Identification of the novel components of ER-Mitochondria contact

sites using proximity labeling system

Ol i '* (Masatoshi Yamamoto), [l % ' (Masaya Yamazaki),
T %048 ' (Tomoya Yamaguchi)
VHEACK - B - ASAZEWE (Dept. of Cancer Biol., Grad. Sch. of Med. Sci., Kumamoto Univ.),
ZREAK - e RFFEHMBIJE £ ~ ¥ — (Center for Metabolic Regulation of Healthy
Aging, Faculty of Life Sci., Kumamoto Univ.),
SREACK « K2FBesG 8 kkE (Priority Organization for Innovation and Excellence,
Kumamoto Univ.),

‘JST & X A31F (PRESTO, JST)

_82



1WFp-04 [17:50]
(1P-236)

1WFp-05 (1811

1WFp-06 [18:32]
(1P-237)

1WFp-07 (1853

[19:14]

SPAVRIPRTZERONVEEZNLEI NIV FYT -T2V FJ—LHE
HEMEBICEKDIY RY A b—2 RIS
A role of mitochondria-endosome interaction in the regulation of
endocytosis
Of:/#E #10 (Aya Satoh), R 75— (Yoichiro Fujioka),

f#: 55 4 (Hitoshi Sasajima), &% B H# (Asuka Nanbo),

K5 A (Yusuke Ohba)

ek - BEEE - M ZEPR (Dept. Cell Physiol., Fac. Med. and Grad. Sch. Med. Hokkaido Univ.)

BIRREE(CH T 5/ RFIREBEEEREF OASIS DiEE
The roles of an ER-resident transmembrane transcription factor OASIS
in the response to impairment of nuclear envelope integrity
O4 5 I (Kazunori Imaizumi)
IR - B - RIS H2: (Dept. of Biochem, Med, Hiroshima Univ.)

R - MR - T2 R — LEERMERGIICH T SIEEIREEEIBETO
S IRHREDRZEA
Identification and characterization of a novel ER-endosome contact site
O JFfrgz ! (Asami Kawasaki). /&7 2 (Akiko Sakai),
N B3 (Satoko Arakawa), H1PH JAAE 3 (Hiroki Nakanishi),
{li % A HEjE +° (Takehiko Sasaki). {7k i * (Shigeomi Shimizu),
T+ A EEA ! (Michihiro Igarashi), Hrt 5t ! (Fubito Nakatsu)
BBk - BREE SR - 2 -NakkRE (Dept. of Neurochem. and Mol. Cell Biol., Grad. Sch.
of Med. Dent. Sci., Niigata Univ.),
ZHriE K - BEEE B - AIEFEE (Lab. of Neuronal Devel., Grad. Sch. of Med. and Dent. Sci.,
Niigata Univ.),
SHCRTERFE RS - BETAIE - RERINGZES (Dept. of Pathol. Cell Biol., Med. Res.
Inst., Tokyo Med. and Dent. Univ.),
HCRTEERL ALK - MERBE - ATBZEBL (Dept. of Biochem. Pathophysiology, Med. Res.
Inst. Tokyo Med. and Dent. Univ.),
STRKH K « ZERIEHFZE £ ~ ¥ — (Res. Ctr. for Biosignal, Akita Univ.)

BIREZEHERDIANGRT - T—>
An Organelle Zone executing a posttranslational modification of proteins
O 12 ' (Satoshi Goto), 1A (H¥F) 35 ' (Miki Yamamoto-Hino),

JINET #53F- ' (Kohei Kawaguchi), 2% ¥ > (Masaya Ono)

SN HOF PR A A B2 FE (Dept. of Life Sci., Rikkyo Univ.),
2ENLASAFE R - BF - BR 7 1 7+ — 2 (Dep. of Clin. Proteomics, Natl. Cancer Ctr.)

Conclusion
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G2 GHPERLHS 5F 504 + 505) /

1 WGp Room G (Kobe International Conference Center 5F 504+505)
68248 (B)/June 24 (Mon.) 1645~ 19:15

EwmeREE S N7 HIC KSR EED I SRAYHIE

Cooperative regulation of cellular functions by bio-metals
and proteins

BROHEE - Ml Vo7 [EGaE ] 13, BRI TG LTHRET 2130120, & 08y
BICHEAT 5 & T4 AR Z RIS 2 2 EAPRFEHO N Lo TE o, AmEBE L
N H O R HRPBE L A BR TR E L. COBGEEIINIEIZ D20 D 2 EHUR
Wb, €2 TERWS T, Emalaic L 2RO X 7 = X 21285 2 i O
FEBCR 7l UC, ke - B - MBEY Y - B2 EUREIACHEED S, LBl
LEBOBEMRIIOVTHRT b0

Various physiological processes are realized by well-organized collaboration between metal ions and
proteins in vivo. Breakdown of such collaborative actions will thus result in diseases. In this WS,
relevance of metal ions in our physiologies as well as pathologies will be discussed from various
perspectives including chemical, biological, and medical points of view.

F—HFAY— ) B (EREEBAR). W7 AR (REA)

Organizers: Yoshiaki Furukawa (Keio Univrsity), Taiho Kambe (Kyoto University)

1WGp-01 [1645] 4BHEBHFICKBWMDKF + I, I T7R Y 4QEEEERE
Molecular mechanisms of regulation of aquaporin-4 by metals
O% I IEA (Masato Yasui). BJ# B —H (Yoichiro Abe)
BEK « & - 383 (Pharmacology, School of Med. Keio Univ.)

1WGp-02 [17:10] TR b5 AKR—%— ZIP13 OFEICE DL A= 2[RRI OERRTE
BB DEREA
Zinc transporter ZIP13 controls the fate-determination of beige fat cells
Offr T (Ayako Fukunaka)
BEK - ABEREREFZEHT AIMCR, Univ. of Gunma)

1WGp-03 [17:35] ERALF &Y ROVE VNI E ERpA ICKBHL 2V NIERE
BEIRHE
New mechanism for protein quality control mediated by Zn2+ and
chaperone ERp44 in the early secretory pathway
OPEER 12 ' (Satoshi Watanabe), K H ik ' (Yuta Amagai).
I Bk ' (Momo Yamada), Roberto Sitia®. #f3% #K ' (Kenji Inaba)
bk - % ICHF (IMRAM, Tohoku Univ.), San Raffaele Institute
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1WGp-04 [18:00]

1WGp-05 [18:25]
(1P-101)

1WGp-06 [18:50)

AVF12aFNTOFFIJRACEZIEBEEZ VNVERORE
A conditional proteomics approach to identify metal-related proteins
OHA P! (Tomonori Tamura), =K Hi3% ? (Takayuki Miki),

P41 HE¥ ' (Yuki Nishikawa), #£3 # ' (Itaru Hamachi)

"5k + T (Grad. Sch. of Eng., Kyoto Univ.),
RTK « 4P T. (Grad. Sch. of Biosci. and Biotech., Tokyo Tech.)

RERADHKER S AT LTHETDNLEVY—BEOEDOSHEEEEZD
BENRE
Multifunctionality and its structural mechanism of a heme sensor
protein involved in pathogenic bacterial iron acquisition system
Pi7k ' (Megumi Nishinaga), 7} 34 ' (Seina Nagai).
A RBISZ ? (Norifumi Muraki), 7% #Al) > (Shigetoshi Aono),
AR gz 13 (Hiroshi Sugimoto). % .l ! (Yoshitsugu Shiro),
Ot 4236 1 (Hitomi Sawai)

"EREILK - Bt - 2@ BEY (Grad. Life Sci., Univ. of Hyogo).

25 FHF (Inst. Mol. Sci.), “FUAJF - 3% 4% (RIKEN SPring-8 Cent.)
RREMEDICH T B HERHEEOE ORFEFE R URABERORSR
Biophysical characterization of Fe acquisition machinery in a
pathogen and exploring a novel antibacterial antibody
rRJT 3% 7 (Makoto Nakakido), #7PY 9545 ' (Miyu Takeuchi),
O#tAR 2 1 (Kouhei Tsumoto)
"HOKBE - T 254 F ¥ Y (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo).

KB - I - {b4: (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo),
SHOK « BERMIF (Inst. of Med. Sci., Univ. of Tokyo)
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FEHERERZ /N ERAEDH /=6
—T D FHEHEE & 3T LV Rl —

The new horizon of the multiple transmembrane proteins
-These structures, multiple functions and new technologies-

4 BIEEGER Y Sy B O N T ANZ Ry u—F 0 v T B ER GPCR 7 &IE AR E
& OREREAR 2 R B O OMBENLHICE D) . A0 FHEERIT IS L O HAF I oW T
HambZwv, INOHGTHICOWTIIHELZ B oA ZRESHL MR ) 2205,
FDOLRRE LB % % FH» O 5 2 L OREEWRIEHZRENOOH L., Sl Wirksk
WaEin & DR, 53 F AL 20 5Bk & 7 S80S B U 2 Tl - . & SIS
HPEZOWT, SROBEEIES » 87 Befia LT 2, HEEMNY (TG - Mg
A bR L ZikE) & L Ol e iy L2 HIVE T %,

The purpose of this workshop is trying to unify the latest studies of GPCR, Tetraspanin and claudin
family, to discover clues and elucidate the molecular structure and functions of these multiple
transmembrane proteins.

F—AFAT— RA ER (BNERKS). B T (KRAZ)

Organizers: Kosei Takeuchi (Aichi Medical University), Atsushi Tamura (Osaka University)

2WFa-01 (845 EMERES /N GOHEE EHEERTICALT
The new horizon of the multiple transmembrane proteins, from new
analysis, technology and multiple functions
O#RWN K (Kosei Takeuchi)
TR R F B2 I A 2% (Dept.of Cell Biol., Sch. of Med., Aichi Medical Univ.)

2WFa-02 8471 &A b Ivryoary-o0—F1 VICKBMBEMEN) FHEBE, ZOR
BERE—/O—T 1 Y RIEYI ABROARD S5—
Paracellular Barrier and Channel Role of TJ Claudins in Biological
Systems: Advances in the Field of Barriology
OHWAH ¥ (Atsushi Tamura), H %3 (Hiroo Tanaka),
RHP 248 (Tomoki Yano), $iA it (Koya Suzuki).
HH H.3%-f (Sachiko Tsukita)
Bk - ZE kg - 4 7-2E4K (Lab. of Biol. Sci., Osaka Univ.)

2WFa-03 9101 Claudin-3 DERBEPASPICT B LA I+ 72 a UV HEDREER
Morphologic determinant of tight junctions revealed by crystal
structures of claudin-3 and its mutants
O B ' (Shun Nakamura), AL 5ifft " (Katsumasa Irie).
[ %M (Hiroo Tanaka), [AY % ° (Atsushi Tamura),
H M F%8 T (Sachiko Tsukita), J# #FHI * (Yoshinori Fujiyoshi)
"%, K5 - CeSPI (CeSPI, Nagoya Univ.), 2 K% « A3 (Pharm. Sci., Nagoya Univ.),
BB + P& (Med., Osaka Univ.), *( #k )CeSPIA (CeSPIA Inc.)
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2WFa-04 934] F kFFR/N= - Dual oxidase EEHDERBER S JFNICLEZFRER
(2P-296) $hR
Lifespan extension by Dual oxidase complex-mediated ROS signaling
in C. elegans
OZ2%k 50! (Hiroki Moribe), ithA — A ? (Kazuto Ikemoto)
"NRKK - R - W (Dept. of Biol., Kurume Univ. Sch. of Med.),
2= 2L (Bk) - BrEAF (Niigata Res. Lab., Mitsubishi Gas Chemical Co., Inc.)

2WFa-05 19471 BFA—HFAY—:TFFFANZY ~[HOEEEMIHPSENLET~
Molecular organizers : Tetraspanins in emphysema,fibrosis and aging

ORH # A (Yoshito Takeda)
Bk -+ £+ BP9 (Dept. of Resp Med, Univ. of Osaka)

2WFa-06 (1012 MBIGLVBEREL Y DERIET 5= 1— ORI GPCR ORFR
Thermosensory neuron specific GPCR regulates a wide-range of
temperature sensation in C. elegans
Offf& 82 * (Hiroyuki Sasakura), 1% 1542 ' (Masashi Ikeno),
RN M ' (Kosei Takeuchi), # R (Ikue Mori)
MK - PR - MIKZEY) (Department of Medical Biology, Aichi Medical University),

240K - B A 2EY (Group of Molecular Molecular Neurobiology, Graduate
School of Science, Nagoya University)

2WFa-07 [1024] #EtEAHEHI SR IEE VNI EORRERDFRIE
Principle of membrane protein thermostability based on statistical
thermodynamics
O &1 (Takeshi Murata)
T-#EK - B - {b (Dept. of Chem., Sci., Chiba Univ.)

2WFa-08 [1049] GPCR TH3 ¥ LV U SEGDIERIEERITIC &5 ZEE I CEIEOMRH
Crystal structure of the GPCR ghrelin receptor: insight into its
activation mechanism

OWRE T35 (Masayasu Kojima). HeAS #fif (Yuki Shiimura)
AREK K - 5724 (Institute of Life Science, Kurume Univ.)

[11:14] Conclusion
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SN JEREEBONMFOS—
Biology of state transition of proteins

BIZOAREIE DNABEICNE SN TV %0 BIRRIZSY ¥ /37 M OREEBNT > b RO A Y &
B THONTE 72 L L DNA EIFRZ Y & 87 B EoOWw b X34 IREE
BICKEPEoTWEEERZ LN, Y M TNV T E ) T EWATEINZE L.
HBLOBERERAT IXE S o T2 — T, ¥ VN BOIRBEER L W) BRIV M TV
F7<DOIMUDBILRTH ) . BIZTFHENTH D5 237 EOWRRRIHOB S 2> 5727 7
O—FPROLENT WL, KT—27 23y 7Tk, v7a0b 37 a~OfMigAwmar g
&L b s unth ) MEEEWFENTETY Y8 HOREEZHESET 52 LT,
Xy HIG 2 BN Rl G 2 FEH L T AT

The nature of protein function is supposed to exist in state transition originating from the fluctuation
of protein structure, rather than the structure itself. In this workshop, we will reconsider the protein
function through cell-biological, macro to micro viewpoint as well as structural biological, micro-to-
macro viewpoint, to decipher the biological mission of protein.

F—=AFP—Brh = GRS, KZF B# IHAF)

Organizers: Kozo Tanaka (Tohoku University), Yasushige Yonezawa (Kindai University)

[845] Introduction

2WGa-01 850 iEMAL B HROSHELERIBD S > J I EIVERIT
Single cell analysis of B cellimmune responses
ORME ¥ 2 (Akihiko Muto), JETE (BIF) Ffd (Miki Watanabe (Matsui)),

i+ % (Kazuhiko Igarasi)
HbK - BEEE - 421k~ (Dept. of Biochem. Grd. Sch. of Med. Tohoku Univ,)

2WGa-02 907 s/O9F0OWSEEGTREAEEBOBFREEZETET 1 5FHlllck>
TR %
The relationships between single molecular dynamics of transcription
factors and diffusion movement of chromatin
OFRA 17 ' (Kazuko Okamoto), [ K ' (Yasushi Okada),
P53 W15 ' (Tomonobu M Watanabe)
BIAR 2 Arkg e AL EIFSE X ~ # — (RIKEN BDR),
YRR BEERFZERE (School of Sci. Univ. of Tokyo)
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2WGa-03 [9:24]

2WGa-04 [9:41]

2WGa-05 [958

2WGa-06 [10:15]

2WGa-07 [10:32]

(2P-120)

2WGa-08 [10:49]

(2P-022)

[11:06]

7 ) LREMHFFICH T ERAKLNE S /N7 B CAMP OEEHIHE
Dynamic regulation of an intrinsically-disordered protein CAMP in
the maintenance of genome stability
Oith I B# ' (Masanori Ikeda), & 1% > (Tomoyuki Narita),

%7K $$48 > (Masahiro Shimizu), < 453 * (Noriyuki Kodera),

e gr=" (Kozo Tanaka)

YHEIRK - INHSBE « 51 IE%E (Dept. of Mol. Oncol., Inst. of Dev., Aging and Cancer,
Tohoku Univ.), *4-RK + WPI-NanoLSI (WPI-NanoLSI, Kanazawa Univ.)

FF—ERRVRAZMEHERZ Y VBT S
Phosphosites of phosphoproteins are in long intrinsically disordered
regions
OKH JtHEl (Motonori Ota)
4K - 1% (Sch. Inf., Nagoya U.)

T4 AF— 4 —BOHEDES - BREUKEEEICET 29 FEHZMERT
Molecular dynamics study for bound-unbound state transitions of
intrinsically disordered proteins
O% it #% K ' (Kota Kasahara), JE#% M{— > (Junichi Higo).

5% Bith ' (Takuya Takahashi)

'L @ik - ZEfiy (Coll. Life Sci., Ritsumeikan Univ.),

YLLK - BE + ¥ 2 L—3¥ 3 ¥ (Grad. Sch. Simulation Studies, Univ. Hyogo)

RITOHR LR : MG E DS FHE
Dimensionality reduction and increment in biological process

OFR % (Takuma Shiraki)
SEK - PR T (BOST, Kindai Univ.)

RAF 3 FDEMIEHFTH 3 DDIEERBORELEZNE(EZESZB 15
FatAl
Coexistence of RAF's three structural states and distributional
variation in live cells detected by single-molecule measurements
OMZ # ' (Kenji Okamoto). H HBF 48  (Kayo Hibino),

i 3575 ' (Yasushi Sako)

"PEWF (RIKEN), ZB{ZF (Natl. Inst. Genet.)

7a7M4 Y b ETF7 1 —FERAVEEIFIEVOREEICHEIZ NG
BO—3FREXLER
Reveal the protein structural change after binding of a small molecule
using protein tomography method
Oni)ll W3 ' (Ayumi Maegawa), =il 51 ' (Takeshi Mise),
7k ' (Hibiki Fukunaga), 232 ¥ F %)L 7 2 (Ulf Skoglund),
il ! (Akira Kamei)
W7 FA Y bEZ ST 40— (KR - WFSEBISEEE (R&D Dept., Okinawa Protein
Tomogrphy Ltd.), *M#lE M K22 Be K (OIST)

Day 2 (June 25)
Workshop
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2WBD Room B (Kobe International Conference Center 3F International
Conference Room)

6 8258 (X)) /June 25 (Tue.) 16:30 ~ 19:00

APPA/PS/PSSJ 7—93av7:
2020 EEHHEFHF SENDBE

APPA/PS/PSSJ Workshop:
The approach for 2020 World Conference on Protein Science

2004 IR TR S 25 1 MBS ER 2 ER S (PRICPS) f. 7 ¥ 7 KPF
Wi T OB ERAIIEIS BT ¥ & FEE % H R L C Asia Pacific Protein Association
(APPA) 53¢ 37 &, 34ET L ICHEBE Y Y RT T AWK S TV 5, FR4FE 2020 4E 12,
APPA B v RY L, PSS] 44 K U Protein Society (PS) DY ' RY A%z 4 L7z
2020 dxH E{ R AR AR B L. B ERFAEEIC B U A R OBEE 2T A Z L1
otz KU =2 2y 7 TIiE, APPA L OBFZERCT & RIS, B EREIITEIC BT 5 1
FOEHEIZ OV TRk L 72V

After the Ist International Pacific Conference on Protein Science (PRICPS) held in Yokohama in
2004, the Asia Pacific Protein Association (APPA) was established with the aim of collaboration and
development in protein science research in the Asia-Pacific region. APPA has organized international
symposia every three years. Next year 2020, we will hold the 2020 World Conference on Protein
Science, combining the APPA International Symposium, the Annual Meeting of PSSJ and the
Symposium of Protein Society (PS), and will gather researchers from all over the world in protein
science research. In this workshop, we would like to discuss the world in protein science research as
well as research exchange with APPA.

F—HFAT— BB HR (KRKXF).
James Ketudat Cairns (Suranaree University of Technology).
BIH EX (RREIKXZ)
Yuji Goto (Osaka University), James Ketudat Cairns (Suranaree University of Technology),
Masafumi Yohda (Tokyo University of Agriculture and Technology)

[16:30] Opening Remark

2WBp-01 [16:40] The Asia Pacific Protein Association and the Protein Society of Thailand

O James R. Ketudat Cairns"*’. Jisnuson Svasti’
'Institute of Science.
*Center for Biomolecular Structure Function and Engineering, Suranaree
University of Technology, Nakhon Ratchasima 30000, THAILAND.
*Laboratory of Biochemistry, Chulabhorn Research Institute, Bangkok 10320?,
THAILAND
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2WBp-02 [17:00] Structure, function and potential application of Cold active lipase

2WBp-03 [17:20]

2WBp-04 [17:40]

2WBp-05 [18:00]

2WBp-06 [18:20]

[18:40]

from Antarctic Pseudomonas

O Mohd Shukuri Mohamad Ali'*. Norhayati Yaacob'
Nor Hafizah Ahmad Kamarudin'. Adam Thean Chor Leow ',
Abu Bakar Salleh'. Raja Noor Zaliha Raja Abd Rahman"*
'Enzyme and Microbial Technology Research Centre (EMTech), Universiti Putra
Malaysia.
*Department of Biochemistry, Faculty of Biotechnology and Biomolecular
Sciences, Universiti Putra Malaysia.
*Department of Cell and Molecular Biology, Faculty of Biotechnology and
Biomolecular Sciences, Universiti Putra Malaysia.
‘Department of Microbiology, Faculty of Biotechnology and Biomolecular
Sciences, Universiti Putra Malaysia

Conformational analysis and structural details of space-grown and
earth-grown T1 lipase crystal structures through molecular dynamic
simulation study
O Raja Noor Zaliha Raja Abd. Rahman"**, Siti Nor Hasmah Ishak'.
Sayangku Nor Ariati Mohamad Aris'. Khairul Bariyyah Abd Halim®.
Mohd Shukuri Mohamad Ali'*, Thean Chor Leow'’.
Nor Hafizah Ahmad Kamarudin', Malihe Masomian'
'Enzyme and Microbial Technology Research Centre, Faculty of Biotechnology
and Biomolecular Sciences, Universiti Putra Malaysia.
’Institute of Bioscience, Universiti Putra Malaysia.
*Laboratory of Halal Science Research, Halal Products Research Institute,
Universiti Putra Malaysia,
*Kuliyyah of Science, International Islamic University Malaysia

Mechanisms for liquid-liquid phase separation of intrinsically
disordered proteins and its modulation by ATP and nucleic acids
O Jianxing Song

Department of Biological Sciences, National University of Singapore

Structure and Dynamics of Membrane Proteins by X-ray

Crystallography and Xfel

Ji-Hye Yun'. Sam-Yong Park’. Mark S. Hunter’. Haiguang Liu®

O Weontae Lee'
'Department of Biochemistry, College of Life Science & Biotechnology, Yonsei University.
*Drug Design Laboratory, Graduate School of Medical Life Science, Yokohama City
University,
*Linac Coherent Light Source, SLAC National Accelerator Laboratory.
‘Complex Systems Division, Beijing Computational Science Research Center

Exploring proteins in living cells: uncovering the regrowth-delay
body as a novel reversible subcellular structure assembled in non-
growing bacterial cells

O Zengyi Chang

School of Life Sciences and Center for Protein Sciences, Peking University

Discussion
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2WCp Room C (Kobe International Conference Center 3F Reception Hall)
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2YNIRN T DEREERLD
SEUNGRIAF I ARE DI

Capturing proteins in action
~ a new era of investigating protein structural dynamics

[ L7y 8y Moz T, RYIHEZEFTE 2075907 | fELPTALR
BEMZ 322 DD 572000 & 7 HOBREE W TW OIS SN D, & 23Xy

BoyAF 37 A5, 2 oEpRE Higs kIEROMSEEMETH L. KAT—2 v ay

7T XEHBES L — Y- SEE B, Rl X SR EGLEEIC X B ) TV
8 A NBERTR wet & dry 2B CEIRERMFIC L 2872 2 AR EY DN E YA T 3

7 AMFEOBRBHR M L. SHROBZIZOVTOHFG®EIT) -

There is a limit in interpreting protein function based on a protein structure in a static state because
structural changes occur in a protein at work. Therefore, a study of protein dynamics is expected as
next generation structural biology. In this workshop, we present the latest results of the studies of
protein dynamics performed using X-ray free electron lasers, atomic force microscopy, time-resolved
X-ray solution scattering, or molecular simulation.

F—HTAT— ik BBET BEMER. B 84 (BEKE)
Organizers: Eriko Nango (RIKEN), Tomoya Hino (Tottori University)

[16:30] Introduction

2WCp-01 [16:35] SACLA HHEFL—HY—IC&B 4 NI EFFHEENDHRKERE
Molecular Movies of Proteins using SACLA: Current Status and Future
O¥%tH A" (So Iwata)
TGUKEE - BE - RIS (Grad.Sch.of Med., Kyoto Univ.),
2B - AL ARG FFE L ~ ¥ — (SPring-8 Center, Riken)
2WCp-02 (16551 CIfF &> 70 RT S D5 E| XFEL #&RiSiSnzin
Time-resolved serial femtosecond crystallography at an XFEL to
reveal conformational changes in CI' pump rhodopsin

OfY 123 (Toshiaki Hosaka)
BROF - 2R bR 20F%E 2 ~ & — (RIKEN BDR)
2WCp-03 [17:15] CRISPR-Cas9 DENEISERRIT & 5 FuE
Structure, Dynamics and Engineering of CRISPR-Cas9
OVilg 57 (Hiroshi Nishimasu)
HOK - B - B} (Dept. of Biol. Sci., Grad. Sch. of Sci., Univ. of Tokyo)
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2WCp-04 [17:35]
(2P-155)

2WCp-05 [17:55]

2WCp-06 [18:15]
(2P-020)

2WCp-07 [18:35]

[18:55]

BRALEY 7 # —IT 1 > J &fi%Ed % PDI ORR1L
Dynamic assembly of protein disulfide isomerase in catalysis of
oxidative folding
OWLH 1EMH? (Masaki Okumura), %7 f K HR >** (Kentaro Noi),
&4 ¥ ? (Shingo Kanemura), AT Wl ' (Misaki Kinoshita),
#7JR % 3% ° (Tomohide Saio). J k. #— * (Yuichi Inoue),
5[ 2] ° (Takaaki Hikima), EKIL 153 *7 (Shuji Akiyama),
/NBE 8 PP (Teru Ogura), AR%E #lK >® (Kenji Inaba)
"B K - SEBSAF (FRIS, Tohoku Univ.), “HUALK « £ J6hF (IMRAM, Tohoku Univ.),
REAK - FEIE (IMEG, Kumamoto Univ.),
RBEK - T. (Grad. Sch. of Eng., Osaka Univ.),
SJek - Bl (Sch. of Sci., Hokkaido Univ.), “BEff4%#% (RIKEN SPring-8 Center),
"5 7B (IMS), *CREST, JST

24 BHFEBIABEREOT7 L TVA DXL
Assembly mechanism of 24-meric spherical shell-shaped protein

Ofléilé Kl (Daisuke Sato), i1 & (Masamichi Tkeguchi)
Al KX - BT (Fac. of Sci. and Eng., Soka Univ.)

IgG D T7AVINALICE D FcDELF I ADEAHD Fc y ZBHEDHEE
ERICRIZFTE
Dynamic conformational effects of IgG fucosylation for interaction
between Fc and Fcy receptor
OB &1 1% (Sacko Yanaka), Hi&h FLIR 23 (Rina Yogo).
A A0 (Hirokazu Yagi). fi & >° (Satoru G. Itoh),
YR AL *° (Hisashi Okumura), [T 492 * (Takumi Yamaguchi),
I $&— "**° (Koichi Kato)
"R WFZEHEHE - ExCELLS (ExCELLS, Natl. Inst. Nat. Sci.).
2 IRFLFIRSEREME - 42 FWF (IMS., Natl. Inst. Nat. Sci.).
34, 1li K53 (Grad. Sch. Pharma. Sci., Nagoya City Univ.),
eBe R B KBRS - = F ) TV 4 =¥ 2% (Sch. Mat. Sci., JAIST.),
SR (SOKENDAT)

2Rab—2a e FRHAERELESUNIEGAFIVADET
g

Integrative modeling of protein dynamics from time-series data of
single-molecule experiments and molecular dynamics simulations

Ok Héfti '* (Yasuhiro Matsunaga). #IH A& > (Yuji Sugita)
'"BF - R-CCS (RIKEN R-CCS), 2JST + & & 233 (JST PRESTO),
SPERF « CPR (RIKEN CPR), “Fff - BDR (RIKEN BDR)

Conclusion
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5 (FHREEFE=EHES 5F 502) /

2WFD Room F (Kobe International Conference Center 5F 502)

68258 (X)) /Jdune 25 (Tue.) 16:30 ~ 19:00

2PV FIT7OBEERICEIZ I VNVEREISOTTO—F
Protein scientific approaches for understanding
mitochondrial functions

BEAE, ETVERE A L 728 2 RO 2R L), I har Ny 70)
Wigeb —B e s L. MlNICBIT2EL NI TIZHaL TV R b‘%ﬁf_ igE (Flz
HARGPE) SRBICH O o TE 720 AERMETE, HARENTHERRL T 25 HPEE, &U
HFOI NI ) THRELREL, BEEO SN TWS I M3y B 7 OLHE % AT
Ry Sy BRI RBLE S SR LTH S v, #Hiea I b3y MY TRICHE L TR
i 2 O T

The mitochondrion, a double-membraned organelle, is the powerhouse of eukaryotic cells which plays
an important role in generating ATP and controlling calcium levels. Recent genetic studies in many
model species have demonstrated that mitochondria are not just limited to respiration and apoptosis. In
this symposium, we invited domestic young investigators, and they will discuss about current topics
regardinge new aspects of mitochondrial functions and we would like to share this knowledge to get to
the next stage of mitochondrial studies.

F—=HFAT— MNEHES (MK, B (KRK=)
Organizers: Takumi Koshiba (Kyushu Unlver5|ty), Koji Okamoto (Osaka University)

[16:30] Introduction

2WFp-01 [16:34] Porin proteins have critical functions in mitochondrial phospholipid
homeostasis in yeast
O H BZ (Non Miyata), J#JF 15 (Satoru Fujii), A F ## (Osamu Kuge)
JuK -« Be# - {b%* (Dept. of Chem., Fac. of Sci., Kyushu Univ.)

2WFp-02 [1658] mtDNA »5 L3 BkFEDOHEPREZHHT ZRFORR
(2P-258) RNAI screening to identify regulators of morphology and distribution
of mtDNA nucleoids
OKH & & 7 (Azusa Ota), £iJ5l 224 2 (Takaya Ishihara),
A5 B 12 (Naotada Ishihara)
"Bk - BEER - AFLSE (Dept. of Biol. Sci., Grad. Sch. of Sci., Osaka Univ.),
ZOKERK ST HEGTE + 5550 FAL% (Dept. of Prot. Biochem., Inst. Life Sci., Kurume Univ.)

2WFp-03 [17:10] Influenza A virus triggers mitochondrial DNA-mediated antiviral
immunity
FRI M  (Miyu Moriyama), /3 BKE * (Takumi Koshiba),
— )i Jfi& ' (Takeshi Ichinohe)
"ROREERHMIE (IMSUT), *JLk - B (Faculty of Sciences, Kyushu Univ.)

~04 -



2WFp-04 [17:34)

2WFp-05 [17:58]
(2P-021)

2WFp-06 (1810

2WFp-07 [18:34]

[18:58]

ST UTHERIRERLEER Z RIS LT E R BRI ORS

The alternative oxidase as antitrypanosomal drug target

ORi =T )V *** (Daniel Ken Inaoka), & %2 > (Tomoo Shiba),
Hikl T-W] * (Chiaki Tsuge). %7 HE4E * (Yasutoshi Kido).
Emmanuel O. Balogun®. Luke Young’. Anthony Moore’.
A 182 ¥ (Hiroyuki Saimoto), J5{H] ## ° (Shigeharu Harada),
Jt # ' (Kiyoshi Kita)
'BK - B - T — 3L R (Scho. of Trop. Med. and Glob. Health, Nagasaki Univ.),
R - B - RGeS 4 X v 2 AENTEF (Dept. of Mol. Infect. Dynamics, Inst.
of Trop. Med. (NEKKEN), Nagasaki Univ.),
SRR - B - &G4 (Dept. of Host-Defense Biochem., Inst. of Trop. Med. (NEKKEN),
Nagasaki Univ.),
CHOK - BE - ZEMIEE{LE: (Dept. of Biomed. Chem., Grad. Sch. of Med., The Univ. of Tokyo).
SRR TR - B - IS - HEXE AR 1% (Dept. of Appl. Biol., Grad. Sch. of Sci.
and Tech., Kyoto Inst. of Tech.), ‘Dept. of Biochem., Ahmadu Bello Univ..
"Biochem. and Biomater. Sci., Sch. of Life Sci., Univ. of Sussex.
SEK - T Ak - RIS T H I - ST LS % (Dept. of Mat. Sci., Grad. Sch. of
Eng., Tottori Univ.)

I 7M1 FEFRHMBICEVASHELSI PV RUTHENFADO
—&—SAM EE&HFHDEE
Cryo-EM structure of mitochondrial outer membrane translator SAM
complex
OAFrim 5A%: ' (Hironori Takeda), W WJ/A > (Akihisa Tsutsumi),

11 3% * (Masahide Kikkawa), i S}t ' (Toshiya Endo)

"ROBEK - #AEdy (Facu. of Life Sci., Kyoto Sangyo Univ),

2§k + & (Grad Sch of Med., Univ of Tokyo)

Electron microscopic analysis of mitophagy during erythrocyte
maturation
O3 BT~ (Satoko Arakawa), ZASH] H.AlL (Shinya Honda),
7K #EEL (Shigeomi Shimizu)
HRCE R - HERF - BRI A 2% (Pathol. Cell Biol., Med. Res Inst., Tokyo Med. and
Dent. Univ (TMDU))

TORC1 U F IV IBBRENLES POV FUTHENA—NT7O—0
i
Regulation of mitochondria-specific autophagy via the TORC1
signaling pathway
2 ¥ (Yang Liu), ORA 3% = (Koji Okamoto)

Bk« Az dnk%fE (Grad. Sch. of Front. Biosci., Osaka Univ.)

Conclusion
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G2 (WEERSHS 5F 504 + 505) /

2WGp Room G (Kobe International Conference Center 5F 504+505)
68258 (X)) /Jdune 25 (Tue.) 16:30 ~ 19:00

FLLIASKDEYV S ERD ~ MiRREME x EEEEE
A brand-new way of collaboration; Cell biology x Protein science

AR OMNL A & B PR OTREER 2 385 & . MIBBERE O IR € OfliE 1 & -
THISEZ ENDIEDFE T BB OMELHE M, BifiL o7z fllir S @H L, &
HBITIBIEICBIT A 2 L b gL o TETWAH, £ T, N1 — A ZZHMIBEY S
HLERAOAUBFHEONGSIGDOI TR L 5 THFRALMBLNVETOY — AL A% %
BREENTV L, K Y RITATE, HLwvilsa s LT, 2055 llgdms: x &Y
BB 27 Ritse 2 #D TB LN DA ORERE Z A\ —HT IR 7272 (o

Mutual cooperation between cell biology and protein science is indispensable for understanding of the
pathogenesis of diseases from the viewpoint of protein structure, protein-protein interplay, and protein
modification in the dysregulation of multiple cellular functions. In this workshop, a cell biologist and a
protein scientist give a talk in pairs on a brand-new way of collaboration to achieve their goal.

F—HFTAF— iR BhEF (@EAE). tB 87 (FEERMTRESHAIR)
Organizers: Ayuko Sakane (Tokushima University), Yuko Tsuchiya (AIST)

[16:30] Introduction
2WGp-01 (1635 ZELMRBEEBEEDEDISMBL - IHGHFRT

Structural biology brings a new solution for the understanding of
multiple cellular functions
OBt #ih+ ' (Ayuko Sakane), O #i+ > (Yuko Tsuchiya),
KT &l (Kenji Mizuguchi), k4 A Bith ' (Takuya Sasaki)
VG - R RS ER - ZE4L M (Dept of Biochem, Tokushima Univ, Grad Sch
of Med Sci), 2WEHRMF- N TAIGERFZE € > & — (AIRC, AIST), EHAEHM (NIBIOHN)

2WGp-02 (17.05] SAF IV OBMBFA X =24 ¢ invitro BIEK R X &&E AFM
Dynamic molecular imaging of dynamin: in vitro reconstitution
system x High-speed AFM
Ok #2721 (Kohji Takei), OPIHE 2 ? (Takayuki Uchihashi),
Ay " (Tetsuya Takeda), [N 7] ' (Hiroshi Yamada),
421 )% (Toshio Ando)
KB - PSR - (k% (Dept. Neuroscience, Okayama Univ. Grad. Sch. Med., Dent.,
Pharmaceutical Sci.),
2R KK B B A SR M B2 (Dept. Chem. Graduate Sch. Sci., Nagoya Univ.),
SRR - BET. - N4 o+ AFM 2&3itige € >~ # — (Bio- AFM Frontier Research Ctr,
Coll. Sci. and Engin., Kanazawa Univ.)
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2WGp-03 [17:35]

2WGp-04 [1805]
(1P-102)

2WGp-05 [18:25]

[18:55]

RRBEFEX7OTFFIJZANIATK:
REFNTZFF— b7 7 O—FIHEBOERAZEEL T
Collaboration of worm genetics and proteomics toward
understanding mechanisms of paternal organelle autophagy
Ol i ' (Miyuki Sato), {E#E & ' (Ken Sato),
O/l 24 ? (Hidetaka Kosako)

BEK - AEBE (IMCR, Gunma Univ.),

REESK - GO (Fujii Memorial Inst. of Med. Sci., Tokushima Univ.)

HFIBICE Y 22N BHEERRE - MRt HE T 2 HEMLIERFER
KEINTEDRRE

Monomeric photosensitizing green fluorescent protein for photo-
inducible protein inactivation and cell death

Yemima Dani Riani'. O#H AIc ' (Tomoki Matsuda),

A B (Kiwamu Takemoto). 7k I #ti# ' (Takeharu Nagai)

"Wk - T. (Grad Sch. of Eng., Osaka Univ.), Bk - PEWF (ISIR, Osaka Univ.),

BTk - BE (Grad Sch. of Med., Yokohama City Univ.)

ENZENICT I, ECEZENICTIH? 2NV EEHEEEREND
AREEEZMEZLIRSFHE
How to identify target proteins and target sites: an interdisciplinary
approach to cancer therapy by protein-protein interactions inhibition
OFHil 24k ' (Toyomasa Katagiri). OzKIT B > (Kenji Mizuguchi)
VR ESK - JEvEES - 47 A8 (Div. Genome Med., Inst. Genome Res., Tokushima Univ.),
PRSI - HEHE - SAERIZENT (NIBIOHN)

Conclusion

_97

Day 2 (June 25)
Workshop



doysyiom
(9z aunf) € Aeg

C %15 (HEEBRAHE OF L4 7> 3 A—L) /

3WCa Room C (Kobe International Conference Center 3F Reception Hall)
6 A 26H (K) /June 26 (Wed.) 845~ 11:15

EREMGOEEEMRE ERiE
Maintenance and Dysregulation of Homeostasis in
Living Organisms

ZHNE A S 7 B UG RIL, B4 AN OTBERBEZAL IG5 7230 (M N KON
JARTZ B CTHMEL DREIEBN T2 2 7 F VIZ L 0 EEEDER S Tn 5, EEED
Beke R BICED D0 AT — 2 23 v TR, REH7ICRE SN BEEEERO S 7
EZORMERE 2 RE (OFE - BMAL) L OBMEMEIZERE YL T, a2 B oig
TR DD O R OFEE S L TIHE | EH MR OBE O 2 M1k & R
DOWTHFZ D 5o

Multicellular organisms maintain their homeostasis via intricate and sophisticated mechanisms
that operate intracellular/intercellular signaling to respond to various environmental factors. In this
workshop, we will focus on recent data regarding the associations between signals of homeostatic
maintenance, as well as diseases resulting from its dysregulation, to deepen our understanding of the
molecular mechanisms underlying the diversity/universality of dysregulated homeostatic maintenance.

F=HFAT— BRHY AUBEXF). MR TR (BADPA L X—HIFA)

Organizers: Ari Hashimoto (Hokkaido University), Chitose Oneyama (Aichi Cancer Ctr. Res. Inst.)

[845]  Introduction
3WCa-01 847 Srclc&BI V) —LEBRABHBENAER
Src-mediated exosome secretion and tumor progression
O/BBIL T3 2 (Chitose Oneyama), JEH %t ' (Tomoya Hikita),
1P k" (Tomoe Yamauchi)

VEASA W - IS (Div. of Cancer Cell Regulation., Aichi Cancer Center Res. Inst.),
2JST & X $3iF (JST, PRESTO)

3WCa-02 (908 #i#AUNTF FIZ&BEH MRS
(2P-224) Regulation of homeostasis by novel polypeptides

OA F#HE (Akinobu Matsumoto), H 1 Bk — (Keiichi I. Nakayama)
Juk - AW - 51 BEFHF (Mol. Cell. Biol., Med. Inst. Bioreg., Kyushu Univ.)
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3WCa-03 [9:28]

3WCa-04 949

3WCa-05 [10:10]
(2P-307)

3WCa-06 [10:30]

HEIERAARY) 2—LIEIESE 1(PRC1) OEKER Samd7 (IHBIREEF
HBHROTAT T4 T4 —DELICEETH S
A cell type-specific polycomb repressive complex 1 (PRC1) component,
Samd7, establishes rod photoreceptor identity in the retina
OKX# #Ht ' (Yoshihiro Omori), Aff 3 ' (Shun Kubo),
2 B3 ! (Tetsuo Kon), & H %:F& * (Hirotaka Narita),
B WA T ' (Akiko Ueno), 3 I KHE ' (Ryotaro Tsutsumi),
X8 KEB ' (Taro Chaya), ILIA 4% ' (Haruka Yamamoto),
HIl 35 ? (Atsushi Nakagawa), )11 ¥/ ! (Takahisa Furukawa)
lﬁWijQ < BN - TR (Mol. Dev. Bio., IPR, Osaka Univ.),
RIEK - BEIWF - B2 T-HE3E (Supramolecular Crystallography, IPR, Osaka Univ.),
SRUENA F K - XA FH L VR - 7 AHEERHF (Functional Genomics, Grad.
Sch. Biosci., Nagahama Inst. Biosci. Tech.)

KRAS ¥ 7 F IO EEIZHIE elFAA/AE KTFRIBIRIZETH S
Upregulation of elF4A/4E-dependent mRNA translation is the major
target of KRAS signaling
OfEA &Y ' (Ari Hashimoto), #4% % ' (Shigeru Hashimoto),
)l BKHR ' (Shotaro Furukawa), 4 BeZE ' (Akio Tsutaho),
PR Wi K (Akira Fukao), /NEFSF Béf™ ' (Yasuhito Onodera),
- 4% ' (Haruka Handa), &)1l ] ' (Tsukasa Oikawa),
Ml 5% —HE ' (Soichiro Hata). )1l 3% * (Yoshihiro Nishikawa),
Ak il (Yusuke Mizukami), Y27 # = * (Yuzo Kodama),
K E IES ¢ (Masaaki Murakami), )5 24 ° (Toshinobu Fujiwara),
PP I 2 (Satoshi Hirano), {i#% 3% ' (Hisataka Sabe)
ek - BREE - 43 F A8 (Dept. of Mol.Biol., Hokkaido Univ. Grad. Sch. Med.),
2Jek - BREE - 42 H4 R} 1T (Dept. of Gastroent. Surg. II, Hokkaido Univ. Grad. Sch. Med.),
SEH KA (Grad. Sch. Pharmaceu. Sci., Kindai Univ.),
“ILHER RS (Dept. of Gastroent. and Hepatol., Kyoto Univ. Grad. Sch. Med.),
SHENER KRS - B - Rk (Dept. of Internal Sci., Asahikawa Med. Univ.),
SJek - SEHIWE - 23 TR Se%E (Inst. for Genet. Med., Hokkaido Univ.)

HHRaEE I EF PAR-3 OHIfIEEEBUADBER. K'Y VEEICKD
I AZ—FRBICE > THIEENh TS
Molecular mechanism of the clustering of the PAR complex at the
cell-cell adhesion sites
OW'F Fpk 2 (Kazunari Yamashita), K¥F T 2 (Keiko Mizuno),
K% %% * (Shigeo Ohno)
YLk - 24y - 23 T (Dept. of Mol. Cel. Biol., Grad. Sch. of Lif. Sci., Tohoku Univ.),
THEET K ¢ PE - 4L (Dept. of Mol. Biol., Sch. of Med., Yokohama City Univ.)

Ras-PI3K & JF KB I RH A b= ADOFIEHE
Regulation of endocytosis by Ras-Pi3K singnaling

OXYj KA (Yusuke Ohba)
dek - BEEE - ML (Dept. Cell Physiol., Fac. Med., Hokkaido Univ.)
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3WCa-07 [1051] ERMIERIC KD EFHIEEEMESEE
Homeostasis maintenance by gut microbiota
OXA ¥ (Naoko Ohtani)
KBTI K « B+ BE - 5T HR (Dept. Pathophysiology, Osaka City Univ, Grad Schl of Med)

[11:12] Conclusion

D25 (MEERSHS 4F 401 +402) /

3WDa Room D (Kobe International Conference Center 4F 401 + 402)
6B 26 H (K) /June 26 (Wed.) 845~ 11:15

BEAHHFERT7—A1T W

ﬁEEﬂa—iﬁ%d)ﬂl—’&F‘ H’Za#l'liﬂlfﬂﬁﬁ.&

—HRAFED SmMBWE

Protein Science Society Archlve WS:

Joint use facilities to expand research activity of protein science
- From “How to use” to latest technologies

K= ay 7Tl BEAERFRF—AR—VTERTO P I - VELZAR L TWD&E
HEFFRT = A4 7oMWL, REFHAEROETICEED 2078E O 4 0 bR T
B b BB £ TOMREWERE TR V272 & 5, BMOMBERL RETHRFTE %
WREIDFA T 2 T AUIHGF T E BT — & DS 7 o 72 B ) 12 7 2 2L FF A GRS
BLTELDOTHLZLEDTEL ZOHEIZ, WEFIHT LRI 2 TIEME AT
e BweEd,

In this workshop, joint research facilities related to the protein science are introduced by the researchers
managing them. Aiming at a broad audience, topics of their talk covers from utilization procedure
to cutting-edge technologies. We hope audiences to take back useful information to overcome one's
limitations of research by using these outstanding facilities.

F—HFAT— 1A S (KIRKZE). T ER (ESERREEE>2—-)
Organizers: Tomoki Matsuda (Osaka University),
Maho Yagi (Exploratory Research Center on Life and Living Systems)

[845]  Introduction
3WDa-01 [848] Photon Factory &1+ 3 & NI EBRRRFEO/NE X $REELARIRT

Small-angle X-ray scattering analysis of protein solution samples at
the Photon Factory

OifiAk i (Nobutaka Shimizu)
ST R KRR - WRERF (IMSS, KEK)
3WDa-02 912] FEAEMFWMEADLHE NMR HEFRERDER
Advanced NMR infrastructure for protein science research

OAJI BeHI (Takanori Kigawa)
H - BDR (RIKEN BDR)
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3WDa-03 [9:36]

3WDa-04 [10:00]

3WDa-05 [10:24]

3WDa-06 [10:48]

[11:12]

771 FETFBRMBE DL EFI RAREEFI A & AR5
An example of joint-use facility for cryo-electron microscopy and
several analyzed results
OJtil # (Kaoru Mitsuoka)
BRK - i E Bt ~ & — (Center for Ultra-High Voltage EM, Osaka Univ.)

EREIRIEFE > 2 — (EXCELLS) OHEEFIAME

Joint Research Projects organized by ExCELLS

Ol S&— (Koichi Kato), il T-5 - (Chikako Shirataki)
AR 2ekEHE - EXCELLS (ExCELLS, Natl. Inst. Nat. Sci.)

KBS KMEEE SPring-8 12511 BERHIFHE
Life science research using synchrotron radiation at SPring-8
OREN 5% (Takashi Kumasaka)

B R R R SE e + & ¥ 28 2 B (Prot. Cryst. Anal. Div., JASRI)

KEK B EEMEMA L 2—ICBIT B 2 0N EHERBERITEBROBEL
Automation of macromolecular crystallography experiments at KEK SBRC
OIllH &4 * (Yusuke Yamada), P& % >* (Masahiko Hiraki),

Fi¥E % ' (Naohiro Matsugaki). 1H] #E3% ' (Masahide Hikita).

50 i * (Mikio Tanabe), M #i— "2 (Ryuichi Kato),

T-M #&#% "* (Toshiya Senda)

"R BEHE - WREBE - RESE/ZEM (KEK, IMSS, SBRC).

ZHBEK + #% (Sch. of High Ener. Acce. Sci., The grad. Univ. of Adv. Study).

ST R BRHE - L - BAR T2 (MEC, ARL, KEK)

Day 3 (June 26)
Workshop

Conclusion
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G2 GHPERLHS 5F 504 + 505) /

3WGa Room G (Kobe International Conference Center 5F 504+505)
6 A 26H (K) /June 26 (Wed.) 845~ 11:15

PTEMRDFA1FI7RACED< 1 ARERERZEHD
2 T FIMREHIBDIZR

Understanding the signal transduction mechanisms of
1TM receptors based on the molecular and cellular dynamics

1 AR 2 AR, MRREZAROFTHRELEEEZ HEDHTBY ., FEELTILOH
HWEo & LT, 2OEMMEIEELIEIZES, Kty arTld, 7VF 7TV as1h
1% A L Cligsh e & o2 Z LY « MIRN TOMERR 2 2L S 203 b HlE %
Y 1 R R 2 AR H) L, S F LALLM L NV E TERMERET S 51 )3
7 ADBLFIZHEDWT, IHHAL L ¥ 7P REOVERIRET 2 53 %o

Single-pass transmembrane (1TM) receptors constitute a large family in the cell surface proteins
and exhibit pleiotropic functions in eukaryotic cells. This workshop will showcase some advances in
research to elucidate the mechanisms of receptor activation and signal transduction from the viewpoint
of molecular and cellular dynamics.

F—HFAT— KRR EEHILAE) . kR BFE GBIEMFR)
Organizers: Terukazu Nogi (Yokohama City University), Yasushi Sako (RIKEN)

3WGa-01 (845] YHr NiEEERMEZANT S 1 BEREEBRSERD pH KEFHLIEEE
1LDi&dk
Examination of pH-dependent conformational change regulating
ligand capture and release in 1TM receptors
OXK RAl (Terukazu Nogi)
KK - BE2E &R (Grad. Sch. of Med. Lif. Sci., Yokohama City Univ.)

3WGa-02 910 /MEF—IY FY—LaY &Y YA MBS EGFR FEHEHIEEE
Regulation of EGFR activity at ER-endosome contact site
OFER ¥ (Hiroshi Hanafusa)
4K - Bi - 2 (Div. of Biol. Sci., Nagoya University)
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3WGa-03 [9:35]
(2P-244)

3WGa-04 [10:00]

3WGa-05 [10:25]

3WGa-06 [10:50]

ZRB Kt FO U FF—EQOTINHEADRERBEEZIDOHEEH
BIEFES TV -GIST - REBHERLKICEF2FNETRFTTFIV -
Oncogenic Kit kinase mutant mis-localizes to intracellular compartments
-Growth signals from the Golgi apparatus in GIST and AML-
O/Mi% #4 * (Yuuki Obata), J5 %% * (Yasushi Hara),

HE44 5 ° (Isamu Shiina), A¥H ¥#i * (Takatsugu Murata),

HI 3 ' (Shou Tsugawa), L1 HEF- " (Kouhei Yamawaki),

54 W ° (Tsuyoshi Takahashi), R4 Bé#] ' (Koji Okamoto),

VG #2B © (Toshirou Nishida), %4 K 27 (Ryo Abe)

'E A A - ASASHEHIEE (Div. of Cancer Differ., NCCRI),

PHUSCHALK - A& F (RIBS, Tokyo Univ. of Sci.).

SHUGCHIRL K - B - JEJHALS (Dept. of Appl. Sci., Faculy of Sci., Tokyo Univ. of Sci.).

ek - B - e (Dept. of Mol. Biol., Faculty of Sci., Kitasato Univ.),

Sk - BE - 4B} (Dept. of Surgery, Grad. Sch. of Med., Osaka Univ.),

SEl23A + ThYLilE (NCC Hospital),

TR - WkWE {4 ) X—3 3 ¥ (Teikyo Univ., SIRC)

FTRAF—HF 4 —OBIRBEERAORBIEER
Structural basis of selective bindings between synapse organizers
O Jil (Shuya Fukai)

JOK + = MF (1QB, Univ. of Tokyo)

—EEEREY Toll RZEGDO VY FREE S T FIVEERBOBERE
Structural basis for ligand recognition and signal transduction
mechanism of single-pass transmembrane Toll-like receptor
OXRJ7 HMiEifi (Umeharu Ohto), {i57K fi8;Z (Toshiyuki Shimizu)

HUKPE + # (Grad. Sch. of Pham. Sci., Univ. of Tokyo)

ERERAFEEFOEFELIAFTIIR

Dimerization, clustering, and signal transduction of epidermal
growth factor receptor

Ol /' 3 (Yasushi Sako)
BULAARTERT - BAGATJEAEE (CPR, RIKEN)

Day 3 (June 26)
Workshop
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28 (HEERAHIE OF LTS3 A—L) /

3WCp Room C (Kobe International Conference Center 3F Reception Hall)
6 A26H (K /June 26 (Wed.) 14:00~ 16:30

HARtEMSE
Phase Separation Biology

@&@y/n7W“%®%ﬁ 9 A A _*FéﬂOO%é Jiv TORBIESY
INTEHHERES BT H B bwéﬁhﬁﬂ%ﬁ WZHEAT B FE RS O HIH 2 55412
FHBTE TRV, ZOF v v 705, Mg mﬁﬁ fﬁ?%&zn7 7 [ O R
Eﬁm% LG T8E, WhWwAHGEE W) WIRTHEDSNLDOTIERVRE V) T
4T7ﬁﬁﬁbfwé K=y ay 7TE. SNSRI L7275 % (558
W] AR L, BEERE. MEAEYSEOFNE RO S Z ORBEIZE) AT
LIFFEE N —EIE L CHIRE I RIZOWCEmT 2 2 & 2 HIET .

The concept that liquid-liquid phase separation is one of the organizing principles for cells has
emerged, which makes a great impact on the fields of protein science and cell biology. In this workshop
scientists studying the topics related to “Phase Separation Biology” will gather to discuss recent
advances and future direction of this field.

F=HFAY— B BERE GUEKRF). Wl ¥ (FEXE). BH #7) (KkKF)

Organizers: Kentaro Shiraki (University of Tsukuba),
Akira Matsuura (Chiba University), Takeshi Noda (Osaka University)

3WCp-01 (14001 HABEEME. EUHIC
Introduction of Phasing Biology

OBAA B KHE (Kentaro Shiraki)
SR - BB (Pure Appl. Sci., Univ. Tsukuba)

3WCp-02 (1405) HSHEZMHEFME : LC KX 1 DEY7—{t
Phase separated into LC domain polymers
O#% ¥— (Eiichiro Mori)
ZREK « B - RABIEHERE (Dept. of Future Basic Med., Nara Med. Univ.)
3WCp-03 [1418] (ZEIBIDEE : >+ NOVELTRESBE@MELVNIHE
Dissolving LLPS : Nuclear import receptor working as chaperone
Vi {# il (Takuya Yoshizawa)
LAk« ZE 4y (College of Life Sciences, Ritsumeikan Univ)

3WCp-04 (1431 HESHEOHEOBRIC K HIETEHEE
Growth defects triggered by overexpression of phase-separation
proteins

O5FRE el (Hisao Moriya)
[ K - #4508 27 (RCIS, Okayama Univ.)
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3WCp-05 [14:44] #MADIEE. HEE. WHEICEDS 60S YR —LEVNIHE
60S ribosomal proteins involved in structure, function and
physicochemical properties of the nucleolus
A% 135 % ' (Haruka Matsumori), 12 J%3% ' (Mitsuyoshi Nakao),
OF M - * (Noriko Saitoh)
K - FEERE (Kumamoto Univ, IMEG), 25 ARFZE& A3 AL (Cancer Institute, JECR)

3WCp-06 (1457 HREAREBHRTY U JICH T BRBBEDERE
(2P-225) Phase separation of RNA-protein complexes mediates pairing of
homologous chromosomes during meiosis
OT KA ' (Da-Qiao Ding), [fiF. ##% ' (Kasumi Okamasa),
JE I - 12 (Tokuko Haraguchi), P[] % 1.2 (Yasushi Hiraoka)

OIS WFSEREHE KK ICT WF%EAT (Advanced ICT Research Institute Kobe, NICT),
2Bk - A:firk&RE (Frontier Biosciences, Osaka Univ.)

3WCp-07 15101 BEBOINE I VBRMICEET HRAEMS /U H Pib2 ORHEW K
Liquid droplet formation of the intrinsically disordered Pib2 protein
involved in glutamine-sensing in yeast
N1 350 1 (Mirai Tanigawa), 17 JJ B ? (Katsuyoshi Yamamoto),

ORifH 3# ' (Tatsuya Maeda)
NEEEK - E - 44 (Dept. Biol., Hamamatsu Univ. Sch. Med.), Bk « E&HF (IQB, Univ.
Tokyo)

3WCp-08 [1523] HA}BEL /=X NIEDBREA — b7 7 S—DHRBENBER
In vitro reconstitution of selective autophagy of phase separated proteins
Il FEAE (Akinori Yamasaki). Jahangir Md. Alam.
REAC Kl (Daisuke Noshiro), O¥fH JE4: (Nobuo Noda)
PALTF « W& 429 (Lab. Struct. Biol., Inst. Microbial Chem.)

3WCp-09 [1536] < +~O=> GroEL/ES DHIBIRTORIEY 1 7 VO
(2P-135) The analysis of reaction cycle of chaperonin GroEL/GroES in cell
OfEA Hethi ' (Kousuke Kashiki), JJ3 5EH ' (Tatsuya Niwa),
T 3648 1 (Hideki Taguchi)
"WETK - @ BET. (School of Life Science and Technology, Tokyo Tech).
R EHAN AR E R - MBI T 2098 > % — (Cell Biology Center, Institute of
Innovative Research)
3WCp-10 [1549] & - BABFBEIC LB I9G DiRkEE
Enrichment of IgG by liquid-liquid phase separation
OZ=H K ' (Masahiro Mimura), #t4) 3258 ' (Keisuke Tsumura),
PR % " (Ryoji Kurita), FA EEAKHB ' (Kentaro Shiraki)
"SR « P (Pure and Appl. Sci, Univ. Tsukuba),
ZRERSIE -+ 2N 4 F A5 4 A )L (Biomed. Res. Inst., AIST.)
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SWCp-11 [1602) KAEMSE /NI HE p53 #IBHE LEANTF KO ATIHEE

3WCp-12 [16:15]

(2P-113)

[16:28]

—RBA DB OHIE—

Rational design of peptide targeting intrinsically disordered protein
p53 -r egulation of phase-phase separation-

S WA ' (Kiyoto Kamagata), [H%F %337 ' (Eriko Mano),

FHlE B (Yuji Ttoh), L4k %331 ' (Saori Kanbayashi),

A% " (Masaya Honda), JbJ5t 35 > (Ryo Kitahara),

Ofl 45 * (Tomoshi Kameda)

"L K - %96 (IMRAM, Tohoku Univ.), *V.#fifi K + 3% (Pharm. Sci., Ritsumeikan Univ.),
SHERSIE - NHIBE (AIRC, AIST)

AIX VTV LRANT 25 DBEEEGG FRIEANDRR

Construction of synthetic membraneless organelles for biomolecular
manipulation
O )1l # ' (Masaru Yoshikawa), 11 4 ' (Masahiro Ikuta),

It 3z 7 (Tatsuyuki Yoshii), #dl B4 " (Shinya Tsukiji)

"%, Tk - BT (Grad Sch. of Eng., NITech), *JST & % %3} (PRESTO, JST),

1Kk 705 47 (FRIMS, NITech)

Conclusion
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24 (AREELHS 4F 401 +402) /

3WDp Room D (Kobe International Conference Center 4F 401 + 402)
6 A26H (K /June 26 (Wed.) 14:00~ 16:30

SN BERARDEEREITEBELT
Toward rational design of protein crystals

B HEE AT (IS E Y P O FHEFB L L Ch kb T B %t*ﬁ%ﬁhlﬂ’]& SRR SN D
W B VR TBORERALERIZES R b DT v, 2D 287 Bk AL O BIEIZ RIS
Hz&USROMEEN FOIRDIZOEVHFRTRETH 5, ZKW 7 vay 7Tk, K
KRG Ry B EPICYE LT L UfuaaﬂLL%’@L<T% [ 5 8y B0 aiiet] b
DMZEA B LR AN L. & v 87 B b5 %O R % i L 72\,

Although the protein crystallography is a major tool for the structural biology, obtaining suitable
crystals for the structure determination has not yet been straightforward. In this workshop, the rational
design of protein crystals and the other technologies that resolve the crystallization problem will be
introduced and will be discussed.

F=AFr4Y—BE B MRV /IR
EH AR (BT

Organizers: Naoki Kunishima (Rigaku Corporation/RIKEN), Kentaro Tomii (AIST)

3WDp-01 (14000 & N/ BEHEROGEREEEKELT
Toward rational design of protein crystals
Ol M * (Naoki Kunishima)
"4t A2 (Rigaku Corporation),
ZBIF - UG ~ % — (RIKEN SPring-8 Center)

3WDp-02 [1421] #£RIAVE U MUBEEDHFEIRICE DV REBREAIZKE 2N
VERROSENTHA Y

Rational crystal designing by amino acid mutations based on
statistical analysis of crystal-packing propensity
O1liH ## '* (Kazunori Yamada)

bk - 1 (GSIS, Tohoku Univ.), “pE#&HF - A LAIGEWIZE X ~ ¥ — (AIRC, AIST)

3WDp-03 [1442] Ny FrFOarbO—-lic&ky). EREEEEAEOERLERET 54
mitik
Induced crystallization of the hard-to-crystallize proteins by packing
control

O/ R ' (Megumi Kosaka), L1 754 * (Hidenori Yamada),
g - (Junichiro Futami), % I %7 ! (Hiroko Tada),
4k #EDE > (Koreyoshi Imamura), F&H KK * (Taro Tamada)
"MK - B EdrE (Ad. Science Research Center, Okayama Univ.),
2K - Bt - FI#%FF% (Grad. Natural Science and Technology, Okayama Univ.),
SRR « BE + A~V A Y A5 A (Grad., Health Sysytems, Okayama Univ.),
REPEERE - B T-¥ — 2 (QuBS, QST)
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3WDp-04 [15:03]

3WDp-05 [15:24]

3WDp-06 [1545]
(2P-024)

- 3WDp-07 [16:06]

doysyiom
(9z aunf) € Aeg

[16:27]

ANV ERRILTOERICHITDEHIRIVF—IEEARTEED ?
Is it possible to actually measure the free energies on the process of
protein crystallization ?
O #£ ' (Syou Maki), [EJ A > (Naoki Kunishima)
KPR K « # (Faculty of Pharmacy, Osaka Ohtani Univ.),
X&) 2 (Rigaku Corporation)
AN ERERICDIE SRR
A comprehensive strategy to obtain high quality crystals
OT-H 34 (Miki Senda), T-H 2%k (Toshiya Senda)
T B - PRERE - REIEAED) (SBRC, IMSS, KEK)
ZIEE NI ERRDZER ZFRALEH LOERILE
A novel crystallization technique using highly-porous protein crystal
OHEAM E X (Nobuo Maita)
RS K« JeuEE RN (Inst. Adv. Med. Sci., Tokushima Univ.)

E0E - #RIZEFMALEROENESN
Improvements of crystal quality by protein/crystal engineering
Offi%3 Jt (Hajime Saburi), A4 B (Ryuji Tanimura)

WU EHL - M - 7Y%V 5 4 7% 4 ¥ A7)V —7 (Toray Industries,

Inc., Pharmaceutical Research Laboratories, Digital Life Science Group)

Conclusion
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English Session

E &5 (REE=ZS 5F 501) /
3WE Room E (Kobe International Conference Center 5F 501)
6 A26H (K /June 26 (Wed.) 14:00~ 16:30

HRRIZICHE T SEOH - EEHSSUVELH - REHEERD
FEHIaL—Vay

Computer simulations of protein-protein and
protein/DNA interactions in celluar environments

A==y Ea—8 [F UL o THERIIARTEETH o 7o KRB 2 L2 K5 7R G, 7 1
WAL X7 VLIV =0 70T r2E) OFFEHY I 2L -2 a VW RIZE-72, &6
R DA = —a v Ca— s E2FATLILI2E) I ab—2 a v CREFITTREZ
WEZEBIIILR L B4 el L RIS 5 2 BT R b0 4Iald WS TIZEN/NOZ
G BE A REL. KEELRSTINF Y I 20— a3 VICX D MRESIC B 2 &0 E
MR EAE - DNAHBAERAICOWTED L) B L WAIRSH L 21l >TE 2
PRNT Do Ty HED LD LG - EBROBEEPLIETH 52 idam L7z

Recent progress of supercomputers have allowed us to study large biological systems, such as
biological membrane, membrane proteins, crowding in the cytoplasm, virus, nucleosome, and
chromatin, by computer simulations. In these simulations, it is essential to investigate interactions
between multiple biomolecules for understanding biological functions in cellular environments. We
show new insight obtained by computer simulations and discuss collaboration with experiments.

F—=HFAT— A BAR EBEMEM. & &6 GELFEHER)
Organizers: Yuji Sugita (RIKEN), Takaharu Mori (RIKEN)

SWEp-01 [14:00]

3WEp-02 [14:30)

SWEp-03 [14:50]

3WEp-04 [15:20]

SWEp-05 [15:40]

Exploring free energy landscapes in pH, chemical and sequence spaces
O Charles L. Brooks IIT1'**
'Cyrus Levinthal Distinguished University Professor of Chemistry and Biophysics.
*Warner-Lambert/Parke-Davis Professor of Chemistry, Professor of Chemistry
and Professor of Biophysics.
*Dept. of Chemistry and Biophysics, Univ. of Michigan
Insights into nucleosome dynamics from coarse-grained simulations
O Giovanni Bruno Brandani. Shoji Takada
Graduate School of Science, Kyoto University
Crowding in the cellular context: Tales of Clusters and Dynamics
O Michael Feig
Dept. of Biochemistry & Molecular Biology, Michigan State Univ.
Coarse-grained molecular dynamics study for protein-lipid complexes
f % (Sangjae Seo), Huihui Liu, Of#H $#: (Wataru Shinoda)
%K - Bi - 1. (Eng. Sch., Nagoya Univ.)
Bacterial Outer Membranes and Interactions with Membrane Proteins
O Wonpil Im

Dept. of Biological Sciences and Bioengineering, Lehigh Univ.
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3WEp-06 [16:10] Protein-protein and protein-ligand interaction in cellular environments
ORM Fik > (Yuji Sugita)
"BERF - BIIGAFZEAER (RIKEN CPR), “BERF - #H4ifle#€ ~ # — (RIKEN R-CCS),
SHURF - A arBERERLSE WF%EE ~ ¥ — (RIKEN BDR)

F 215 MPERAHS 5F 502) /

3WF Room F (Kobe International Conference Center 5F 502)
6 A26H (K /June 26 (Wed.) 14:00~ 16:30

S FOEEHEARBICHT /=5HR & TEERORE
Coalition between measurement and information to
investigate biomolecular structure and function

AR, SRR EHN - BATEAR SRSE - B S MR T ORI R R O SR ) B 1
HOLNTWE, 8512, ¥YIab—2aryRA L, BWFE L L OBRRF ORI FEE
AESE2EICLoT, SNECTHETH -7 L ) EETRHEMAMNT I iRE 2> TET
Who KT =27 ay 7T, SO &) REHA - FITEAN & FEE A 2 LG S THEICH
S mATENN 2 BB L . AR ORISR R O B I TILE T B b D % ik
THIEEHMET B,

By combining various experimental measurements with state-of-the-art techniques of information
science such as simulation, Al, and machine learning, it is becoming possible to investigate the
structure and function of biomolecules in unprecedented detail. This workshop aims to overview the
latest developments in such combined methods, and to discuss the usefulness and limitations of these
methods.

F—HFTATF— AL LR GRESAT) . MK Bih GECEMATET
Organizers: Sotaro Fuchigami (Kyoto University), Yasuhiro Matsunaga (RIKEN)

[14:00] Introduction
3WFp-01 (14031 ¥ alL—2a EFNERAONS XBHEEICED S AT LIEEOIERE
EFH
Understanding and prediction of system function based on Bayesian
synthesis of models and measurements

O 15 (Kazuyuki Nakamura)
WA - RE I - BIGHI (IMS, Meiji Univ)
3WFp-02 14271 ERMICHRIS—Z#EAEESZ EICEBERDIE
(2P-196) Increased error rate in translation can accelerate protein evolution

B )% (Toshihiko Enomoto). OAZ KA~ (Daisuke Kiga)
FURRH - BET. - AU Ay (Dept of Electrical Engineering and Biosci. Waseda U)
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3WFp-03 (1451 FBHFBICKDEREEEFEET—4HSOBETFA

3WFp-04 [15:15]

3WFp-05 [15:39]

3WFp-06 [16:03]

(2P-066)

[16:27]

Protein structure prediction from low resolution electron density
data using deep learning
OffeitE A1 (Miwa Sato), Il 52 ' (Hiroyuki Nakagawa),

/INH " (Yuichi Kokabu), &1 4§~ * (Tkuko Miyaguchi),

JE b5 Wi ¥ * (Akiko Kashima), J§ % (Biao Ma),

8\ ¥R ¢ (Atsushi Tokuhisa), K g * (Masateru Ohta),

b IT §iAE +° (Mitsunori Tkeguchi)

"ZREER (MK, 2L =2E83E (Mitsubishi Tanabe Pharma),

PR B AR DE SRR T HESERRAR (FBRI). “HEBF (RIKEN), “BiETi K (YCU)

227 MRBICIKEFEETHEEGT— 2D SERBREMYETE/NY
& NMR fi#ni&
Direct analysis of time-domain raw NMR data without chemical shift
assignments for protein characterization
O wip% ' (Takuma Kasai), /NEF 184fi > (Shunsuke Ono),

Fiv} #5 * (Toshiyuki Tanaka), b JE ° (Shiro Tkeda),

AN BRI M (Takanori Kigawa)

"BRF - Z:AnkgRE (RIKEN BDR), JST & & %31F (PRESTO, JST),

SRR - BHAHEA D% (Inst. Innov. Res., Tokyo Inst. Tech.),

“HUKEE © 15 (Grad. Sch. Inform., Kyoto Univ.),

SEBF - BPRHEF (Dept. Stat. Infer. Math., Inst. Stat. Math.),

SR « 15RPL L (Sch. Comput., Tokyo Inst. Tech.)

EBEEFRNBERE 1 HFHAEFFII2L—2a VOBBICEDEHR
SF 4 RITHEEDRZA

Coalition between single molecule measurement by HS-AFM and
molecular simulation to investigate four-dimensional structure of
biomolecules

O I HKER 2 (Sotaro Fuchigami), #ifii 4& ' (Toru Niina),

w5 § 2 7 (Shoji Takada)

'5kR: - Bl (Grad. Sch. of Science, Kyoto Univ.), 2JST + CREST (CREST, JST)
MEBMICT YA AR B AV INTET 4=V FOFE L FBET— 2 N—
AR IC & 2N
The requirement of physically designable protein folds: Knowledge
extraction by protein structure database analysis
OT-H3F #3%% (George Chikenji)

4K - I+ 5 (Dept. of App. Phys., Nagoya Univ.)

Conclusion
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