JOJ35 LA
6A3H (A) 188

L= E 28 AR 6838 () 15:00-16:30 WHE - T%
Session of Education and Training

CRISPR-Cas [CEATd&IEDREY IR

Recent advances in CRISPR-Cas

T-HF4Y- B8 3hiE (AR AERESRINR EYREER)

Organizer : Hiroshi Nishimasu (Department of Biological Sciences, Graduate School of Science,
The University of Tokyo)

ES-1 OVEYE BARE Y (HETA SR b B AR R E WAL 8 1)
15:00-15:30 CRISPR-Cas I3 2 ED Y7 A

OHiroshi Nishimasu'! ('Department of Biological Sciences, Graduate School of Science, The University of Tokyo)
Recent advances in CRISPR-Cas

Base editing £iliD&EDE)E]

Trends in the recent base editing technology

T-AF4Y- T8 3hiE (ERAS AEREF R EYREER)

Organizer : Hiroshi Nishimasu (Department of Biological Sciences, Graduate School of Science,
The University of Tokyo)

ES-2 OB Y M A RERF BRI FRAM A 2 X— 3 3 VTR
15:30-16:00 Base editing $4ii O i3 O B i)

OShin Yoshioka' (!Graduate School of Science, Technology and Innovation, Kobe University)
Trends in the recent base editing technology.

MEMEMEICHITDT/ LiRE

Genome editing in plants and microorganisms

T-AF4Y- T8 3hiE ERAY AEREF R EYREER)

Organizer : Hiroshi Nishimasu (Department of Biological Sciences, Graduate School of Science,
The University of Tokyo)

ES-3 O BT (M KR EBRFHA 4 2 N— 3 3 VJeR
16:00-16:30 WL RPN BT 257 ) Atk

OZenpei Shimatani! (\Graduate School of Science, Technology and Innovation, Kobe Universit )
p gy y

Genome editing in plants and microorganisms

AT=Z00tE=F— 6A3H (A) 16:45-17:45 WE - &
Evening Seminar

Sponsored by Integrated DNA Technologies #f=&%t
Advances in Protein Engineering to Improve CRISPR Genome Editing

EV-1 OMark A. Behlke! (!Chief Scientific Officer, Integrated DNA Technologies)
16:45-17:45 Advances in Protein Engineering to Improve CRISPR Genome Editing

HAT  niibeids 4 mR&
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tyavi EZfE) 6548 (00 9:30-10:30 E) BE-F¥%
Session 1

NSVRTxTOay (ZRINDT/ LMRE)
Transfection

T-HFAY- BT Mt RS RES SRR EE =R
Organizer : Tomoji Mashimo (The Institute of Experimental Animal Sciences Department of Medicine,
Osaka University)

mmnro IO\ § mm-—

S1-1 OKRIF IEAY Ot R E LR R R 5 T AL B )
9:30-9:45 i-GONAD: ZRTTEAND in situ L7 MRV — 3512k 55 ) A LB Py Ve sl

OMasato Ohtsuka! (!School of Medicine, Tokai University)
i-GONAD: a method to create genome edited animals by in situ electroporation of CRISPR

reagents into preimplantation embryos

S1-2 O 21, KB EW CHEEOREER LI SR EREmm)
9:45-10:00 AAV X7 & —%F L7z CRISPR/Cas9 Y AT X BRI BT 2974

OTomoyuki Yamaguchil, Naoaki Mizuno! (!The Institute of Medical Science, The University of
Tokyo, Division of Stem Cell Therapy)
Intra-embryo large fragment knock-in by CRISPR/Cas9 system using AAV vector

S1-3(P-35) OF R — A2, =R, AN #hT2 IRE etz o A2, (kN 472
10:00-10:15 I FEEL2 0 BRI 12 (kB S - BE - SERRE S 2 ARt v 8 —, PRBAS: - IR - BRI S B bt
Combi-CRISPR : #i L\ #3674 L BiIVERR iE 0 B g

Wl
&

OKazuto Yoshimi'?, Yoshiki Miyasaka? Yuko Kotani?, Kosuke Hattori?, Arisa Tanigawa?,
Yuko Yamauchi? Yoshihiro Uno? Tomoji Mashimo'? (!Genome Editing Res. and Dev. Center,
Grad. Sch. of Med., Osaka Univ., “Inst. of Exp. Anim. Sci., Grad. Sch. of Med., Osaka Univ.)

Combi-CRISPR : A novel strategy for efficient gene knock-in in rodents

S1-4(P-49) AN, SRR SR, RUHRTR Y I THEE OFME BIRT CENIERE AR E
10:15-10:30 BRI v & — BRI o R 5 D36 - FRAE B 30)
57 ) DR HE AN L BP0 AL BYHLE S T Sox9DJE BT EI B A o [H) ¢

Yuya Ogawa', Miho Terao!, Satoshi Hara', Marika Hamada', OShuji Takada' (‘Department
of Systems BioMedicine, National Research Institute for Child Health and Development)
Identification of regulatory sequences that mediate Sox9 expression using genome editing

technology

HAT siiteds 04 mR& 9
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tyviave EZFE) 654800 10:30-11:30 E) BE-F%
Session 2

IBEERESE
Base editing

T-HF4AY- Bl BT PSSR,/ N— 3 VREZHRR)
Organizer : Keiji Nishida (Graduate School of Science, Technology and Innovation, Kobe University)

S2-1(P-21) OSoh Ishiguro'??, Kana Ishida'*, Hideto Mori'??, Mamoru Tanaka’,

10:30-10:45 Nanami Masuyama'??, Rina Sakata', Motoaki Seki’, Keiji Nishida®, Akihiko Kondo®®,
Satoru Kuhara’, Masaru Tomita*?, Hiroyuki Aburatani!, Nozomu Yachie'?*%? ('Research
Center for Advanced Science and Technology, The University of Tokyo, Institute for Advanced Biosciences,
Keio University, *Systems Biology Program, Graduate School of Media and Governance, Keio University,
“Spiber Inc, *Graduate School of Science, Technology and Innovation, Kobe University, *Department of
Chemical Science and Engineering, Graduate School of Engineering, Kobe University, 7Faculty of Agriculture,
Kyushu University, SDepartment of Biological Sciences, School of Science, The University of Tokyo, PRESTO
and CREST, Japan Science and Technology Agency (JST))
A CRISPR-barcode technology to isolate a target clone from different cell population samples

S2-2 O-ZE BAE T (MLt B R 2t > & —  HiReB LRI — 2)
10:45-11:00 WL AR B 2R L 7= 7 VAR

OHiroki Sasaguril (Laboratory for Proteolytic Neuroscience, RIKEN Center for Brain Science)

Generation of animal models using a novel RNA-guided base editing technology

S2-3(P-29) OHiroshi Nishimasu', Soh Ishiguro?, Nozomu Yachie?, Osamu Nureki' ('Department of
11:00-11:15 Biological Sciences, School of Science, The University of Tokyo, Synthetic Biology Division, Research Center
for Advanced Science and Technology, The University of Tokyo)
Engineered CRISPR-Cas9 nucleases with improved functionality

S2-4 OKnut Woltjen' ('Center for iPS Cell Research and Application (CiRA), Kyoto University, Dept. of Life
11:15-11:30 Science Frontiers)

TV TV—MEIFBLOT Y 7L — 17 — KT AiRIC L e MEIR A RIA DR

OKnut WO]‘L‘jerl1 (‘Center for iPS Cell Research and Application (CiRA), Kyoto University, Dept. of Life
Science Frontiers)

Templated and template-free precision editing of human gene variants

HAT  niises 04 mR&



SUFavEIF—1 6A4E8 (K 12:00-12:25 WE - &

Luncheon Seminar 1
Sponsored by ¥ HS5/\A A4t
Cloning-free i‘ZZ VW B FREN D AERETU P RBENDILA

LS-1 OB 18— (Rt BRR A2 MR BB SEHT 50 TR 20 (ks MRERSE 3 JAE))
12:00-12:25 OYuuichi Hiraoka! (lTokyo Medical and Dental University)

Cloning-free {2 MW7 #5 ¥ Y I AEREZ ) T ZE~DISH

SUFavE=F—2 EZE) 648 (0 12:30-1255 B BHE- TR

Luncheon Seminar 2
Sponsored by R /NI -Vt
FREBEIZFE (REILVNORL—Y3Y) ZRAVE, FES/ LAREICBIIDEME

LS-2 OTAEF FIEE (i Ko ISALS: - 2k T3 R)
12:30-12:55 ORika Numano! (*Toyohashi University of Technology)

PilESR AL GRSV ZIaRL—vaYy) 27z, ZHT ) AMEIC BT 2B T

YHRlEEE EETE) 684800 13145-14:30 ) BE- ¥R

Special Lecture 1

Large-scale Genome-wide CHANGE-seq Profiling of CRISPR-Cas9 Therapeutic
Targets Reveals Genetic and Epigenetic Determinants of Activity

T-Hr4Y- B8R B GEmx®)
Organizer : Osamu Nureki (The University of Tokyo)

SL-1 Cicera R. Lazzarotto!, Nikolay Malinin', Varun Katta!, Yichao Li', Yong Cheng’,
13:45-14:30 OShengdar Q. Tsai! ('Department of Hematology, St. Jude Children's Research Hospital.)

Large-scale Genome-wide CHANGE-seq Profiling of CRISPR-Cas9 Therapeutic Targets Reveals

Genetic and Epigenetic Determinants of Activity

tvy3ar3 EZfE) 6R48 (0 14:30-15:30 E) BE-F¥%

Session 3

527./03— (English Session)

New technology

T-Ar4- BRI B (FERAS SRRty 5—)

Organizer : Nozomu Yachie (Research Center for Advanced Science and Technology, The University of Tokyo)

S3-1 Ol A (Gthbkat o A IV A - P ERERRSERT)
14:30-14:48 CRISPR-KO A2V —= 7305 & I

OKosuke Yusa! (Mnstitute for Frontier Life and Medical Sciences, Kyoto University)
Development and application of genome-wide CRISPR-KO screening

HAT siiteds 04 mR&
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S$3-2(P-27) ORI RE#Y, AR BRI, SPEF G —, Va3 BARY, AR B (uoioker KegkeBee A
14:48-15:00 R )
Campylobacter jejuni Cas9 O AL 35 XOH T 1AL

ORyoya Nakagawa', Toshihiro Nakane', Seiichi Hirano', Hiroshi Nishimasu',
Osamu Nureki! (‘Department of Biological Sciences Graduate School of Science, The University of Tokyo)
Biochemical characterization and engineering of the minimal Cas9 from Campylobacter jejun

S3-3 OKeiichiro Suzuki', Yuji Tsunekawa?, Mako Yamamoto®, Reyna Hernandez-Benitez 3,

15:00-15:18 Jul Wu?, Emi Aizawa', Fumio Matsuzaki? Juan Carlos?, Izpisua Belmonte® (‘Institute for
Advanced Co-Creation Studies, Osaka University, 2Laboratory for Cell Asymmetry, RIKEN Center for
Developmental Biology, *Gene Expression Laboratory, Salk Institute for Biological Studies)
Development of in vivo genome editing technology, HITI, and application for genome-editing
therapy

S3-4(P-11) OJanin Grajcarek?, Jean Monlong?, Yoko Nishinaka-Arai’, Michiko Nakamura’,
15:18-15:30 Miki Nagai', Shiori Matsuo', David Lougheed?®*, Hidetoshi Sakurai', Megumu K. Saito',
Guillaume Bourque??, Knut Woltjen'” ('Center for iPS Cell Research and Application (CiRA), Kyoto
University, Department of Human Genetics, McGill University, >Canadian Center for Computational
Genomics, 4Department of Computer Science and Biology, McGill University, SHakubi Center for Advanced
Research, Kyoto University)
Precise template-free editing of pathogenic deletion mutations utilizing genome-wide

microhomologies

twvav4g EZE) 648 (00 1545-16:45 B BHE- TR
Session 4

T/ LREDEE N
Therapeutic application

T-AF49- TER 8 (BLENAR HTRELENAR Y ¥ — BEEZHRN)
AR B (BRERAS EFERE(L SRR L)

Organizers : Yutaka Hanazono (Division of Regenerative Medicine, Center for Molecular Medicine, Jichi
Medical University)
Tsukasa Omori (Department of Biochemistry, Jichi Medical University)

S4-1 OFEBI £1, Suvd Byambaa' (EiEEHAY: 5 TaiEBHEHMIEL ¥ 5 — FAREHIEH)
15:45-16:00 w4 NARZ Y —Z bR IGMILO ) DR

OYutaka Hanazono!, Suvd Byambaal (lDivision of Regenerative Medicine, Center for Molecular
Medicine, JichiMedical University)
Non-viral Genome-Editing Therapy of Hematopoietic Stem Cells

S4-2 OTakafumi Hiramoto!, Li B. Li? Sarah E. Funk?, Roli K. Hirata3, David W. Russell®
16:00-16:15 (‘Department of Biochemistry, Jichi Medical University., ZHarvard Stem Cell Institute iPS Core Facility.,

SDepartment of Medicine, University of Washington)
ZZVT —=EZH VR AAV X757 =% ]z X-SCID * 7 AT TNV Difiik

OTakafumi Hiramoto!, Li B. Li? Sarah E. Funk?, Roli K. Hirata?, David W. Russell®
('Department of Biochemistry, Jichi Medical University., *Harvard Stem Cell Institute iPS Core Facility.,
3Departmen’c of Medicine, University of Washington)

Nuclease-free adeno-associated virus-mediated I12rg gene editing in X-SCID mice

12 AR niithers 4 MIRE



S4-3
16:15-16:30

54-4(P-80)
16:30-16:45

OFME Ib =1 (a4 ) Y —AFIEER A ¥ AF 1 72— 1)
7 ) MR T8 DIESFIEH

OHiroshi Nagashimal ("Meiji University International Institute for Bio-Resource Research)
Medical application of genome edited pigs

Okl #i—HF 12, Kenneth K. B. Tan?, Elena Matsa®, Steven. J. Mayerl?, Amanda H. Chan?,
Vanessa Herrera?, Aishwarya Kulkarni‘, Meenakshi Venkatasubramanian?,

Kashish Chetal!, Han Sun®, Francesca Briganti’, Wu Wei®, Saji Oommen®,

Daniel F. Carlson’, Timothy J. Nelson®, Lars Steinmetz®, Jay W. Schneider®’,

Bruce R. Conklin?!%, Nathan Salomonis*!! (M3 HE: N FEHIE SR AT FAERB 7027 b,
2Gladstone Inst of Cardiovasc Dis, USA, 3Terlaya Therapeutics, USA, “Div of Biomed Info, Cincinnati Children’s
Hospital Med Center, USA, 5Stanford Genome Tech Center, Stanford Univ Sch of Med, USA, °Todd and Karen

7
O
5
=
iy
2
=
B

Wanek Hypoplastic Left Heart Syndrome Prog, Mayo Clinic, USA, "Recombinetics, Inc, USA, ¥Genome Biol

Unit, European Mol Biol Lab, Germany, 9Center for Regen Sci and Med, Dept of Med/Cardiol, UT Southwestern
Med Center, USA, °Dept of Med, Cell and Mol Pharmacology, and Ophthalmology, Univ of California San

Francisco, USA, 11Dept of Biomed Info, Univ of Cincinnati, Cincinnati, USA)

7 ) 2 ik iPS M B LT 42 2 A 754 v 7 HF RBM20 DZE B L5000 FERe B 1F Dbt

OYuichiro Miyaoka'?, Kenneth K. B. Tan? Elena Matsa® Steven. J. Mayer!?,

Amanda H. Chan?, Vanessa Herrera?, Aishwarya Kulkarni*,

Meenakshi Venkatasubramanian®, Kashish Chetal!, Han Sun®, Francesca Briganti®,

Wu Wei®, Saji Oommen®, Daniel F. Carlson’, Timothy ]. Nelson®, Lars Steinmetz>®,

Jay W. Schneider®’, Bruce R. Conklin?!’, Nathan Salomonis*!! (*Tokyo Metro Inst of Med Sci,
Regen Med Project, 2Gladstone Inst of Cardiovasc Dis, USA, 3Tenaya Therapeutics, USA, “Div of Biomed Info,
Cincinnati Children’s Hospital Med Center, USA, 5Stanford Genome Tech Center, Stanford Univ Sch of Med,
USA, °Todd and Karen Wanek Hypoplastic Left Heart Syndrome Prog, Mayo Clinic, USA, "Recombinetics, Inc,
USA, 8Genome Biol Unit, European Mol Biol Lab, Germany, Center for Regen Sci and Med, Dept of Med/
Cardiol, UT Southwestern Med Center, USA, ®Dept of Med, Cell and Mol Pharmacology, and Ophthalmology,
Univ of California San Francisco, USA, 11Dept of Biomed Info, Univ of Cincinnati, Cincinnati, USA)
Genome-Edited iPSC and Pig Models Reveal Pathogenesis of Cardiomyopathy Caused by
RBM20 Mutations

HAT siiteds 04 mR& 13
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6 R 5H (K) 3HE

YRlEEE 2

6858 (k) 9:30-10:15 EI) HE-F&

Special Lecture 2
g LhiR&EZRAVEEIFZRE
Brain Science using Genome Editing

T-AF4Y-11H BT (kBrxz)
Organizer : Junji Takeda (Osaka University)

SL-2 OHideyuki Okano! ('Department of Physiology, Keio University School of Medicine)
9:30-10:15 7 M 72 A 7
OHideyuki QOkano! (1Department of Physiology, Keio University School of Medicine)
Brain Science using Genome Editing
tvyy3arb EZFE) 6858 G0 10:15-11:15 Ef) BE - FX
Session 5
TJ/LRELEIEIIRT AT
Epigenome editing

T-HF4Y- M HFE @SAS SERESHERRS/ LRRU Y —2DE)
Organizer: Izuho Hatada (institute for Molecular and Cellular Regulation, Gunma University)

S5-1
10:15-10:30

S5-2
10:30-10:45

S5-3
10:45-11:00

S5-4(P-86)
11:00-11:15

O HAEY e AR s iR Wy 2 2 Y — Rk v ¥ — 5 ) 2R Y — Z505)
IYF ) L SEDHT B

Olzuho Hatada! (]Laboratory of Genome Science, Biosignal Genome Resource Center, Institute for

Molecular and Cellular Regulation, Gunma University)

New Frontier in Epigenomics

OfGAR B! (BIBER RS EER L > ¥ — BRI SW - R PE)
CRISPR/dCas9 5&i2&5 Fibroblast growth factor 21 {5 T4F 219 DNA BEAF WALDE A

OKoshi Hashimoto ! (!Division of Diabetes, Endocrinology and Hematology Dokkyo Medical University

Saitama Medical Center)
Targeted DNA demethylation of Fibroblast growth factor 21 gene by CRISPR/dCas9-mediated
epigenome editing

ORR S BB, BN AN CHURBERHIRIR KB AR G IIER ¥ A7 AR BRI 500
7 DR E RS 7Y AT DR TN S » 28 7 E SR
OTakahide Matsushima!, Hiroshi Asahara ! ('Department of Systems BioMedicine, Graduate School

of Medical and Dental Sciences, Tokyo Medical and Dental University)
Endogenous protein analysis with genome editing technology and luminescent tag system

OB 1Y, A B (MR B KRBt & GrBL T e )
CRISPR 74 77V AZY) ==Y ZIT k50557 — A M HLE (R F- OPRFE
OHiroshi Ochiai!, Takashi Yamamoto! (!Graduate School of Integrated Sciences for Life, Hiroshima

University)
CRISPR library screening enables identification of transcriptional bursting related genes

HAT ) B2

55 4 K%



SUFavE=ZF—3 EZTE) 658 (0 11:45-12:10 E) BE-F%
Luncheon Seminar 3

Sponsored by 2171 )L AT HEKT ST
Hho5>573%)0 PCR OEN

LS-3 OM BEHH T (gt 7 4 v ARG S B8 > 2 7 2 86)
11:45-12:10 OKatsuaki Hayashil (*FUJIFILM Wako Pure Chemical Corporation)
HVEVFTH )V PCR DR
SUFavE=IFI—4 BASAGK 12:15-1240 E) BE-F%

Luncheon Seminar 4
Sponsored by %=1t EREMER

HRT/ LRENDFLWLWZ 7O—F
New strategies for genome editing in cells

LS-4
12:15-12:40

O7LH Y (Ma 2okl By s i)
il 2 A EA~NOP LT Tu—F

OToru Ezure! ((SHIMADZU Corporation)
New strategies for genome editing in cells

7
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2
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tv¥ave EEF) 6858 (0 14:15-16:16 B BE- TR

Session 6

DT/ LimeE

Plant

T-HF4Y- . Ll #— (EUMREsEARE BREERITRATREE)
Organizer: Seiichi Toki (National Agriculture and Food Research Organization)

S6-1
14:15-14:30

S6-2(P-54)
14:30-14:45

S6-3
14:45-15:00

OFFIER A 1 (ks ke bkl 23 b S BTS2 52 56)
RSN RV RE R T AR Y — VO BSE

OKeishi Osakabe! (!Graduate School of Technology, Industrial and Social Sciences)
Development of A novel genome editing tool for plant and mammalian genome engineering

OWe sh—1, SOk M1, A B3, SRR a wle, WU B, ik ek
CHERRTIE - /XA A A 74 A0, 2RIRHERERRAE A - B2, SRR - BRF AT
HRER A3 2 RS AN D &> S B DL 2 bR — S a VA« RARr ) ASEERIRLT

OYuichi Furuhata', Ayako Sakai', Tomi Murakami', Takeshi Yoshizumi?, Ushio Fujikura®,
Keiji Nishida®, Yoshio Kato! ('Biomed. Res. Inst., AIST, *Fac. Agric., Takasaki Unv. Health Welfare,
3Grad. Sch. Sci., Kobe Univ.)

Protein electroporation into plant culture cells with cell wall: towards secure genome engineering

Ot BB A B3z Ll 8 —1 Cpmriehs - 2 aERIITZE M, 250k S fLaeiisest)
BER LA 2 2R U724 277 Btk

OMasaki Endo!, Satoshi Iwakami?, Seiichi Toki® (MInstitute of Agrobiological Sciences, NARO,
ZKyoto University)
Homology dependent repair mediated genome editing in rice

HAT siiteds 04 mR& 15
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S6-4 OF b ¥k, 2R A, 7 FIZsz, MEdk mA72, K4 IERS, 2 4553, 9P B
15:00-15:15 AT UES, B UEEES (Bikki- T, 2PERFCSRS, SHTRKE - B ETREEHE - JLEWE, SHORERRK -
HERET)
RIBZHVETH I ONEERTH LI TAEDT ) ALt &g

OToshiya Muranaka', Shuhei Yasumoto!, Kazuki Saito?, Naoyuki Umemoto?,

Masaharu Mizutani®, Hyoung Jae Lee®, Kenji Asano*, Hiroshi Teramura®,

Hiroaki Shimada® (]Department of Biotechnology, Osaka University, 2Metabolomics Research Group,
RIKEN Center for Sustainable Resource Science, *Graduate School of Agricultural Science, Faculty of
Agriculture Kobe University, “The National Agriculture and Food Research Organization, *Tokyo University of
Science)

Challenge of genome editing to polyploid- and vegetative crop, potato

tyvarv7 EZE) 685800 15:15-16:15 [Ef) BE- %
Session 7
T/ LREDEZRILA

Industrial application

T-HFAY- IR B (RERZAZREZHIR)

Organizer: Takashi Yamamoto (Graduate School of Science, Hiroshima University)
S7-1 ORT B (st ks b e nizesh)
15:15-15:30 FERNDT ) MR O —BlIREHE—

OMasato Kinoshita! (!Graduate School of Agriculture, Kyoto University)
Application of Genome Editing Technology for Aquaculture

S7-2 ONNAK B, WA =2 (x5t v b7 4 — 241D
15:30-15:45 7 ) IR SR B B D BRFE B ) & 2 0 i LRI

OYusuke Yagi', Takahiro Nakamura' (‘EditForce, Inc.)
Recent trend of genome editing related technology and its industrial application

S7-3(P-14) ORA BIY (S iFge B 7 i A e SR & R8T
15:45-16:00 7 LR =T M) & W 2.5 o K R

Olsao Oishi! (!National Institute of Advanced Industrial Science and Technology)
Efficient production of recombinant proteins using genome edited chicken

S7-4(P-88) O IEE 12, sk MiE 71, B AR CHURBERE, 2BHER T-75)
16:00-16:15 BRI KGNS DT 5 — i o ik A

OMasato Uchiyamalfz, Akiko Nagail, Kaori Muto! (1The Institute of Medical Science The University
of Tokyo, 2KEIO Girls Senior High School)
Survey on how the public think about genome editing in foods

HAT  niises 04 mR&



tv3rs8 EZfE) 655800 16:30-17:30 [E) BE- X
Session 8

YIETREE
Patent

T-HFAY- IR B (GERFAZREZHIR)

Organizer : Takashi Yamamoto (Graduate School of Science, Hiroshima University)
S8-1 OFEAR —5EY (kv b2 LA EBEFEET)
16:30-17:30 57 ) KRR BN O S Bl I &t 2GR M 7 i A

OKazunari Hashimoto! (\CENTCREST IP ATTORNEYS)
Trends on Genome-Editing Patents and Efforts towards Social Implementation
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##% EEE) 68400 1655~1755 E) &5 -tbR
B#% [EEE) 685800 13:.00~14.00 E7) &5 KR

P-1 TR — A BRICEATe, U MEs, YRH BEES, MrH Y OEF At OkBok - BikE
2EAIK - AR, SHUERC - iPS B, KB - BRI
LT A CRISPR-Cas3 DB

Kazuto Yoshimi!, Hiroyuki Morisaka? Yuya Okuzaki®, Akitsu Hotta®, Junji Takeda®,
OTomoji Mashimo! (1Grad. Sch. Med., Osaka Univ., 2Dep. Med., Kochi Univ., °CiRA, Kyoto Univ., 4RIMD,
Osaka Univ.)

Development of new genome editing tool: CRISPR-Cas3

P-2 Odb #& N1, B3 MEt!, Peter Gee!, % ffEHF, )11 d7-1, FHH — A2 A #=3,
BT A2, YRE RKEEY Cmusks iPS MINUREZERT, PABRKSEIE SRR R LR AR Y v —
I 2 A SR IR B B, SRR S B s 26 797 )
BIA IR TEERES 274 7 1I-E CRISPR-Cas3 Y AT LD LM TO BRI RSB RBH3E

OYuto Kita', Yuya Okuzaki!, Peter Gee', Huaigeng Xu', Noriko Sasakawa', Kazuto Yoshimi?,
Junji Takeda®, Tomoji Mashimo?, Akitsu Hotta' ('CiRA., Kyoto Univ., *The Inst. of Exp. Animal Sci. Dept.
of Med., Osaka Univ., >RIMD., Osaka Univ.)

Development of the novel type I-E CRISPR-Cas3 expression system for human cells

P-3 OWLw M, Jb #& N1, Peter Gee!, )11 #7-1 &R, FHE — A2 H 3,
BN RA? JEH BGEE Rk - GRA, 2K - AR R SEFRE Y 2 288 v & — [ BRI
B IR B S BRiE, SRBOK - )
P& 4 71CRISPR-Cas3 Y AT 2%\ 72 iPS MR i # B XS TR~ O IS W Be

OYuya Okuzaki', Yuto Kita', Peter Gee', Noriko Sasakawa', Huaigeng Xu', Kazuto Yoshimi?,
Junji Takeda®, Tomoji Mashimo? Akitsu Hotta' ('CiRA., Kyoto Univ., *Inst. Exp. Animal Sci. Grad. Sch.
Med., Osaka Univ., >RIMD., Osaka Univ.)

Development of novel Type-I CRISPR-Cas3 system for application of gene and iPS cell therapy

P-4 OMoe Hirosawa', Yoshihiko Fujital, Hirohide Saito! ('Department of Life Science Frontiers, Center
for iPS Cell Research and Application, Kyoto University)

Developing a new regulation method of genome editing

P-5 ORI 152, rhJIl FHBIEY, AEp B2det, JHE BERT (LK - B - B8 - BEfLae)
CRISPR & BiFC ZFIJHL T E AL THEANDF V37 7 )V — AV M i N T 3L 2 F1k
OSatoshi Okada', Shitomi Nakagawa', Seiya Kamino!, Takashi Ito' (‘Dept. Biochem., Grad. Sch.

Med. Sci., Kyushu Univ.)
CRISPR- and BiFC-based live cell imaging method to detect protein recruitment to specific loci

P-6 OffEJE 161, $aoR i —1, ik BT, FLREK EFF2, EERK 422, S 55 ek - Bk,
ek - BET)
Cas9-gRNA RNP #E#BNGE F /R FIC KB mh 37 ) Ktk
OYusuke Sato?, Yuichi Suzuki!, Risa Sato!, Masatoshi Maeki?, Manabu Tokeshi?, Hideyoshi

Harashima! (]Grad. Sch. Pharm., Hokkaido Univ., 2Grad. Sch. Eng., Hokkaido Univ.)
Efficient genome editing by Cas9-gRNA RNP-loaded lipid nanoparticles

18 AR niithers 4 MIRE



P-7

OFFHE AN, ®ouk FIEY, FRH Fk2 EAR 5, AR HY OBk ket JEEA -
B B)
PP XZL 7 —EF AL~ “FirmCut Nuclease” Z W 725803 « @AMl 284

OMasakazu Saito', Mitsumasa Takenaga', Keiji Mochida? Tetsushi Sakuma',

Takashi Yamamoto! (lHiroshima University, Graduate School of Integrated Sciences for Life, 2Hiroshima
University, Graduate School of Science)

Highly efficient and convenient genome editing with a novel nuclease domain named “FirmCut

Nuclease”

P-8

OMd Lutfur Rahman', Toshinori Hyodo', Sivasundaram Karnan', Akinobu Ota',
Shinobu Tsuzuki!, Yoshitaka Hosokawa', Hiroyuki Konishi' ('Dept. Biochem., Sch. Med., Aichi Med.
Univ.)

Experimental conditions permitting efficient targeted knock-in using CRISPR/Cas9 nickases

P-9

OAnika Reinhardt!, Harunobu Kagawal, Knut WOI‘L’jen1 (*Department of Life Science Frontiers, Center
for iPS Cell Research and Application (CiRA), Kyoto University)
N-terminal amino acids determine Klf4 protein stability in polycistronic reprogramming constructs

P-10

OJtHA FFi1 Md Lutfur Rahman!, Karnan Sivasundaram!, H BIffit, #p&E 21,
MO B2, /NP 20 OB mERks: ALy i)
CRISPR/Cas9 nickase {2&% /v 74 1% p53 i ELL W

OToshinori Hyodo!, Md Lutfur Rahman', Karnan Sivasundaram', Akinobu Ota', Shinobu
Tsuzuki!, Yoshitaka Hosokawa', Hiroyuki Konishi' (' Aichi Med. Univ. Biochemistry)
CRISPR/Cas9 nickase-mediated targeted knock-in does not activate p53

P-11(S3-4)

OJanin Grajcarek!, Jean Monlong?, Yoko Nishinaka-Arai!, Michiko Nakamura', Miki Nagai',
Shiori Matsuo!, David Lougheed?*, Hidetoshi Sakurai', Megumu K. Saito,

Guillaume Bourque??, Knut Woltjen'* ('Center for iPS Cell Research and Application (CiRA), Kyoto
University, ZDepartment of Human Genetics, McGill University, *Canadian Center for Computational Genomics,
“Department of Computer Science and Biology, McGill University, “Hakubi Center for Advanced Research, Kyoto
University)

Precise template-free editing of pathogenic deletion mutations utilizing genome-wide

microhomologies

P-12

fegd 21 Md Lutfur Rahman!, 2 32 Sivasundaram Karnan!, AH Bfi1, #REE A1
N AF221, O/ #8220 OBk - I - AAL, BRIZHE 77 & - AL/ 67 7 3 7 Adfist e v 4 —)
CRISPR/Cas9 nickase IC&BH A VI VEBRAED /v 74>

Toshinori Hyodo!, Md Lutfur Rahman', Atsushi Toyoda?, Sivasundaram Karnan', Akinobu
Ota', Shinobu Tsuzuki', Yoshitaka Hosokawa', OHiroyuki Konishi' (‘Dept. Biochem., Sch. Med.,
Aichi Med. Univ., 2Dept. Genomics Evol. Biol. and Adv. Genomics Cent., Nat. Inst. Genet.)

CRISPR/Cas9 nickase-mediated targeted knock-in without introducing additional silent mutations
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P-13 OJifi ¥hERY, FRH A, HEF FRM2 KA EFR/, HE #F2 ik g3, bR ohE?
JHE HBET OBk AR eI R RS 2 20 Y — 2k v 7 —, 2ReAR KT FJET,
ST B RSB ER)
TYF ) MREICE DA TV T A Y TRBET N7 AD/E R

OTakuro Horii!, Sumiyo Morita', Shinjiro Hino?, Mika Kimura', Yuko Hino? Hiroshi Kogo®,
Mitsuyoshi Nakao?, Izuho Hatada! ('Biosignal Genome Resource Center, Institute for Molecular and Cellular
Regulation, Gunma University, Institute of Molecular Embryology and Genetics, Kumamoto University,

3Graduate School of Medicine, Gunma University)

Generation of imprinting disorder model mice by epigenome editing

P-14(S7-3) OXA B4 (ENLWF7e B 5 N B s S W57
) AT N W THIR 2 5 R KR

Olsao Oishi’ (National Institute of Advanced Industrial Science and Technology)
Efficient production of recombinant proteins using genome edited chicken

P-15 OSuji Lee!, Anika Reinhardt!, Michiko Nakamura', Tomoko Matsumoto!, Knut Woltjen'
(*Center for iPS Cell Research and Application, Kyoto University)
Characterization and application of a new CRISPR interference system for reversible gene

knockdown

P-16 OMasato Yonezawa', Adam Blattler', Toshitsugu Fujita*®, Hodaka Fujii*?, Brian Egan',
Terry Kellyl (lActive Motif Inc., 2Chromatin Biochemistry Research Group, Research Institute for Microbial
Diseases, Osaka University, Dept. Biochem. Genome Biol., Hirosaki University Grad. Sch. of Med.)
enChIP-Seq LI X2 Yt )L — 7RG bt
Identification of Chromosomal Looping Events by enChIP-Seq

P-17 OFIH WA, A b 5361 TR shEF-1, TR AR Otk - ek e #)
Nano Luciferase Z W72 & A4 F RNA GHli S AT 2D BT

ONaoki Wada', Emi Murakami!, Yuriko Osakabe!, Keishi Osakabe! (!Grad. Sch. Tech. Ind. Soc. Sci.,
Tokushima Univ.)

Development of a highly sensitive guide RNA evaluation system using Nano Luciferase

P-18 Midori lida!, OMiyuki Suzuki? Yuto Sakane’, Hiroyo Nishide?, Ikuo Uchiyama?,
Takashi Yamamoto?®, Ken-ichi T. Suzuki?*?, Satoshi Fujii' ('Kyushu Institute of Technology,
National Institute for Basic Biology, *Hiroshima University)
CLiCKAR: a web tool for practical genotyping and evaluation of CRISPR-Cas9 based knockout
phenotypes

P-19 OR AEF Y2, B E)y2, HIWEL, s B4s2 Ik ik, P v s ok,
PRERSINA S X F 4 F V)
F ) =—=FNT LA RGP~ D Cre # )7 E 38 A

OMasamichi Hoshi'?, Yukino Miyazawa?, Mone Morikawa', Ayana Yamagishi? Yoshio Kato?,
Chikashi Nakamura'? ('Grad. Sch. Eng., TUAT, Biomed Res. Inst., AIST)

Delivery of Cre recombinase protein into plant tissue using nanoneedle array
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P-20

OMfl AR, Rk FEIEY, W FIOR2, =45 5, 43R —RRS, S mEd !, YO Mg,
EAT AFEL, IR B Rk ikad ety SR ~dFa—ty v TRK, SMERETR R 2t
T I 2= — 3 VHERE)

MME] AL v 74 Y DRFRIH G257 b - T ) ZER DR

OKazuki Nakamae', Mitsumasa Takenaga', Shota Nakade'? Takashi Mitsuhashi?,

Ichiro Nazuka®, Akinori Awazu', Naoaki Sakamoto', Tetsushi Sakuma’, Takashi Yamamoto'
(*Grad. Sch. Integr. Sci. for Life, Hiroshima Univ., Present address: Massachusetts Inst. Tech. (MIT), TOPPAN
PRINTING CO., LTD., Information and Communication Div.)

Analysis of genomic and epigenomic elements contributing to the efficiency of MME]-assisted

knock-in

P-21(S2-1)

OSoh Ishiguro'*?, Kana Ishida'#, Hideto Mori'??, Mamoru Tanaka', Nanami Masuyama'??,
Rina Sakata', Motoaki Seki', Keiji Nishida®, Akihiko Kondo®¢, Satoru Kuhara’,

Masaru Tomita®?, Hiroyuki Aburatani', Nozomu Yachie'?*®? ('Research Center for Advanced Science
and Technology, The University of Tokyo, *Institute for Advanced Biosciences, Keio University, *Systems Biology
Program, Graduate School of Media and Governance, Keio University, 4Spiber Inc, °Graduate School of Science,
Technology and Innovation, Kobe University, “Department of Chemical Science and Engineering, Graduate School of
Engineering, Kobe University, “Faculty of Agriculture, Kyushu University, Department of Biological Sciences,
School of Science, The University of Tokyo, "PRESTO and CREST, Japan Science and Technology Agency (JST))

A CRISPR-barcode technology to isolate a target clone from different cell population samples

P-22

ONanami Masuyama'??, Hideto Mori'*?, Soh Ishiguro'*?, Osamu Masui*,

Hirofumi Nishizono®, Mikiko Negishi', Rina Sakata®, Arman Adel’, Motoaki Seki',

Keiji Nishida®, Akihiko Kondo®?, Masaru Tomita**", Hiroyuki Aburatani,

Haruhiko Koseki*, Nozomu Yachie**”12 (ISynthetic Biology Division, Research Center for Advanced
Science and Technology, The University of Tokyo, “Institute for Advanced Biosciences, Keio University, 3Systems
Biology Program, Graduate School of Media and Governance, Keio University, ‘Laboratory for Developmental
Genetics, RIKEN Center for Integrative Medical Sciences, 5Max Planck Florida Institute for Neuroscience,
®International Program on Environmental Sciences, College of Arts and Sciences, The University of Tokyo,
"Department of Biological Sciences, School of Science, The University of Tokyo, 3Graduate School of Science,
Technology and Innovation, Kobe University, 9Graduate School of Engineering, Faculty of Engineering, Kobe
University, 10Departmen’c of Environment and Information Studies, Keio University, 11Genome Science Division,
Research Center for Advanced Science and Technology, The University of Tokyo, '?PRESTO and CREST, Japan
Science and Technology Agency (JST))

Towards high-resolution whole-body cell lineage tracing of mammalian development using DNA
barcode

P-23

ORina Sakata'? Soh Ishiguro'?#, Hideto Mori'*#, Nanami Masuyama'*#, Motoaki Seki!,
Masaru Tomita'**, Keiji Nishida®, Akihiko Kondo®¢, Hiroshi Nishimasu’, Osamu Nureki’,
Hiroyuki Aburatani'®, Nozomu Yachie'***”? ('Synthetic Biology Division, Research Center for Advanced
Science and Technology, *College of Arts and Sciences, The University of Tokyo, *Institute for Advanced Biosciences,
Keio University, *Systems Biology Program, Graduate School of Media and Governance, Keio University, *Graduate
School of Science, Technology and Innovation, Kobe University, 6Department of Chemical Science and Engineering,
Graduate School of Engineering, Kobe University, "Department of Biological Sciences, School of Science, The
University of Tokyo, 5Genome Science Division, Research Center for Advanced Science and Technology, The
University of Tokyo, PRESTO and CREST, Japan Science and Technology Agency (JST))

A single base editor for simultaneous C:G to T:A and A:T to G:C mutations
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P-24 OARFY BORY, AR, [T REOKERY, VU8 AT, AR B (osok - pessy)
PAM FRPED %5 Cas12a B2 R DR SR g b
OKenta Kimura', Toshihiro Nakane!, Keitaro Yamashita', Hiroshi Nishimasu!,
Osamu Nureki! ('Grad. Sch. Sci., Univ. Tokyo)
Crystal structures of Cas12a variants with altered PAM specificity
P-25 ORM B, RIS, P AR, AR B (SRS B Ll - Ko BB R Se bl 2
P
Cas12a Z i35 anti-CRISPR O#EAEHE G FEHT
OSatoru Takeda', Ryoya Nakagawa', Hiroshi Nishimasu', Osamu Nureki' ('Department of
Biological Sciences, Graduate School of Science, The University of Tokyo)
Functional and structural analysis of type V anti-CRISPR
P-26 OFBFrzst, Il RS, VUl BAGEY, A BT (SO Kopbely R Gert A o 4 )
Cas12c DAL E
ONina Kurihara', Ryoya Nakagawa', Hiroshi Nishimasu', Osamu Nureki' ('Department of
Biological Sciences, Graduate School of Science, The University of Tokyo)
Biochemical analysis of Cas12c
P-27(S3-2) OWIII #E#k!, AR REE, SPEF i —1, HNE BARRY, @K L (COiok Kok AR
FHI)
Campylobacter jejuni Cas9 DEALER I E B LR AL
ORyoya Nakagawa!, Toshihiro Nakane!, Seiichi Hirano', Hiroshi Nishimasu!, Osamu Nureki'
('Department of Biological Sciences, Graduate School of Science, The University of Tokyo)
Biochemical characterization and engineering of the minimal Cas9 from Campylobacter jejun
P-28 OVHEF i —1, Ay BE—HRY, PUBE BARRY, AR BT (Oiokog kb oy Rk SeRt A B W )
Corynebacterium diphtheriae Cas9 IZ&k 5 8% 7% PAM 8k DAl 2%
OSeiichi Hirano!, Ryuichiro Ishitani’, Hiroshi Nishimasu', Osamu Nureki' (‘Department of
Biological Sciences, Graduate School of Science, The University of Tokyo)
Structural basis for the promiscuous PAM recognition by Corynebacterium diphtheriae Cas9
P-29(S2-3) OHiroshi Nishimasu', Soh Ishiguro?, Nozomu Yachie?, Osamu Nureki' (‘Department of Biological
Sciences, School of Science, The University of Tokyo, *Synthetic Biology Division, Research Center for Advanced
Science and Technology, The University of Tokyo)
Engineered CRISPR-Cas9 nucleases with improved functionality
P-30 Otk FUk!, ks i, AR EA, Rk 22 Gk - EnE, 2K -EH =78)

S i-GONAD BT 5 2974 I T 723 %

OShuji Takabayashi', Takuya Aoshima’, Yukari Kobayashi', Masahiro Sato? ('Lab. Ani.,
Hamamatsu Uni. Sch. Med, 2Fron. Sci. Res. Center, Kagoshima Uni.)
Attempt to increase a knock-in efficiency using a new genome-editing method “~-GONAD” in rats
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P-31 OZKREF A, JKAR JE20, R Ak, Sk HH- U N2, RO (SRR
SEWFFEIT AR AR, 2R & ¥ 7 4 — W RZEEE 2 ERHI - T2 BEREnT)
77 I WiFET A W ANRS 5 —L CRISPR/Cas9 7/ A HEIC S 2B I~ DR v 7 4
ONaoaki Mizuno', Eiji Mizutani', Hideyuki Sato!, Mariko Kasai', Tomoyuki Yamaguchi',
Hiromitsu Nakauchi'? (!Division of Stem Cell Therapy, Institute of Medical Science, University of Tokyo,
ZInstitute for Stem Cell Biology and Regenerative Medicine, Department of Genetics, Stanford University School of
Medicine)
Large fragment knock-in by zygote genome editing with adeno-associated viral vector and CRISPR/
Cas9

P-32 B A 20, ONDE BHET LBk R F AR T SE R Sk 24 )
77 KRR TR SR 7 ZIRICARAE L 2 W BRIB A 22 R § €7 574 v v 2 8RR
Kanoko Yanagi!, OAtsuo Kawahara' ('University of Yamanashi, Laboratory for Developmental Biology)
A head abnormal mutant isolated from genome editing; the phenotype is not link to the target site

P-33 O/NAE Bt Jife FhEBY, I RSAEY, K BB KRR 61, ZRH HOAC, JHH HEE
(RS RN e AR ES Ry 2 20 Y =Rk v & — 7 LR v — 2 518F)
Cre Vav¥F—EZHNL7z flox RTADRRINGD =) 547k
ORyosuke Kobayashi', Takuro Horii', Yuika Kawada', Eriko Suetomo!, Mika Kimura’,
Sumiyo Morita!, Izuho Hatada! ('Laboratory of Genome Science, Biosignal Genome Resource Center,
Institute for Molecular and Cellular Regulation, Gunma University)
Efficient genotyping of flox mice using Cre recombinase

P-34 OAZ Hr', e seiE, B MR, SFH SOKERY, REF HEFS T (Cnohbhs ko bl = RF R s By
FEBR R
7 MESFSERE IR ¥ 2 FI 7248 - RiRhR % KO/KI i
OArata Honda', Ryoma Tachibana', Kazuya Hamada', Kohtaro Morita', Masahide Asano'
(Mnstitute of Laboratory Animals, Kyoto University Graduate School of Medicine)
Efficient and easy generation of KO/KI rats using in vitro fertilization embryos

P-35(S51-3) OW R — AW, EHI EB2 SRR RER A2 A R N fhr-e ANE EEA2,
B HIE 2 (CRBORS - BE - RS At v 5 —, 2RBOKE - BE - WEE B g
Combi-CRISPR : L\ &) v 7 A VB P ek O B 7E
OKazuto Yoshimi'?, Yoshiki Miyasaka?, Yuko Kotani? Kosuke Hattori?, Arisa Tanigawa?,
Yuko Yamauchi? Yoshihiro Uno?, Tomoji Mashimo'? (!Genome Editing Res. and Dev. Center, Grad.
Sch. of Med., Osaka Univ., 2Inst. of Exp. Anim. Sci., Grad. Sch. of Med., Osaka Univ.)
Combi-CRISPR : A novel strategy for efficient gene knock-in in rodents

P-36 ONoriyuki Kishi'? Kenya Sato?, Jun-ichi Hata'#, Misako Okuno', Taeko Itou’,

Junko Okahara'?, Hirotaka Okano’*, Erika Sasaki'?, Hideyuki Okano’? ('RIKEN CBS, *Keio Univ.
Sch. of Med., °CIEA, ¥Jikei Univ. Sch. of Med.)
Ly MERREEE 7V = —F by bR T

Generation and analysis of Rett syndrome model marmosets
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P-37 O b (REF) Bl 11, A HOlE!, JF R R (AR - APt » & — EIFoEnT Smifse
Hi63h)
WdhZe )9 74 = AR DT D FEP—AH DNA FH— ik oi#{t
OYukiko U. Inoue', Yuki Morimoto!, Takayoshi Inoue' ('Department of Biochemistry and Cellular
Biology, National Institute of Neuroscience, National Center of Neurology and Psychiatry)
An optimized preparation method for long ssDNA donors to facilitate quick knock-in mouse generation
P-38 ODaming Liu', Akinori Awazu?, Tetsushi Sakuma?, Takashi Yamamoto?, Naoaki Sakamoto?
(1Department of Mathematical and Life Sciences, Graduate School of Science, Hiroshima University, ?Division of
Integrated Sciences for Life, Graduate School of Integrated Sciences for Life, Hiroshima University)
Establishment of knockout adult sea urchin by using CRISPR-Cas9 system
P-39 ORI -1, AR B2, AR &, Wil B, AR 52 Ok - ety > & — -
BP0, 2R - B A )
BRI IR % D L 7 bRV — 2 al BT FA IV T DT DEFA 7 RITH- 2 5B ETONT
OYoshiko Nakagawa', Tetsushi Sakuma?, Toru Takeo!, Naomi Nakagata', Takashi Yamamoto?
(‘Div. Reprod. Engr., CARD, Kumamoto Univ., 2Grad. Sch. Integr. Sci. for Life, Hiroshima Univ.)
Highly versatile generation of electroporation-mediated genome-edited mice with the CREATRE
method
P-40 O 15123, fhgE W2, B R3S, RJF S, A BEw] 2 (ks mmmsame e >~ 5 —,
2RO - A AR - AR AT EERE, SRR - I A )
ILrbaRL—Ya izl A H I L o R RS = ZAD R
OSatoru Iwata'*?, Hitomi Nakadai?, Mami Jose?, Miki Nagahara', Takashi Iwamoto'?
(1Cent. Educ. Lab. Anim. Res., Chubu Univ., 2Depa’c. Biomed. Sci., Coll. Life. Health. Sci., Chubu Univ., °Coll. Biosci.
Biotechnol, Chubu Univ.)
Construction of chromosomal rearrangements in mice by electroporation-mediated genome editing
P-41 OFFH Fhtl!, PSP RERRY, 0S50t (s - fodhme Sesciivas iR )
7 MR ERI LA 374704 Y L B F~D /v 74y
OTakuya Tsubota!, Keiro Uchino!, Hideki Sezutsu® (:National Agriculture and Food Research
Organization)
Genome editing-mediated knock-in into silkworm fibroin light chain gene
P-42 ORRA REWI, VLI 460, HRJRL SEKT, ARWG 3P4 W B—1 IR S8 (Rik - bewakdr
)
=7 M) A 0 3 i e KR O b
OHiroaki Matsumoto', Ryo Ezaki', Ryota Kajiwara', Mei Matsuzaki', Shuichi Furusawa',
Hiroyuki Horiuchi' ('Grad. Sch. Integr. Sci. Life., Hiroshima Univ.)
Analyses of germ-cell fate determination in chickens
P-43 6 BT, Ol X Wp1-1, T0MF 667, ARG 3R, B, B TSR CRBk - Besa

k)

77 K BB 2 Il 72 = ™) P e g Bk O fi b

Yuki Okaza', OMayuko Yamawaki', Ryo Ezaki', Mei Matsuzaki', Shuichi Hurusawa’,
Hiroyuki Horiuchi' (‘Grad. Sch. Integr. Sci. Life., Hiroshima Univ.)
Elucidation of mechanism of chicken sex determination using genome editing
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P-44 OF M ¥, R ST, ¥ 4212 CHRE - BB ERige e >~ & —, DRI - %)
F=3v =2 —a 4R RIIC Cre B GFP 2 RBl$ % /974 v~ —EtybOER
OTetsu Yoshida!, Junko Okahara’, Hideyuki Okano'? ('RIKEN, CBS, ?Keio Univ. Sch. Med.)
Generation of dopaminergic neuron-specific Cre and GFP-expressing knock-in marmosets

P-45 OFTHE mtt, I b fE—1 HH 55, {HH ' ('RIKEN BDR #7 AK€ 7L B%L= > I)
<7 A% KIICBF % CRISPR/Cas9 % W72l s TS E <~ A/
OTakaya Abe!, Kenichi Inoue’, Yasuhide Furuta', Hiroshi Kiyonari' (LARGE., RIKEN BDR Kobe)
Harnessing the CRISPR/Cas9 System in Mouse Genome Engineering

P-46 O/NE W1, A1 AT, AN #aL, R — A2 BT A2 CRBOK - BREE - WS 8 9285
Wik, 2KBOK - Bels - MO SLRM 7 2 A fidkt v 7 —)
CRISPR-Cas9 Y AT A&7 DNA /v 74~ AD(ER
OYuko Kotani', Arisa Tanigawa', Yoshihiro Uno!, Kazuto Yoshimi'? Tomoji Mashimo'?
(]IEXAS, Grad. Sch. of Med., Osaka Univ., >Genome Editing R&D Center, Grad. Sch. of Med., Osaka Univ.)
Generation of knock-in mice for long range DNA using CRISPR-Cas9 system

P-47 O #i¥1, HHCEER2, MREP Rz, A 2 EKRMET? Lk BB, S5 il
T — A B A2 CORBORF R B S RSB MR SE R - 7 Atk v v —, PRBURFER B
PR 2 R S AL B I B W SE B 5 - A T2 = b)
WARME TN TV MHFER XORIZA T I — 2D
OYuko Yamauchi', Yoshiki Miyasaka? Kosuke Hattori?, Yuko Kotani?, Kanako Shimizu?
Rieko Ando? Yoshihiro Uno? Kazuto Yoshimi', Tomoji Mashimo'? (*Genome editing R&D center,
Grad Sch of Med, Osaka Univ., 2IEXAS, reproductive engineering unit, Grad Sch of Med, Osaka Univ.)
Efficient development of rat models, and establishment of immunodeficiency rat as bioresources.

P-48 ORI Wz 2, Al W12, BT RS, T AR 2, IR ik RS (EMARSESRG
BORREAHEE, HUSMKRFENA F AT 4 ANV - 54 74 7 X—3 3 VP, SHALERZET N A 4 v — A58
oy s — ey ARBURAT G — &, Y% - AN R A e FETE MRS s A F— 4, SR
BRFEMI =75 - SEuEREIRTE L & — Ea I8 BUH 55 0)
BEPE Cas9 7 AR EEIC X2 % N TR B E TN~ AEROAA
OTakayuki Sakurai'?, Akiko Kamiyoshi'? Masaru Tamura®, Hisaka Kawate'?,
Satoshi Watanabe*, Masahiro Sato® (1Depart, of Cardiovascular Res., Sch. of Med., Shinshu Univ., 2Inst. for
Biomedical Sci., Shinshu Univ., >RIKEN BioResource Res. Center, *Division of Animal Sci., Nat. Inst. of
Agrobiological Sci., S5Frontier Sci. Res. Center, Kagoshima Univ.)
Generation of essential hypertension model in mice by the maternal Cas9-based multiple gene
editing

P-49(S1-4) /NI, <P SR RS R TER, O BIGRT CELHREE A R AT

7Rt vy — WFZET ¥ AT LA - P PSR TR ER)
7 ) DA ENC X B AL B AL T Sox9D FE B ECH D[]

Yuya Ogawa', Miho Terao!, Satoshi Hara', Marika Hamada', OShuji Takada' ('Department of
Systems BioMedicine, National Research Institute for Child Health and Development)

Identification of regulatory sequences that mediate Sox9 expression using genome editing
technology
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P-50

% Fhan, Ay AR, RRECRIZY, eI ORMEY, R OH Y, ZEUEE Eh2 iR KB g 252
Selry BRSNS, B M BT Akt OMI AT R (BB Rk - IR - SRHRSET B,
B - I - RREAIRER S, SRR KB - B - 4 THIRE 2, KB - IR - SR )

GAD65/67 T2 585 v b K BU AT

Weiru Jiang', Toshikazu Kakizaki'!, Kazuyuki Fujihara', Shigeo Miyata', Yue Zhang',

Takashi Suto? Daiki Kato?, Shigeru Saito?, Koji Shibasaki®, Yasuki Ishizaki?, Yoshiki Miyasaka?,
Tomoji Mashimo*, OYuchio Yanagawa' ('Department of Genetic and Behavioral Neuroscience, Gunma
University Graduate School of Medicine, 2Department of Anesthesiology, Gunma University Graduate School of
Medicine, *Department of Molecular and Cellular Neurobiology, Gunma University Graduate School of Medicine,
“Institute of Laboratory Animals, Graduate School of Medicine, Osaka University)

Phenotype characterization of GAD65/GAD67 double mutant rats

P-51

ORA 21, AN L KT B2 AR GR? ML &2 PR —4E8 BRE EES CkiEmre-
HOE R BIRETIRITEIT, ZRHRA S - B, SKFEWIZE - H HEHE vh K FERF SR
b7 7 DYIERTE A B 59 258 A5 T- DA BEE A L2 D Rl

OHiroyuki Okamoto', Takashi Ishikawa', Masato Kinoshita?, Kenta Kishimoto?,
Yu Murakami?, Issei Nishiki®, Atushi Fujiwara3 (INRIA, Japan Fisheries Research and Education Agency,
%Grad. Sch. Agri., Kyoto University, >NRIFS, Japan Fisheries Research and Education Agency)

Mutagenesis of genes involved in tooth formation of pufferfish and their maturation

P-52

OFREF FHY, AR FRY, R V-2 K BORER2, il BEds, &)L Adibe, ST —R,
ART BT Otk s, 20K - AKRE, SROFEER, 4E#T)
5 ) Mk A O MBS —ET R T F FO T UV O R ili—

OTetsuya Ogino', Kenta Kishimoto', Youhei Washio? Keitaro Kato? Yasutoshi Yoshiura?®,
Norimasa Tamehiro*, Kazunari Kondo?, Masato Kinoshita! (:Grad. Sch. Ag., Kyoto Univ., 2Aquac. Res.
Inst., Kindai Univ., >FRA, *NIHS)

Assessment of allergenicity of genome edited aquaculture fish

P-53

OME HE—1, EfG ET, dER &, =M, BB RN, AR 582, il —HiE2
(RSB R A3, A nUR 32 ER)
FIRIREMEF 23T M EBHHEEND RNA FYUN) =Y AT 2D P%

OYoichi Negishi', Yoko Endo-Takahashi!, Kei Nirasawa', Yusuke Mitsuhashi!,
Nobuhito Hamano', Ryo Suzuki'?, Kazuo Maruyama'? ('School of Pharmacy, Tokyo University of
Pharmacy and Life Sciences, ?Faculty of Pharma-sciences, Teikyo University)

Development of RNA delivery system to muscle tissue by ultrasound-responsive nanobubbles

P-54(56-2)

OW M #hi—1, W #ET1, M B BIE &R B2 a1, VHH B, hpE FeiEr Ciekor
INA AT A AV, ALK - f22E, SRR REE - R
iRz 44 ARSI D Y VR ZED TV 7 aR L —3avil A BRELRT ) AREZHIELT

OYuichi Furuhata', Ayako Sakai', Tomi Murakami', Takeshi Yoshizumi?, Ushio Fujikura®,
Keiji Nishida®, Yoshio Kato' ('Biomed. Res. Inst., AIST, *Fac. Agric., Takasaki Unv. Health Welfare, *Grad. Sch.
Sci., Kobe Univ.)

Protein electroporation into plant culture cells with cell wall: towards secure genome engineering
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P-55 OB HEY, K RINTY, KT W CuetRogk bt i sert Rk k555 5F)
PiBlo BRI X7 F FO bz
OYu Shirai!, Takahiro Ohde!, Takaaki Daimon' (!Graduate School of Agriculture, Kyoto University)
Development of a novel tag for ovary transduction in insects

P-56 OWT MY, -1, ek JAT, UK BElg Y, Nk 3Gkt & 202 CrEsgmws 4 7
YA T AR, TRBK - BEIE - #n TR
HVJ-E ZH\37z Cas9/gRNA complex & AZ &5 53/ 7 7 Atk
OTomona Yamaguchi', Tomoko Kawagoe', Takayuki Fujieda', Takaharu Yagi',
Fuminori Kato!, Yasufumi Kaneda? ('Life Sci. Biz. Dev. HQ., ISHIHARA SANGYO KAISHA, LTD., ?Div. of
Gene Therapy Sci., Osaka Univ. Med. Sch.)
Genome editing of immune cells by transfection of Cas9/gRNA complex using HV]-E vector

P-57 O RN, 22 AL, s ali—1, R FORERY, AR PRSP NG M — 1 (EMEEwrsERT BRO)
iPS MRS 35T 25 KRR H b & O 728 8 BT BUL Y 27 L DR
OKoji Nakade!, Yuri An', Kenichi Nakashima', Shotaro Kishikawa', Yohei Hayashi',
Yuichi Obata! (1RIKEN, Bioresource center)
Visualization of gene expression in living iPS cells using gene-editing method

P-58 OFH —HlY, Wk R, HE IR, FEE I U IR B BRALE e, ARk
P B 05 S P28
GONAD EZHWIAE— NI T ) 974 ADVEREZ DIGH
OKazushi Aoto!, Shuji Takabayashi?, Takehiro Miyazaki', Hirotomo Saitsu' (‘Department of
Biochemistry, Hamamatsu University School of Medicine, 2Laboratory Animal Facilities & Services, Preeminent
Medical Photonics Education & Research Center, Hamamatsu University School of Medicine)
Generation of the small tag knock-in mice using GONAD method and its application

P-59 OBA BT, I L7, VURT SO, BIE SCEC, KT #2120 (URBOK - Besksy, 2R3,
SOk - MEI )
Cas12a DFEBUIT 7/ IANARY S —DFEAERLIET S
OTomohito Tsukamoto!, Eiko Sakai!, Fumitaka Nishimae', Fuminori Sakurai',
Hiroyuki Mizuguchil'“ (!Grad. Sch. Pharm. Sci., Osaka Univ., ?Nat. Inst. Biomed. Innov. Health Nutr.,
5Ctr. Adv. Med. Engin. Inform., Osaka Univ.)
Expression of Cas12a inhibits adenovirus vector production

P-60 OUEEB W T, Rk T N, Mok Bk, JeH k-1, RER D, =G R R4 R 20

(VS BRB Y v h LB TE )
29742 —CbyMENETREICT A7 D v 74 VIR RN R T 5 RO B%E

OToshiaki Watanabe!, Motohito Goto', Kenya Sato!, Wakako Kumita', Tomoe Morioka',
Tsukasa Takahashi!, Erika Sasaki! (\Central Institute For Experimental Animals)

Toward generation of knock-in marmoset: selection system for transplanting only positive embryos
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P-61 O b, JE L w2, fllF BRI, PRER BERE, L OBR, WIE BEAE Y, RZH BRER Y,
W Mi—! =74 932 —HAZvF4 T4 927 F4T5F2 )0V —ZY v 8 U EREH)
CRISPR-Cas9 12k —A#41) T DNA TOREEIELRE v 74 il eki ik

OKen Inoue', Yukari Inoue', Kiyokazu Kenmochi', Yasutaka Koshizuka', Mitsunori Ueda’,
Yasutoshi Sakai', Yasutomo Kisu!, Rinichi Yamashita' ('Thermo Fisher Scientific Inc.)
Highly efficient homozygous knock-in cell line generation using ssODN-mediated CRISPR-Cas9

system

P-62 Of o HEME, R B, SR 0 Otk - Bere)
77 MRS X B EENA LSRRI O R 3 ALV 72 He Ay I B 28

OMasaki Iwaizumi!, Hayato Yokoi!, Tohru Suzuki' ('Grad. Sch. Agr., Univ. of Tohoku)
y g

Development of efficient delivery method for genome editing in aquaculture fish

P-63 OSilvia Natsuko Akutsu!, #& 182, A 52, KAG 308, B M, 0 Ml dxex
o SRR R AR IE T Ty ) A BT E S, 28 B RE RS S e b R Je R, SR R UL /N R B
t vy — fnEh)
CRISPR-ObLiGaRe %% f\272 iPS flIC B 2 BOUHERIC KB EF A7 - )Y 3I— 21 DEFIVHIILRD
Eik 1

OSilvia Natsuko Akutsu'!, Hiroshi Ochiai?, Takashi Yamamoto?, Hirofumi Ohashi?,
Tatsuo Miyamoto!, Shinya Matsuura’ (‘Hiroshima University, Research Institute for Radiation Biology and
Medicine, Department of Genetics and Cell Biology, ’Hiroshima University, Graduate School of Integrated Life

Sciences, 3Saitama Children’s Medical, Division of Medical Genetics)

Fluorescent nuclear labeling of mosaic T21 model iPS cell lines by CRISPR-ObLiGaRe method

P-64 O/NEFSF B, e WETL KB TR JvL Sy, A5 e, P R, SRR
B UEEE (CORERRR - AT, 2Bl ZRELEHRR - N4 A T A, OB L SURRK - A AR )
BER T — dMac3 L3EAREEM 7 0E—y —Z AL 72hi% ] TALEN system O & EE{b

OHitomi Onodera’, Saeko Shingu', Mariko Ohnuma!, Takaaki Horie!, Miho Kihira'?,

Hiroaki Kusano'?, Hiroshi Teramura!, Hiroaki Shimada'! (‘Dept. of Biol. Sci & Technol., Tokyo Univ. of
Sci., 2Grad. School of Biol. Sci., >RISH., Kyoto Univ.)

Establishment of TALEN system for plants using translational enhancer dMac3 and inducible

promoter.

P-65 OLH #HZ1, L Bk K Rz, T Mgz @ik Jnee, WO a, AES B
BT 24 OB AN A . MR, SRS - A RRE, BRI AT &)
IFVERBLIC LA AEDF ) AR O I

OYoshihiko Nanasato!, Saneyoshi Ueno?, Yasunori Ohmiya? Norihiro Futamura?,
Masaki Endo?®, Mitsuru Nishiguchi?, Ken-ichi Konagaya', Toru Taniguchi* ('"FFPRI Forest
Bio-Research Center, 2FFPRI, 3Inst. Agrobiological Sciences, NARO, 4FFPRI Forest Tree Breeding Center)
Improvement of targeted mutagenesis efficiency in Cryptomeria japonica (sugi) by codon

optimization
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P-66 O WA, GHIF Mz, A MEv-o, B AT, BPA Blihe, Ak iz S Mg
B 0, KWz, AR R, AR B REA - Beda i, ARBA - B, ST
I, vy B ERD)
PRSI Nannochloropsis\CBUF BB EWHE 7T FF TALEN X275 —Z R L 7B 7 =7 ) A
i 44
OTomokazu Kurita!, Keishi Moroi?, Masako Iwai®, Kumiko Okazaki', Seiji Nomura?,
Fumihiko Saito*, Akihide Takami*, Atsushi Sakamoto', Hiroyuki Ohta®, Tetsushi Sakuma’,
Takashi Yamamoto! (lHiroshima University, Graduate School of Integrated Sciences for Life, 2Hiroshima
University, Graduate School of Science, *Tokyo Institute of Technology, School of Life Science and Technology,
“Mazda Motor Corporation)
Transgene-free genome editing using removable Platinum TALEN vectors in microalga,
Nannochloropsis

P-67 ORI\ TR, AT i, H BT (CHOREnRbRk: - 0T - 4 T)
IxAA EIEHEED B BRI O B S
OMariko Ohnuma', Hiroshi Teramura!, Hiroaki Shimada® (!Dept. of Biol. Sci. & Tech., Tokyo
University of Science)
Development of an efficient transformation method for commonly-used potato varieties

P-68 ORFR F St AR ALY, AR Bz, R shi 72, W BEORERY (st - bekeor, 2K
AW B IR RESE )
TN =Y =28 B A AR 72772 2
OMasafumi Omori', Hisayo Yamane!, Keishi Osakabe?, Yuriko Osakabe? Ryutaro Tao!
(]Grad. Sch. Agri., Kyoto Univ., Fac. Biosci. Bioind., Tokushima Univ.)
Towards the development of precocious flowering blueberry by CRISPR/Cas9-mediated genome
editing

P-69 ORGA G, R el R Mot Cabsk - A i)
CRISPR/Cas9 I2& 52T NAD ¥ —¥ 2 #i{n 1 DREREMT
ORyosuke Hashimoto!, Keishi Osakabe', Yuriko Osakabe' ('Fac. Biosci. Bioindust., Tokushima Univ.)
Functional analysis of tomato NAD kinase2 gene by CRISPR/Cas9 system

P-70 OMEFE AT, ZA JHP2 4= 46553, KA IETRS, KB B AR ML A &Rk (o
CSRS, Bk - T, ke - 52, RO - JLRAD
7N a7 VAUA KB RWnER D720 D Vx4 T EHREA
ONaoyuki Umemoto', Shuhei Yasumoto?, Hyoung Jae Lee?, Masaharu Mizutani?,
Kenji Asano*, Kazuki Saito!, Toshiya Muranaka? (‘RIKEN CSRS, ?Grad. Sch. Eng., Osaka Univ., *Grad.
Sch. Agric. Sci., Kobe Univ., “NARO Hokkaido Agric. Res. Centr.)
Potato breeding materials for producing varieties that do not make glycoalkaloids

P-71 OFLEE {11, Dong Poh Chin?, #:8 HEV-3, FENI A3, BRI R, =07 IE7E? Chatattay

7R, TR BRI T 4 — L PR vy — ) STEE - B - E2Y)
IV MRV —3aryiEll kb Nicotiana benthamiana™~® Cas9 7 V37 DA

OSo Makabe!, Dong Poh Chin?, Kohei Watanabe®, Tomoko Igawa?®, Yasuhiro Moriizumi',
Masahiro Mii? (1BEX CO., LTD., *Center for Enviroment, Health and Field Sciences, Chiba Univ., 3Grad. Sc. Hort.,
Chiba Univ.)

Introduction of Cas9 protein into Nicotiana benthamiana mediated by electroporation
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P-72

Rl BT, NECBEAE, I Re, ORI IR (R e - B, AR T, SRR R
B, YREA - BAR)
CRISPR/Cas9 i2&%% 733 Rox1(rolB overexpressed 1) B An T-WBEL IR L OGS

Kenta Tsuchiyama', Yuka Obara? Tsuyoshi Nakagawa®, ONobukazu Tanaka'* (‘Grad. Sch.
AdSM, Hiroshima Univ., 2Sch. Eng., Hiroshima Univ., 3Int. Cent. Sci. Res., Shimane Univ., *®N-BARD, Hiroshima
Univ.)

CRISPR/Cas9-mediated disruption and analysis of tobacco Rox1 (rolB overexpressed 1) gene

P-73

OB (FI3E) -3¢, L 34401, AR Gy, JHIER #hET-2, TR 800 Cas k- B I e 32 3)
CRISPR/Cas9 &% 335 sl b~ b F FEH 4 2L o Al 2

OChihiro Abe-Hara', Risa Ueta', Ryosuke Hashimoto', Yuriko Osakabe', Keishi Osakabe!

(‘Faculty of Bioscience and Bioindustry, Tokushima University)

Genome editing in commercial cultivar tomatoes by CRISPR/Cas9

P-74

OF R 1, &l K7, LH A, PSS 5 (FER) T30, A& 3, JES 7
JAER BT (g ok - e )
MM DR D7D D in planta-regeneration D FIFE

ONozomu Kira!, Eiko Takayanagi', Risa Ueta', Takahito Watanabe', Chihiro Abe-Hara’,
Ryosuke Hashimoto', Yuriko Osakabe’, Keishi Osakabe' (‘Fac. Biosci. Bioindust., Tokushima Univ.)
Development of in planta-regeneration system for genome editing in tomato

P-75

OF M N1, Wk FHW, B Hr, SRR g &1 EIE L R &
JEUHH Bgy-2, JHEER SR, TR AR I 12 ek - s, s R, SBIRF, BZP)
CRISPR/Cas9 {2k % Fragaria vesca AN) T5 7 b 52 54K D14 D FHITE S LOBRBEICE RE DO BERE T

OTomoko Miyaji', Shoya Tagami', Kohei Sakaguchi', Kanari Shimada’, Eiko Nakashima’,
Syuki Fujii!, Keiko Shinohara? Yoko Harada? Keishi Osakabe!, Yuriko Osakabe'? (‘Faculty of
Bioscience and Bioindustry, Tokushima University, 2Tokushima Agriculture, Forestry, and Fisheries Technology
Support Center, *RIKEN, BZP)

Functional analysis of strigolactone receptor D14 in a Fragaria vesca, using CRISPR/Cas9

P-76

OF—Vty b—=<A2, T4V Vxy 7X—b2 (GRS RFEREFIIZER, 2508 K%Y iPS MINaBFsERT)
EhiPS MBS I B IEMEL 7 2 AR 2 38R S i @ 7% HR/NHE] #& O R

OThomas Maurissenm, Knut Woltjen2 (lGraduate School of Medicine, Kyoto University, 2Center for iPS
Cell Research and Application (CiRA), Kyoto University)

Improving HR/NHE] ratios for precise genome editing in human iPS cells

P-77

OffERE Ffik 2, ARH fit—1°, 3 AR, KE BEH2 VU R CHLERIHT ek
ot v 5 — WRCEALHIBIIIGE T — &, ZERRHIRSE KRS Je B T2 Je Bt A a4 8 T R 2 e 22,
SRR KA b BRI IER: SBAE 7 L ¥ Y 3 v R B 2 Wz )

TINAT—IFICBME T 2R IHLEE T ERDOTIAT ) ANDHEA

OKaori Sato'?, Kenichi Nagata'?, Hiroki Sasaguri', Toshio Ohshima? Takaomi Saido'
(*Laboratory for Proteolytic Neuroscience, RIKEN Center for Brain Science, 2Laboratory for Molecular Brain Science,
Department of Life Science and Medical Bioscience, Waseda University, 3Department of Precision Medicine for
Dementia Osaka University Graduate School of Medicine)

Introduction of deletion mutation associated with Alzheimer’s disease into mouse genome
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OSuvd Byambaa', Hideki Uosaki'?, Tsukasa Ohmori®, Yutaka Hanazono'?('Division of
Regenerative Medicine, Center for Molecular Medicine, Jichi Medical University, 2Center for Development of
Advanced Medical Technology, Jichi Medical University, Department of Biochemistry, Jichi Medical University)
Genome Editing of Murine Hematopoietic Stem Cells by Cas9/RNP Targeting Integrin-alpha IIb
Gene

P-79

WA FHEZ2, WO ER2 SR TR, O #5212 (VEBASE Kk SRR IR 36525505,
25 B R )
Tailed duplex IC&A3E#MBETO T 2 Atk  Jetafk I copepod GFP & 1a T-DIEH

Hidehiko Kawai'?, Yuri Yanai? Tetsuya Suzuki'?, OHiroyuki Kamiya'? ('Grad. Sch. Biomed. Hlth.
Sci., Hiroshima Univ., 25ch. Pharm. Sci., Hiroshima Univ.)
Genome editing by a tailed duplex in cultured cells: Correction of the chromosomal copepod GFP

gene

P-80(54-4)

OF [ #—HF 12, Kenneth K. B. Tan? Elena Matsa®, Steven. J. Mayerl?, Amanda H. Chan?,
Vanessa Herrera?, Aishwarya Kulkarni*, Meenakshi Venkatasubramanian*, Kashish Chetal?,
Han Sun’®, Francesca Briganti’>, Wu Wei®, Saji Oommen®, Daniel F. Carlson’, Timothy J.
Nelson®, Lars Steinmetz>®, Jay W. Schneider®’, Bruce R. Conklin*", Nathan Salomonis*"

(AR BN BRI JE T HAR# 71 Y = 7 b, *Gladstone Inst of Cardiovasc Dis, USA, *Tenaya
Therapeutics, USA, “Div of Biomed Info, Cincinnati Children’s Hospital Med Center, USA, 5Stanford Genome Tech
Center, Stanford Univ Sch of Med, USA, ®Todd and Karen Wanek Hypoplastic Left Heart Syndrome Prog, Mayo
Clinic, USA, "Recombinetics, Inc, USA, 8Genome Biol Unit, European Mol Biol Lab, Germany, Center for Regen Sci
and Med, Dept of Med/Cardiol, UT Southwestern Med Center, USA, lODept of Med, Cell and Mol Pharmacology, and

Ophthalmology, Univ of California San Francisco, USA, 11Dept of Biomed Info, Univ of Cincinnati, Cincinnati, USA)
5 LR iPS ML B X752 M7z AT 54 v 7 T RBM20 D% R X 5O e eI o i bt

OYuichiro Miyaoka'? Kenneth K. B. Tan?, Elena Matsa®, Steven. J. Mayerl?, Amanda H. Chan?,
Vanessa Herrera?, Aishwarya Kulkarni*, Meenakshi Venkatasubramanian?, Kashish Chetal?,
Han Sun’®, Francesca Briganti®>, Wu Wei®, Saji Oommen®, Daniel F. Carlson’,

Timothy J. Nelson®, Lars Steinmetz>®, Jay W. Schneider®’, Bruce R. Conklin>?,

Nathan Salomonis*!! ('Tokyo Metro Inst of Med Sci, Regen Med Project, Gladstone Inst of Cardiovasc Dis,
USA, 3Tenaya Therapeutics, USA, “Div of Biomed Info, Cincinnati Children's Hospital Med Center, USA, *Stanford
Genome Tech Center, Stanford Univ Sch of Med, USA, Todd and Karen Wanek Hypoplastic Left Heart Syndrome
Prog, Mayo Clinic, USA, 7Recombinetics, Inc, USA, 8Genome Biol Unit, European Mol Biol Lab, Germany, Center
for Regen Sci and Med, Dept of Med/Cardiol, UT Southwestern Med Center, USA, 10Dept of Med, Cell and Mol
Pharmacology, and Ophthalmology, Univ of California San Francisco, USA, 'Dept of Biomed Info, Univ of
Cincinnati, Cincinnati, USA)

Genome-Edited iPSC and Pig Models Reveal Pathogenesis of Cardiomyopathy Caused by RBM20
Mutations

P-81

OPH HEBLT-1 PR Hems2, /NEP wE—3, b BHEY CESaser - & E TEES, 254 794 0 2
MET— 7 N—A%, SELHHF - FEEER)
7 ) D B B 2 AV U 7= 45 122 il e o 22 4 Pk SE A

OEriko Uchida', Yuki Naito?, Ryuichi Ono®, Takao Inoue' ('Natl. Inst. Health Sci., DBCLS, *Natl. Inst.
Health Sci.)

Safety assessment of ex vivo genome editing for human gene therapy
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P-82 O Hftt, I A2, AR AT-2, filE %228, SR B, R R s, 1A wd
—H JRK? (EBK - kb, 5B - HER, 3Repertoire Genesis, YLK - Bt & L ELE)
Platinum TALEN [ZX 53815 7S£ T HlREHOGAA
OKayo Toishigawa', Takakazu Kawase?, Yasuko Honjo?, Hiroyuki Sato*?, Ryuji Suzuki?,
Tetsushi Sakuma*, Takashi Yamamoto*, Tatsuo Ichinohe? (*WISE program, Hiroshima Univ., 2RIRBM,
Hiroshima Univ., 3Repertoire Genesis, Inc., *Grad. Sch. Int. Sci. Life, Hiroshima Univ.)
T cell genome engineering facilitated by Platinum TALEN

P-83 O-bgr Hs Y, Mipkd Feds s, it B, JRZINAT, 4l @51 sedrt, NP RORHBY
H B FAY, ORI RIBAY (S Pk - i Bz
WFRHE IR T /v 2 77 ES Mg Al 7= Wi 2LSTREH IR 51 A B R o fi
OYoshiki Tsuchiya!, Yasuhiro Umemura', Nobuya Koike!, Hitoshi Inokawa', Yuh Sasawaki',
Ryosuke Ikeda', Ryutaro Ono!, Maho Inoue', Kazuhiro Yagita' ('Dept of Physiology and Systems
Bioscience, Kyoto Pref. Univ. Med.)
Analysis of molecular mechanisms of the mammalian circadian clock using clock gene knockout ES
cells

P-84 Ok HERS ! (154 794 =2 A#ify 57—y N— A+ ¥ ¥ — (DBCLS))
CRISPRdirect & GGGenome update : 7/ Atk D FEHE LR T 720D 2TV —)
OYuki Naito! (‘Database Center for Life Science (DBCLS))
CRISPRdirect & GGGenome update: web tools for CRISPR-Cas9 genome editing

P-85 OSFH EyKRERY, A% #r', WOl ", Birger Voigt!, H7H IR, L AZHEA, B RIEL, 1
SEHEY, I AIGRY, mAR RELAKR, REF T2, BH RUTL OEEAR mEAR, BT
E0, RIS (SRR R R B SRR, AR — - T v SRR
SREYPIRL AR, RBOR R 2 RS RH R By B bRk, BALERIGEI AN A ) v — Af%et v 5 —)
R ARIEDT M)V — 2Pk (NBRP-Rat) XV A HI %7 ) 2T O TRIr
OKohtaro Morita!, Arata Honda!, Chie Naruse!, Birger Voigt!, Satoshi Nakanishi’,
Erika Yokoyama', Zong-hu Cui!, Ryoma Tachibana', Kazuya Hamada', Marie Takahashi?
Ayako Asano?, Kyoko Satsuki’, Takashi Kuramoto®, Tomoji Mashimo?, Atsushi Yoshiki®,
Masahide Asano’('Institute of Laboratory Animals Graduate School of Medicine, Kyoto University, ’KAC Co.,
Ltd., *Department of Animal Science, Faculty of Agriculture, Tokyo University of Agriculture, “The Institute of
Experimental Animal Sciences Department of medicine, Osaka University, "RIKEN BioResource Research Center)
The useful genome editing rats in the National BioResource Project-Rat

P-86(S5-4) OVH W', A BT (REREREb ok GRS )
CRISPR 74 7 FVAZ) ==Y T L HHR G/ — AN R 1 DERK
OHiroshi Ochiai!, Takashi Yamamoto' ('Graduate School of Integrated Sciences for Life, Hiroshima
University)
CRISPR library screening enables identification of transcriptional bursting related genes

P-87 ORI A&MFY, ARl Ase!, Hi 21, W B2, R BR2, AP 2800 (@ 77 2v v s

INA TGRSR RS, 2R r— - = - ¥ — N AL T AHER)
NGS ZH\W7: flox ERE=5) 07 koW
OYusaku Wada', Kosuke Akase!, Saeko Tanaka', Takao Tanaka? Yoshihiro Ooguchi?

Takahiro Matsudaira! (\FASMAC Co., Ltd., 2KAC Co., Ltd.)
The study of flox mutation monitoring by Deep Sequencing
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P-88(57-4)

OWII IEE 2, A W1, OB &Rk COHOREERIE, 281 T#5)
RIEMIRRKEND T 29 % — My I o Sk A

OMasato Uchiyamalfz, Akiko Nagail, Kaori Muto! (1The Institute of Medical Science The University of
Tokyo, 2KEIO Girls Senior High School)
Survey on how the public think about genome editing in foods

P-89

OFEMR RMF Y, HEH RRAR2, Zk B!, KEE B2 (Uit maeigehe, 2R e R)
77 7 B EN 0 52 45 B B 9 Bk AR A
ODaiki Watanabe!, Mai Tsuda?, Yoko Saito?, Ryo Ohsawa? (‘Research Faculty of Agriculture, Hokkaido

University, 2Faculty of Life and Environmental Sciences, University of Tsukuba)

Consumers’ acceptance of genome editing technology — Data from 2016, 2018, 2019 —
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