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B> & 9L / Joint Symposium

English Session
A=Y (HREERZES 1F XA >2KR—I) /

1 SAa Room A (Kobe International Conference Center 1F Main Hall)
6B 24H (B)/June 24 (Mon.) 9:00 ~ 11:30

REDA X—2 T EMTILHASHREMSF EEOHEE
Extreme imaging to explore the boudaries between
cell biology and protein science

M4 & B ERHEN DD o0 —2DOFMIZ, EETMIBNTSY > /37 BAIE756 <
Mz 1oL, BESHIETRZV, L) 2ehidsbH). Gtk 774 FHELHE
RGO FBEMBERMT S E T ETHEL, £ DT L =7 ANV —%AEAH LT Z EIdHUHE
Thbo XYy RY Y AT, MFROBFRFTORENA A -T2 71ZHbL MY 7
AW LT, A A= ¥ TEA O ARRBGIZ OV Tt L 72\

One of the next frontiers at the boundaries of cell biology and protein science would be explored by the
imaging technologies to visualize how proteins work in a living cell at single-molecule and ultrahigh-
resolution levels. Technical breakthroughs in microscope technologies both in cryo-EM and super-
resolution microscopy are now opening the door to reach this goal. In this symposium, pioneers in this
field are invited to discuss on their recent achievements and their visions.

F—HFTAT— 8 BE GELEMER). BB BEE GERAE / EBEMARR)
Organizers: Akihiko Nakano (RIKEN), Yasushi Okada (The Unversity of Tokyo / RIKEN)

[900] Introduction

1SAa-01 (905 Cryo-EM imaging of the chromatin architecture
O 475 (Hitoshi Kurumizaka)
JOK « % JBF (IQB, Univ. of Tokyo)
1SAa-02 [9:30] Fluorescence-Free Detection and Tracking of Single Proteins and
Angstrom Resolution in Fluorescence Imaging of Protein Structure

O Vahid Sandoghdar
Max Planck Institute for the Science of Light

1SAa-03 (10001 Dissecting molecular mechanisms by optical microscopy in living
cells and in vitro
Ol I FE ™ (Yasushi Okada)
'"Bf)f BDR (BDR, RIKEN),
2HUK - B - WAL, UBIL IRCN (Dept Phys, UBL IRCN, Univ Tokyo)

1SAa-04 (1025 State-of-the-art Live Cell Imaging at High-speed and Super-resolution
Dream to See Real Vesicular Trafficking Has Come True

O Wi (Akihiko Nakano)
BB - SGH - (RIKEN RAP)
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1SAa-05 [10:50] Cellular Organelle Segmentation in Electron Microscopy
O Aubrey Weigel. Grace Park, Riasat Ali. Larissa Heinrich,
Nils Eckstein, C. Shan Xu, Song Pang. Gleb Shtengel.
H. Amalia Pasoli. Harald Hess, Jan Funke. Stephan Saalfeld.

Jennifer Lippincott-Schwartz
HHMI-Janelia

[11:20] Conclusion
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English Session
A &S (HREBSES 1F XA >2hR—I) /

28Ap Room A (Kobe International Conference Center 1F Main Hall)
68258 (K /Jdune 25 (Tue.) 16:30 ~ 19:00

HRANERRZ2R% 7 71 FEFHNR

5O

§% Cryo-EM to visualize proteins in the Cell

ST BAECZOWGBEOWAMNITEL LT, 4E, 29 4 4 BFHEEATEH £ %0 TV 5,
E 3 EIPENEEC XA HERATI S0 BOMIES ST 57, LR LT Lk
O n kL EETNNELEE LA EASMBAOMEEEERET 2T LTLORRE S
B Tws, SEEENTERIND 2 74 A BEEE O ) 4 TR T, 2 5
3 AF NETTT A —DRFOERIZOWTHEETY BV LTV,

CryoEM has been in an increased attention as structural analysis method of proteins. Beside the
high-resolution work close behind X-ray crystallography, it has been developed for cellular structure
visualization. Here we arrange this symposium with active researchers in cryoEM for their high-
resolution single particle reconstruction or electron cryo-tomography.

F=HTAT— F HHE GRRKRF). ER FH CECAMERT)
Organizers: Masahide Kikkawa (The University of Tokyo), Hideki Shigematsu (RIKEN)

[16:30] Introduction

2SAp-01 (1635 IHRSIAMIR - %EVINTE -RNA ERKD I 51 F EFHEMBIESE
Cryo-EM structure of Ebola virus nucleoprotein-RNA complex
O M 4% ' (Yukihiko Sugita), #% 747 * (Hideyuki Matsunami),
TR 3845 > (Yoshihiro Kawaoka), ¥H {fiii ° (Takeshi Noda),
74 V7 I F 4 T A (Matthias Wolf)
BB EAME (IPR, Osaka Univ.), iRl K22 Bi ka2 (OIST),
SRR BERHEWIZET (Inst. Med. Sci., Univ. Tokyo).
Y4 2T VY YRFERTF 4 Y YK (UW-Madison),
SEUR™ 4 VA - FEZERF (Inst. Front. Life Med. Sci., Kyoto Univ.)
2SAp-02 [1710] #EET KIKET 7— S13° OU 51 A BEERTFREIR
Cryo-EM structure of the infectious Staphylococcus bacteriophage
S13'at near-atomic resolution
OB 3 ' (Naoyuki Miyazaki), PIIlI % 2 (Jumpei Uchiyama)s,
RN 5% ° (Shigenobu Matsuzaki), #¥H 13§ * (Kazuyoshi Murata),
Ay #ih 1 (Kenji Iwasaki)
"Bk - #EIWE (IPR, Osaka Univ.), 2FiAfi K% (Azabu Univ.),
SEAIKY: (Kochi Univ.), “ZBERF (NIPS), 5L K% (Tsukuba Univ.)
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2SAp-03 [17:45] In situ structural studies of macro molecular complexes by cryo-
electron tomography with Volta phase plate

O .2 ' (Yoshiyuki Fukuda), ~X» 2 711 7 ¥ * (Florian Beck).
N4 RAY— VT H VT (Wolfgang Baumeister)

YK - BRER - A ARRERES% (Dept. of Cell Biology and Anatomy, Grad. school of Med.,
Univ. of Tokyo).

1y 7 AT T vy HACEEIESET 4 FHETE AR (Dept. of Molecular Struct.
Biol., MPI)
25Ap-04 [1820) BIEHE Y F1 A ETEMHEICKDEBENOHERR
Combination of cryo-EM and genetics for studying eukaryotic cilia
O )1l 3= (Masahide Kikkawa)
WHUK - £ - R4 (Dept. of Cell Biology and Anatomy, Med., The Univ. of Tokyo)

_41 -

Day 2 (June 25)
Joint Symposium



wnisodwAg juiof
(9z aunr) € Aeq

English Session
A &S (HREBSES 1F XA >2hR—I) /

3SAa Room A (Kobe International Conference Center 1F Main Hall)
6826 H (K) /June 26 (Wed.) 845~ 11:15

EOEEZOMER : T/ AT5—IVH5HRET
Emerging concepts on protein science: From nanoscale to cells

CCHEEOMIHERDEAEBENRE (LD o TE o MFRMERE, 74— VT 1 ¥ 77
Eo [ ] ZFROEIA T, MRNOBRSE L R T B2 & EFH A4 7
LAV TN > T e AV VRV AT IEROEHEMEORMAZBR 270 > T 4
T TORFEZMI L WEEICHERT 5 2 K0 MBAEMEZ I L0 & 5 AR %E
2B 2 EEEBFOBRENI OV THZ RO 720,

Recent years have witnessed a drastic change in protein science. In addition to “classical” structural
biology and protein folding studies, new topics such as phase separation and nascent-chain biology
are emerging, leading to the expansion of protein science. This symposium will introduce a variety
of cutting-edge researches, and then discuss the role of protein science in life science including cell
biology.

F—HFAT— BO = (ERIFEXSF). BE SR FEILKF)
Organizers: Hideki Taguchi (Tokyo Institute of Technology), Kenji Inaba (Tohoku University)

3SAa-01 [845] Nascent chain-induced ribosome dynamics regulation expands
protein world

OM I ekt ' (Hideki Taguchi)
"HTOK - WFSERE - MLk > # — (CBC, IR, Tokyo Tech),
ZHCTK - ZE@rBET (Sch. of Life Sci. Tech., Tokyo Tech)
3SAa-02 (9101 UKV —LEBEHEMDSD TS SR
Mechanism and physiological function of dynamic modification of
ribosome

Ofifi M FI3L (Toshifumi Inada)
HALK - 38 (Grad. Sch. of Pharm. Sci., Tohoku University)

3SAa-03 (935 Zincions regulate ERp44-dependent protein quality control in the
early secretory pathway
ORf3E 7k (Kenji Inaba)
HAL K + £ 5 (IMRAM, Tohoku Univ.)
3SAa-04 (1000 BEEX{KICEH T BIBEEYS
Recent advances in structural biology of membrane transporters
OV J1%: (Tomohiro Nishizawa), A # (Osamu Nureki)
WK - # - 48} (Dept. of Biol. Sci., Univ. of Tokyo)
3SAa-05 (1025 Direct visualization of protein molecules during their functional activity

O% 1 % (Toshio Ando)
SEPK « F 7 A ake# (WPI-NanoLSI, Kanazawa Univ.)
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3SAa-06 [10:50] Phase separated proteasome condensates for nuclear proteolysis
%M &% (Sayaka Yasuda), 1 St (Hikaru Tsuchiya),
fleAft %& (Yasushi Saeki). OHIH &= (Keiji Tanaka)
FRIZE - (Tokyo Metropolitan Inst Med Sci)

English Session
A &g (BRERRZES 1F X1 2hR—IL) /

SSA Room A (Kobe International Conference Center 1F Main Hall)
6 826 H (K) /June 26 (Wed.) 13:50 ~ 16:20

What are the New Trends? o

—BEEYE - HIREMEHIHL< Wnt 7 F VIR OHHR—
New perspectives on Wnt signaling, unveiled by structural
and cell biology

Wnt ¥ 7 FIVOWZEEEIZ, ¥ a7 Y a oNTOBRFAEWNFEITICm 25 L, 1982 E121X Lo

TIZLE O Wnt {5 F intl (Wntl) BSEE SN2 E TRELSEE L2, £ L THAE, Wnat

DR RN - RIS, ML 2 > 7 F A MIKAE L7284 % Wnt & 7 Ul &

ELIZHLPIZRS> TEe R VRI Y LTI, #EEwF, MREYF 2L L%

T 780 —FIC X RO Wnt ¥ 7 F VIO R % A L. Wt WFZEOF#im Iz o w
u?}kuﬁﬁ@‘_%o

The field of Wnt signaling has emerged from the genetic analysis in Drosophila and greatly developed
by the discovery of the first mammalian Wnt gene, intl (Wntl), in 1982. It has now become clear
that Wnts are widely implicated in diverse physiological and pathological processes, acting through
multiple functionally divergent signaling pathways depending on the context. In this symposium,
the leading researchers will present their latest findings on Wnt signaling obtained using different
approaches based on structural biology and cell biology and discuss the new trends in this field.

F=HFAY— BEE B GFPRFE). KA BH (RERILKXT)
Organizers: Michiru Nishita (Kobe University), Naoki Shibata (University of Hyogo)

[1350] Introduction

3SAp-01 [1353] Wnt5a-Ror signaling in cancer cell proliferation and invasion
OV §# (Michiru Nishita), # HEf# (Yasuhiro Minami)
K - Bt - E (Grad. Sch. of Med., Kobe Univ.)

3SAp-02 (1414 ZDNEEELRP6 & CKAP4 279 3 DKK1 &5 FIVIc & B HASHREHIE
DKK1 signal-dependent cellular functions through two receptors,
LRP6 and CKAP4
O3l T (Akira Kikuchi), fiH #K (Ryota Sada),
ARAf 22— (Hirokazu Kimura), 1175 354 (Hideki Yamamoto)
B < B - 551 e A2 AL 2% (Dept. of Mol. Biol. and Biochem., Grad, Sch. of Med., Osaka Univ.)
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3SAp-03 [14:35]

3SAp-04 [14:56]

3SAp-05 [1517]

3SAp-06 [15:38]

3SAp-07 [1554]

Cell competition corrects noisy Wnt morphogen gradients to
achieve robust patterning

Mkl fhi%d 2 (Yuki Akieda), /NIEF #8°F- ' (Shohei Ogamino).
O#i% K ' (Tohru Ishitani)
BEK - AW - R (Integ. Signal. Sys., IMCR, Gunma Univ.),
2Bk« #%HF (RIMD, Osaka Univ.)

Wnt 2 NNV EOEREE RN ZEEICE TS EEE
Complex formation and extracellular dynamics of Wnt proteins
O i3k (Shinji Takada)
'JEAERF (NIBB), 2 ARBHEWF SR - /B BDR e ~ ¥ — (NINS ExCELLS),
S#HFK (SOKENDAT)

Crystal structure of human Wnt3 in complex with mouse Frizzled 8
-3 757 (Hidenori Hirai). I35 11 (Kyoko Matoba),
=5 BIET (Emiko Mihara), A # K (Takao Arimori),
O®FA #— (Junichi Takagi)
Bk « & AW (Inst Protein Res, Osaka Univ)

Direct interaction via the DIX domains of Dishevelled and Axin indices
their colocalization and down-regulates Wnt/ B8 -catenin signaling
Direct interaction via the DIX domains of Dishevelled and Axin indices
their colocalization and down-regulates Wnt/f-catenin signaling
O%em it ' (Naoki Shibata), 11174 B4 ' (Kumpei Yamanishi),

Marc Fiedler’. /i #4— ° (Shin-ichi Terawaki), Mariann Bienz*,

BT J548 ' (Yoshiki Higuchi)

UEREILK - B2 @Bl (Grad. Sch. of Life Science, Univ. of Hyogo).

*MRC Laboratory of Molecular Biology.

SEEMG K - BEBLT. (Grad. Sch. of Science and Technology, Gunma Univ.)

Structural basis of the molecular interaction of Axin with Coiled-coil
DIX1 by heterotypic oligomerization of DIX domain
Oy p—! (Shin-ichi Terawaki), #ift & ! (Kaori Wakamatsu),

35 Hlil 2 (Kensuke Shiomi), # 1E3 ? (Masayuki Masu),

S MR * (Naoki Shibata), BT 8 * (Yoshiki Higuchi)

"BE K - BEPE T (Grad. Sch. of Sci. and Tech., Gunma Univ.),

2K - EEFBEFSR (Dep. of Mol. Neuro., Fac. of Med., Univ. of Tsukuba),

ST LAT K « 24P (Dep. of Pico., Grad. Sch. of Life Sci., Univ. of Hyogo)
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