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Protein: Structure, Function

ER:EHE A (FEHAFE), MEEXH RELR)
Session Chairs: Kenji Sugase (Kyoto Univ.), Hideaki Kato (Univ. Tokyo)

15:10~18:25
A S5 (RH#E 101+102) Room A (Meeting Room 101+102)

1GA001

1GA002

1GA003

1GA004

FRET 7 X —/ EXE adenosine 5'-phosphosulfate kinase D& E#FHT

Structural analysis of adenosine 5'-phosphosulfate kinase from Entamoeba histolytica

Ok i |, S5 H3E L W SCF 2 BRI & — L 0 AR (0 gl Lasiil Ko R b T25F
SRR I AR R E I, 2 RIGR S B IR ST S8 )

Ryo Hatanaka!, Hina Yuasa!, Fumika Mi-ichi?, Jyun-ichi Kishikawa', Tomoo Shiba' (!Fac. Applied
Biol., Kyoto Inst. Tech., *Inst. Tropical Medicine, Nagasaki University.)

NTF NEEDFEMENDEAEANVEI NI BOBEFEETF—2D—RA 7Y -2
Primary screening of structural data obtained by electron microscopy using planar distortion of
peptidebonds

OBIF: ZL 1, Z64T 1247 2, RJE @k 3, T3 2k ) T (O REE S, 2 50K AT, 3 A T -PARC
try—)

Mahan Kunii!, Toshiyuki Chatake?, Takashi Ohhara?, Kaori Chiba' (!National Institute of Technology,
Ibaraki College, ’KURNS, Kyoto Univ, >J-PARC, JAEA)

PRMT1 £ EHE EWS DEEFBED 5 EET 5 EERRHME

Substrate recognition mechanism considered from the complex structure of PRMT1 with
substrate EWS

Ot sz | R #8723, 8k B 2, 1A SR B R AR 1, i b et 2, 85 50 95H0 2,

DR R 34 INE 22— R0 S, IR S 1, UK IS 34, KR A 2, A g 1 (Y BOK - AT,
2 AR R, 3 SR I Se T FE B FE SR IR, 4 SR - EAE Y A 3 7 AgE e v 8 —, S Sk
K - HGEER)

Nobuyuki Endo’, Sachiko Toma-Fukai>?, Hinako Koshimura?, Akihiro Kawamoto', Mika Hirose',
Akiko Tkegami?, Miwa Kuzuhara?, Hiroaki Daitoku®*, Koichiro Kako®, Takayuki Kato!,

Akiyoshi Fukamizu#, Hironari Kamikubo?, Genji Kurisu! (\IPR, Univ. Osaka, *NAIST, *AMED-CREST,
*TARA, °LES. Univ. Tsukuba)

A ZARAFAZ2 y- YT —EOERERAON—TBEICK ZBREENDHE

Effects on the enzymatic activity of the loop structures in methionine y-lyase from Glycine max
OFH 573 1, B0 BE2E 1, JF B R B0 O 2, K 3] 2, T8 3K 3, 11— ARG 43
Rl B2, Ak A b ( RULEROR - BE - SR, 2 RLOK - BE - BREEAEGY, S ILK - BE - BUBCRE
%)

Shu Morita!, Haruna Makino!, Kanta Inoue', Daiki Yokoyama?, Atsushi Okawa?, Taku Teshima?,
Jun-ichi Kishikawa!, Kenji Matsui®, Kenji Inagaki?, Tomoo Shiba! ('Fac. Appl. Biol., Grad. Sch. Sci. and
Tech., Kyoto Inst. Tech., *Grad. Sch. Env. & Life Sci., Okayama Univ., 3Grad. Sch. Sci. & Tech.,
Yamaguchi Univ.)
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1GA008

1GA009

1GA011

RAZEM L NI E FUS ORFEIHES I 2L —2 3 L& 2EEEE ERREMEROHHA
B & R ERAE SR IE O LR ME D ARER

A Universal Mechanism of Nucleic Acid Binding by Protein Structured and Intrinsically
Disordered Regions Revealed by Molecular Simulations

ORE H—, JeE B8 GROERA R A a8l k)

Soichire Kijima, Akio Kitao (/nst. Sci. Tokyo, Sch. Life Sci. Tech.)

BUSEHER L- X F4 = 2 BREEESRE MetDC ICH T 5 Tyrd21 ORE]

Role of Tyr421 in L-Methionine Decarboxylase MetDC, from Kitasatospora aureofaciens

OH k- #&X 1, ’&E‘H SR R R EPRE T, RN R 2 AR B2, RN s AR AR
(" BULHOK - BE - A, 2]—JI|17C B - BREEAEA)

Kanta Inoue', Haruna Makino!, Shu Morita', Kaito Chadou', Atsushi Okawa?, Kenji Inagaki?,

Jun-ichi Kishikawa!, Tomoo Shiba' (\Dept. Appl. Biol., Grad. Sch. Sci. and Tech., Kyoto Inst. of Tech.,
2Grad. Sch. Env. & Life Sci., Okayama Univ.)

E. coli-expressed Influenza H1N1 Receptor Binding Domain is immunogenic in mice and
produces neutralizing antibodies against live virus

Le Ngoc Thao Tu', Md. Din Islam', Ching-yu Tseng?, Wei-li Hsu??, Toshio Yamazaki*,

Trong Thang Ha', Allen Huynh!, Yutaka Kuroda'? ('Dept. of Biotech and Life Sci., Grad. Sch. of Engr,
TUAT, *Grad. Inst. of Microbiol. & Public Health, Coll. Vet. Med., NCHU, 3GIR, TUAT, *RIKEN Cent.
for Biosyst. Dyn. Res., *Inst. Biotech & Food, CTU)

NTF FEEE GPCR LK T 2/ M3 FILEMDE L 2/ERHE

Small chemical molecules exhibit distinct mechanisms of action towards a peptide-binding
GPCR

OMFH 1, B A AY 34, /R FIaA 12, J1E B L2, 0N S5 ©, 7l 3% 45, gk e 12 (1 o
REFRF BB RTFERE, 2 WRUR A B Al £ > & —, 3 SR e B 8, 4 ST ENR
WFZERERE(ITIS), 5 SRR F BEHR, © ﬁat%k%[‘m#?/ﬁﬁﬂtﬁff )

Yuzhong Gu!, Arisa Shinkai**, Kazuhiro Kobayashi'2, Kouki Kawakami'?, Asato Kojima®,

Tsuyoshi Saitoh*®, Hideaki Kato!-? (\Graduate School of Science, The University of Tokyo., *Research
Center for Advanced Science and Technology, The University of Tokyo, *Graduate School of Pure and
Applied Sciences, University of Tsukuba, *International Institute for Integrative Sleep Medicine (WPI-
IS), University of Tsukuba, *Institute of Medicine, University of Tsukuba, °Graduate School of Arts and
Sciences, The University of Tokyo)

M, BEU M, LAY L ZBEOY T &2 A TBREEMALICEET 2 A2 AMER

Infrared Spectroscopic Insights into Subtype-Selective Activation of M, and M, Muscarinic
Receptors

OKEF Wi 1, 4200 B34 1, Sk b Bk 2, 5 0F TR 2 4l R 2 AR 5 3 lril Bk 2 (V4
KeBEL2BEER - K3 ALK - AT N4+ 77 70y —igety ¥ —)

Moeka Mizuno!, Yuya Sugiura', Akitoshi Inoue?, Chiyo Suno?, Ryoji Suno?, Hideki Kandori'?,

Kota Katayama'? (\Grad. Sch. Eng., Nagoya Inst. Tech., *Kansai Medical University. Medical.,
3OptoBioTechnology Research Center., Nagoya Inst. Tech. )

FAZXETA MBEMCEBKDELF IV AERDN a-7 I T7—EEHICRITTHE

Change in water dynamics by osmolytes affect the acthlty of a-amylase

OIS 1, 3R 581 2, 28 s b (P REK - BB, 2 T30K - Bedis)

Sachika Furukawa!, Hideaki Shirota?, Mafumi Hishida' ('Grad. Sch. Sci., Univ. TUS, *Grad. Sch. Sci.,
Univ. Chiba)

FUHLYHRPRERRS N EORER EHREERET

Discovery and Functional Characterization of Beetle-type Antifreeze Proteins in Snakeflies
O RS !, [ HH 2R 1, 5% 2, AR 12, b st 12 (VBoKk - B 2AEK - Seumdid)
Kaho Uchizawa', Kosuke Maeda!, Sakae Tsuda?, Tomoyasu Aizawa'2, Tatsuya Arai'-? ('Sch. Sci.,
Hokkaido Univ., *Fac. Adv. Life Sci., Hokkaido Univ.)
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HEROTOMCERIZ Y M ERFS XA FF-ATP ERBEROBRER

Exploring natural F,F,-ATP synthase with multiple proton transport units

ORM HER AU HEK 2, B sl | Wpi 8T 13 (0 UK LR ZE RS AL~ 8, 2 3K
WORE RFEBE LFERFER NA AT V=7V FEB I WEKRET T A5 ) — NIV AR
FAE)

Mabhiro Katano!, Riku Marui?, Hiroshi Ueno!, Hiroyuki Noji'* (\Department of Applied Chemistry,
School of Engineering, University of Tokyo., 2Department of Bioengineering School of Engineering,
University of Tokyo., Research Institute of Planetary Health (RIPH), The University of Tokyo)
BE—EREPTF v 2IVEMEE T 2EBREM B AV v 7 ANTF KOSEREBOHER
Analysis of the association state of amphiphilic B-helix peptides with channel activity in lipid
bilayers

Orpills SN, e Rl 1, 32 #1128 2, FE AR S0 3, R J 3, it 5 4, 1P %) 2, 1A il !
(VBRSO KRR B L ARHE, 2 HORUR R A DAAFJERE, 3 R 7u v 71 7H A v
AR, 4 LA ST A dr R AT SE e v 4 —)

Haruto Nakajima', Daisuke Sato', Zugui Peng?, Fumihiro Kayamori®, Kenji Usui?, Ai Niitsu?,

Ryuji Kawano?, Izuru Kawamura' (' Graduate School of Engineering Science, Yokohama National
University., *Department of Biotechnology and Life Science, Tokyo University of Agriculture and
Technology., *Faculty of Frontiers of Innovative Research in Science and Technology, Konan University,
4Laboratory for Dynamic Biomolecule Design, Riken Center for Integrative Medical Science.)

1GB

BNV E o, RREMH

Protein: Property, Intrinsic disorder

EBR 84— (EgX¥), BHLE (TEXD
Session Chairs: Kazumasa Sakurai (KINDAI Univ.), Noritaka Nishida (Chiba Univ.)

15:10~18:10
B &5 (£#% 103+104) ~Room B (Meeting Room 103+104)

1GB001

1GB002

1GB003

BT TOE1—IVREZ N U -RRERNT + — LT 1 > TREBOEHR{L

Visualizing co-translational folding pathway mediated by Molten-Globule (MG) state

O/ HE— B3 02, 308 F 4T3, JHE 2N L Il 32 ' (VKBRS - S EVRIRFZERT, 2 KBRS -
KB arbE R Je Rt 3 KBRS 7 7 7 VB - SEd€ 5 ) 7 4 DDS ff%Et > ¥ —)
Yuichiro Konishi'2, Kanako Akamatsu?, Takehito Tanzawa!, Takayuki Kato' (!Institute for Protein
Research, The University of Osaka., >Graduate School Frontier Biosciences, The University of Osaka.,
3Center for Advanced Modalities and DDS, The University of Osaka.)

FUS-ALS RREZERGOHIEHP R TERREICH T 5 ATP O A HZZ 4

Mechanistic insights into ATP's inhibition of phase separation and aggregation of ALS-linked
FUS variants, R495X and P525L

OdbAs 25 1 @A —K 1, eIl A6 2, K RJ5 | AL AI—81 |, A Rk 3 duls 58 12 (Var
AR - BEdEa, 2 LA - SRR, 3 ERRHT - N LHIRERFSE L > 4 —)

Keiji Kitamura!, Ttta Tsukui', Miyu Arayama?, Ayano Ohshima!, Soichiro Kitazawa',

Tomoshi Kameda?®, Ryo Kitahara? (\Grad. Sch. Pharm., Ritsumeikan Univ., >Col. Pharm., Ritsumeikan
Univ., 3Art. Int. Res. Ctr., AIST.)

Corynebacterium glutamicum \Z&\F 2RV 1 7V ERBEL /-7 T O BERBROEEHFTR
AHZX L

Catalysis-dependent mechanism of citrate synthase condensation in Corynebacterium
glutamicum

OFR] 35!, vl 512 E S50 123 (VHOK - BERARE 2 HUK - CRIIM, 3 #HF CSRS)
Makoto Nagaoka!, Makoto Nishiyama'-?, Saori Kosono'?? (!Grad. Sch. Agric. Life Sci., UTokyo,
2CRIIM, UTokyo, *RIKEN CSRS)
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1GB004

1GB006

1GB007

1GB008

1GB010

1GB011

EHD v > TRHEICKD 2N ERAESHICBET 2 RERNAEN

Kinetic analysis for Protein liquid-liquid phase separation by pressure-jump spectroscopy
OBy HERER L T SR 2, Jbhy ZEe | Julil 38 12 (P vk - Bedkae, 2 warfik - 36%)
Yutaro Shiramasa!, Manato Morishita?, Keiji Kitamura!, Ryo Kitahara'? ('Grad. Sch. Pharm. Sci.,
Univ. Ritsumeikan, >Coll. Pharm. Sci., Univ. Ritsumeikan)

sm-FRET & & U s KR HIEICE D SARS-CoV-2 DN #22 /N B > H—FEIHD RNA AND
ERICH T BB DOREER

Roles of the linker region of the N protein of SARS-CoV-2 in the association to RNA by sm-
FRET and fluorescence correlation spectroscopies

Shion Ishikawa'?, Takahiro Kimura'?, Takuya Katayama'2, Syamil MA Husna®?, Yuji Itoh!3,

Satoshi Takahashi'?3 (! Graduate School of Life Sciences, Tohoku University, *Institute of
Multidisciplinary Research for Advanced Materials, Tohoku University, *Department of Chemistry,
Graduate School of Science, Tohoku University)

aB-7VRZY L RUZEDOWRICED a o X7 LA R BEDEILDHEE

aB-Crystallin and its fragment prevent aging of a-Synclein droplets

OREIF k| My A4 !, 8 L Hidi |, Carver John A2, 2o #8381 ( )= K5 - BE, 2Res. Sch. Chem.,
ANU.)

Kenji Fujitsuka', Keisuke Yuzu', Yuki Michiue', John A. Carver?, Eri Chatani' ('Grad. Sch. Sci., Kobe
Univ., 2Res. Sch. Chem., ANU.)

NI RYALF 2 49127 MIE AT T 270 b7 « TV ILORER

Characterization of Protofibril Formed by Transthyretin 49-127 Fragment

O#FH B 1 iR B Al B ! IR A8 2, <1 48 3, 6 1 ARRER 3, A2 10 EWT 3, 64 A8 !
(VRER - BEEL, 2 BRIEREK - IR, 3 s BET)

Yuzuki Masuda', Seiya Nakao!, Keisuke Yuzu', Naoki Yamamoto?, Ken Morishima®, Rintaro Inoue?,
Masaaki Sugiyama?, Eri Chatani! (' Grad. Sch. Sci, Kobe Univ., 2Sch. Med., Jichi Med. Univ., >)KURNS,
Kyoto Univ.)

TIVXIAERT F RIC & B R-RAADBERED S FEV A H OFEIE

Controlling the molecular uptake of liquid-liquid phase separated droplets using Alkylated
peptides

OWF Bk (IR S£238)

Ibuki Yamashita (Fac. Pharm. Sci., Univ. Toyama)

PAYHADERICEEThBZRAZEM 2 /N7 E nacrein DIBES 1 F 3 7 X8R

Structural dynamics of nacrein, an intrinsically disordered protein in a shell of Pinctada fucata
OB TN, SFE 2, Ik B ARKRRS 2, A210 1R 2, gk @A 1 (P BORBER, 2 SORBLA T

Yuto Namikawa!, Ken Morishima?, Rintaro Inoue?, Masaaki Sugiyama?, Michio Suzuki' ('GSALS,
2KURNS)

IDP #3BtEE AWV -4 U T DNA » S DRFEN B2 NI EHRBER

Oligo assembly enhanced by IDP droplet for efficient cell-free expression

OLBy R BN BESE 1, Wi 14T 12 (VTR - LR - AL, 2 RSP T 7 4 5 ) —
NIV AT SEREAR)

Taiji Ueno!, Yoshihiro Minagawa!, Hiroyuki Noji'-? (\Dept. Applied Chemistry, Sch. Eng., Univ. Tokyo.,
2Research Institute of Planetary Health (RIPH), Univ. Tokyo)

TIA-1 (251 5 RRM & & 0¥ RRM-LCD #HE/EA I & 2 1A BERI A8 D REEA

Mechanistic analysis of TIA-1 phase separation driven by intramolecular RRM—RRM and RRM—
LCD interactions

O TH UM EL— 1234 2 FR 123, S 20 3s | s il |, ek B8 1 (REKR - BEl s
H 2 IREBR - BN a<F v - 54 T54F 37 A0, 3 IREK - Rl fekic
FETHF TNy MEWEILE, CBIEKR - mBEREA YA T4 T2 — )

Kazuki Kondo', Shinichi Tate!>**, Kyota Yasuda'>?, Natsumi Tane', Tomomi Iso!, Yuka Araki'
(Grad. Sch. Sci., Univ. Hiroshima, *RcMcD, Univ. Hiroshima, 3WIP-SKCM2, Univ. Hiroshima, *MIMS,
Univ. Meiji)
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1GB012 /ME S 2787 B Nopp140 DN IN— Y D EMLISF RSP REIEREEZMES € B
Hyperphosphorylation of nucleolar protein Nopp140 accelerates mitotic nucleolar disassembly
OMGAS M 1, et #iddh 2, P b B 2, 0 oA T (P RO A A a2 R, 2 Il be R B
2]
Hisashi Shimamura!, Yuki Norizoe?, Takahiro Sakaue?, Shige H. Yoshimura' ('Grad. Sch. Biostudies,
Kyoto Univ, *Coll. Sci. Engr, Aoyama Gakuin Univ)

1GC BN UHE B, 8PNVETR, BECNIE, NAAILTZFULT
Protein: Measurement, Engineering, Membrane proteins, Bioengineering

ER:HEERE (KRAZ), 8 BEA (REXF)
Session Chairs: Nobuyasu Koga (Osaka Univ.), Kiyoto Kamagata (Gifu Univ.)

15:10~18:25
C %145 (&#= 105+106) Room C (Meeting Room 105+106)

1GC001 EE AFM B2 I L 2 EEMEEM 7 I O 4 N OEMREREIC & 2 R BREEBOREH
High-speed atomic force microscopy reveals surface-catalyzed elongation mechanism of fungal
functional amyloid
Oty w1, AR 74 2, S I3, 3 R % 45, vl Bz 2, BB il ' (P S RBE - =, 2 iR
K- F 7 EGALERIZERT, 3 IR - Ao, 4 5OKRBE - &, 5 5OKBE - HiBRey)
Nao Takahashi!, Tatsuya Kimura?, Yuki Terauchi®, Akira Yoshimi*?, Takahiro Watanabe-NakayamaZ,
Keietsu Abe! (!Grad. Sch. Agri., Tohoku Univ., >WPI-NanoLSI, Kanazawa Univ., *RCTMR, Yamaguchi
Univ., *Grad. Sch. Agri., Kyoto Univ., *Grad. Sch. Glob. Env. Stud., Kyoto Univ.)

1GC002  —4FHEAEEMEE SR BEFEHERICL MRS b2 NUT77OFF — LAOBERBNBER
Single-cell mitochondrial proteome profiling via combining single-molecule fluorescence
microscopy and proximity labeling
OXH EBELL, A NH< Y FT7 47 7 13 &K !, B0 HE— 134 (5T WE-Hgk s
VAT AP (ICeMS) |, 2 BURRRAE FRAAER, 3 KBRS A anbEmemi e Rt, ¢ RO K2R 2B Axdy
RreEtrgest)
Misaki Tsuchida'2, Latiefa Kamarulzaman'-, Sooyeon Kim!, Yuichi Taniguchi'->* (\nstitute for
Integrated Cell-Material Sciences (iCeMS), Kyoto University, 2Faculty of Agriculture, Kyoto University,

3Graduate School of Frontier Biosciences, Osaka University, *Graduate School of Biostudies, Kyoto
University)

1GC003  HEHHIHIE 2 NVET YA O TRYANELETIVICE BRI I LF Y — LOBBE
Reconstruction of ancestral nucleosomes using an evolutionary model that incorporates
structural constraints through protein design
OFk 858 1, e AT et 2, S s 220 (U ik - Bel - AW B, 2 240K - il A 312t
vy —)
Taiyo Hayashi', Koya Sakuma?, Tsuyoshi Terakawa!, Shoji Takada' ('Dept. Biophys., Grad. Sch. Sci.,
Kyoto Univ., *CeSPI, Nagoya Univ.)

1GC004  EEIEERE H D Epxd -/ K7 ONRTF NGl HORE
Exploring the peptide discrimination capabilities of multiple constriction Epx4 nanopores
OfHERE #&F 1, PIIE HIK 2, I A0 2, 18P ®E) D (P B K - BedRdr Lo, 2 bR - Bedkdy
Rreersest)
Ayako Ijuin!, Kota Naito?, Yoshikazu Tanaka?, Ryuji Kawano' ('Grad. Sch. Biotech and Life Sci.,
TUAT, *Grad. Sch. Life Sci., Tohoku Univ)

1GC005 JEREEL ) T (F Withdrawn
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1GCO008

1GC010

Minimal RNA polymerase reconstruction

Riddhi Prashant Gondhalekar!2, Shunsuke Tagami®, Sota Yagi*, Kosuke Fujishima'->* (!School of Life
Science and Technology, Institute of Science Tokyo, *Earth-Life Science Institute, Institute of Science
Tokyo, *RIKEN IMS, *Faculty of Human Sciences, Waseda University, > Graduate School of Media and
Governance, Keio University)

Denovo XTFRF/RKT7DXAZERL D 2 TREREICET -8E

Chimeric integration of a de novo peptide nanopore and its sequence optimization for improving
sensing resolution

OWH BE !, Pk HK 2, B B2 )18 W] ! (SRR TR - Bededr Lo, 2 bR - Bedk
Ayaka Nakada', Kota Naito?, Yoshikazu Tanaka?, Ryuji Kawano! (! Department of Biotechnology and
Life Science, Tokyo University of Agriculture and Technology., *Graduate School of Life Sciences, Tohoku
University.)

BERUNTF FENLARNE S N EREY 2T LD

Development of a wide range of protein delivery systems mediated by cell-penetrating peptides
O=dhi W&, tha JEHE (FEX - Befl L)

Akari Miwa, Koki Kamiya (Grad. Sch. Sci & Tech., Gunma Univ.)

EREHEEEADRILICE 2 ZBET7IVH R RISDMHEL

Improving efficiency of two-step alkane synthesis reactions by enhancing enzyme interactions
ORI 55 1, s Bk | Bk 532 12 (0K - AUl - ARarBREE, 2 J0K - B - W)
Shunya Okada', Shunji Suetaka', Munehito Arai'? (' Department of Life Sciences, The University of
Tokyo, 2Department of Physics, The University of Tokyo)
BRESENICEHET 2 TENFEOHSR

Development of a universal method to rationally activate enzymes

Oil Fetl !, o Brde 1k 7942 12 (V0K - IRESUL - A BREE, 2 30K - B - WEl)
Atsuya Watanabe!, Shunji Suetaka!, Munehito Arai'-? (\Department of Life Sciences, The University of
Tokyo, 2Department of Physics, The University of Tokyo)

FIZAMFFAL T4 A -2 a3 &A= TRPMS O X #R 1 S FEIREEHAI

Single-molecule X-ray analysis capturing the agonist-induced conformation of TRPM8

ORYH %5 12, RAGR ZEHL 23, 14 AR Kl 12, =18 FIIBA 23, fi 4 AR #k 124 (0 sRp0K - Bellia
B, 2 ERAE, 3 BETOK - BEAEMRIR, ¢ SRR A e v 4 —)

Haruto Machida'2, Tatsunari Ohkubo??, Daisuke Sasaki'*?, Kazuhiro Mio>?, Yuji. C Sasaki'?* ('Grad.
Sch. Frontier Sci., Univ. Tokyo, ?Natl. Inst. Adv. Ind. Sci. & Technol., Grad. Sch. Med. Life Sci.,
Yokohama City Univ., *JASRI)

BRI /T —KFHEHREOERER T IVICK BT

Explaining Electrical Energy Dependent Cell Death Mechanisms Through Electrical Circuit-
Based Modeling

OBy K, B B, AR S8, i A, A HESC (IRRRY b BLLEHER))

Taiki Hirohata, Sota Tanaka, Hideki Motomura, Yoshihisa Ikeda, Masafumi Jinno (Dept. of EEE, Grad.
Sch. of Sci. and Eng., Ehime Univ.)

FIHREIEE®HI RNA 7727 —DIRIF & £ OFFERER

Isolation and characterization of novel bright fluorogenic RNA aptamers

OHILI 35, Bk Both, LAY BURER, SU% 1 CGROK - Be3 - 4281

Tomotaka Tayama, Keisuke Ito, Sotaro Uemura, Ryo lizuka (Dept. Biol. Sci., Grad. Sch. Sci., The Univ.
Tokyo)
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1GD  HMlIEWMFRIRE, HE - BE

Cell biology, Neuroscience & Sensory systems

ER:#)ll T (KERALKAE), ARRE (BHEIEXS)
Session Chairs: Chie Hosokawa (Osaka Metropolitan Univ.), Satoshi Tsunoda (Nagoya Inst. Tech.)

15:10~18:10
D £i5 (2% 107+108) ~Room D (Meeting Room 107+108)

1GD001 RHEFHROIREOBMERICH T 2 FEMLE & OB DB ZE
Passive responses of fibroblasts to extracellular stiffness and their active influence on
cardiomyocytes
OFJ#7 12, 585t il 2 APl K 2, 29k iz 2 (VR0K - BRde@rflas, 2 55K - BEBLD)
Arata Nagai'?, Hiromu Kuwabara?, Yuuta Moriyama?, Toshiyuki Mitsui? (! Grad. Sch. Bio., Kyoto Univ.,

2Grad. Sch. Sci. and Eng., Aoyamagakuin Univ.)

1GD002 ZRUMBRHEMREICE ZMERT b5 X FOBERS L CHEESFER
Three-dimensional tracking of swimming and ciliary beating in Tetrahymena
OFH W, AU B2, 0T B 1 HEE, KR E—B CRECRFR A Bk & ST L 7E R
Hiroto Ishii, Akisato Marumo, Shin Yamaguchi, Masahiko Yamagishi, Junichiro Yajiama (Grad. Sch. of
Arts and Sci., Univ. Tokyo)

1GD003 Modified model with myosin accumulation effect for mechanosensitive migration
Yuki Kimura', Chika Okimura?, Yoshiaki Iwadate?, Tatsunari Sakurai' (!Dept. Math. Eng., Musashino
Univ., *Grad. Sch. Sci. & Tech. Innov., Yamaguchi Univ.)

1GD004 FUIEEREET v U O#ITREIMZHE T 2
Bacteria capable of drill-like propulsion adjust bending stiffness of the flagellar hooks
O/NE w1, 0 3558 2, P KA 2 Al R 1 (0 BRIDK - BRARAREE O A T, 2 Bl K - ek
AT
Naoki Ogura!, Aoba Yoshioka?, Daisuke Nakane?, Yoshihiro Murayama' ('Grad. Sch. Bio-Med. Sys.
Eng., TUAT, *Grad. Sch. Fund. Sci. & Eng., UEc)

1GD005  BRBAR Vicsek EFNMCE DA TV LA JENPREOMEREEDS I 2L —2 a2 LHER
Simulation and Analysis of Collective Cell Migration in Early Embryos of Pholcus phalangioides
Using a Modified Vicsek Model
OH:a] FEAB (R R R A=)
Hiroto Shoji (Faculty of Life and Medical Sciences, Doshisha University)

1GD006 AYIANT 2 —DEHEHBEBEEIE RV IIVESICL > TRELEN D
Flagellar wrapping facilitates directional movement in Helicobacter
O &5 5 1, BAY B S H 52, W WS, AR 423673, % W2, il KA (CEER
Bt - FEAEPLL, 2 Em KK - BRAHIGE, 3 RGBT - A )
Sarara Yokohama!, Naoki Uemura', Yoshiki Shimada?, Tsuyoshi Kenri, Emiko Rimbara?,
Tetsuo Kan?, Daisuke Nakane' ('Dep. Eng. Sci., UEC, 2Dep. Mech. Intell. Syst., UEC, 3Dep. Bact. II,
NIID)

1GD007 BREERET I M A MEHRLTOERERBMEREVDT I IFI 2 r—TIVEHREEED
CETERHETS
Rapid Integration of Two Keratocyte Sheets by Disassembling Each Other's Actomyosin Cables
Otk FIE, WA T8, A8 50 (UK - BegU iRk - 2£9)
Kazuma Shimizu, Chika Okimura, Yoshiaki Iwadate (Grad. Sch. Sci. Tech., Univ. Yamaguchi)
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1GD008

1GD009

1GD010

1GDO011

1GD012

MreB A ERMEICAEONT 5 XV ERRE 2 RES ¥ 5HE% invivo TAIHRIET 2

In vivo visualization of how MreBs drive Spiroplasma motility in minimal synthetic bacterium
O J5 1 AR AE 2, RE HEA |, AR M 3, = N2, D3R 422 1 (V2 ek - B - W,
2RAK - BEH, 3 UK - RERIY)

Yoshiki Tanaka', Hana Kiyama?, Masaki Mizutani', Yusuke V. Morimoto?®, Makoto Miyata?,

Takayuki Nishizaka! ('Dept. Phys., Gakushuin Univ., >Grad. Sch. Sci., Osaka Metropolitan Univ., *Fac.
Comp. Sci. and Sys. Eng., Kyushu Inst. Tech.)

BERAERAEHEE R HADH DRXPAIEEE (ICH UL THIE & h 28R C.elegans DREIFLHER DS T
IR

Molecular mechanism of temperature acclimation in C. elegans regulated by the nuclear
function of fatty acid metabolizing enzyme HADH

O Tk ! A A, WA SEWE 1, =il MY, K PP 2, S %2, KR Ve L AR 88 03 (1 e
K HRBHATT e R A M 5 LB AR 7 FZE 2, 2 ESLB(R 2 9ET, SPRIME, AMED)
Yukina Mori!, Akihisa Fukumoto!, Misaki Okahata', Toru Miura', Yohei Minakuchi?, Atsushi Toyoda?,
Akane Ohta', Atushi Kuhara'? ('Laboratory of Molecular and Cellular Regulation Graduate school of
Natural Science Konan University, >National Institute of Genetics, Japan, *PRIME, AMED)

BEAFM (L& B A FRBEEMEAEA L CaMKIl 7 5 X4 -4 1 F 37 ZDBE
High-speed AFM revealed dynamics of CaMKII clusters through intermolecular interactions
Ok K 1, e S0 2 A8 7516 3, 9 8k 24 (V&K - Bet 2 Aadi, 2 &R0K - WPL-
NanoLSL, 3 A BRAF - JEARRERHISCRE £ >~ & —, 4 SRK - Fred il k)

Taisei Suzuki', Takashi Sumikama?, Hideji Murakoshi?, Mikihiro Shibata®* (' Grad. Sch. NanoLS.,
Kanazawa Univ., *WPI-NanoLSI, Kanazawa Univ., *Supportive Center for Brain Research, NIPS,
4InFiniti, Kanazawa Univ.)

=& AFM I & B CaMKlla/p AT OF U I v — Dl & B D

Architecture and Dynamics of CaMKIlla/B heterooligomers revealed by High-Speed AFM
ORE B 1, e SE0) 2 A8 5106 3, S ok 24 (U &0k - Be, 2 €K - WPI-nanoLSI,
SIETRME - BBERERTII SR v 7 —, 4 BIRK - FreEai Al )

Keisuke Matsushima', Takashi Sumikama?, Hideji Murakoshi®, Mikihiro Shibata>* (!Grad. Sch. Math.
& Phys., Kanazawa Univ., *WPI-NanoLSI, Kanazawa Univ., 3Supportive Center for Brain Research,
National Institute for Physiological Sciences, *InFiniti, Kanazawa Univ.)

75 AHEEMS/ NIV RIETHERERADORE

Influence of positively charged nanobubbles to neurons

O — !, R 46 2, LT B 2 JiH A2 MR AT 2(V TR KRB S8Rk
Jerk, 2 iR W rEREgERT)

Yifan Liu!, Takeshi Ohdaira?, Emi Kitakata?, Yoshihisa Harada?, Kumiko Hayashi? (' Graduate School of
Frontier Science, The University of Tokyo, >The Institute for Solid State Physics, The University of Tokyo)

1GE

DFE—4—, BB HEEaNVE, F/Fy/a0—
Molecular motor, Nucleic acid: binding protein, nanotechnology

ER:#HEE EEFARAFERAY), RE B¥ (FUFRXE)
Session Chairs: Hiroaki Yokota (Grad. Sch. New Photon. Indust.), Takahiro Sakaue (Aoyama Gakuin Univ.)

15:10~18:10
=15 (&% 201) Room E (Meeting Room 201)

1GEO001

YY1 IZ&L B DNA Z—/IN—=9 5 X2 —DiBEKERHIE
Concentration-dependent modulation of DNA superclusters by YY1
Oz Wi, SR GRS R BeEAF7eR)

Xi Yan, Tsuyoshi Terakawa (Graduate School of science, Kyoto University)
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1GE002

1GE003

1GE007

1GE008

—%F FRET @RiEHNRT SARS-CoV-2 D5/ Ls RNA DIEE

Single molecule FRET spectroscopy reveals the structure of genomic RNA of SARS-CoV-2 virus
Takahiro Kimura'?, Takuya Katayama'-2, Shinnosuke Saitou'-?, Kamila Putridifa Priyambada',

Yuuhei Yamano!, Kazumitsu Onizuka'-, Fumi Nagatsugi'-, Shilpi Laha*, Athi N Naganathan®,

Yuji Itoh'-23, Satoshi Takahashi'->? (\IMRAM, Univ. Tohoku, *Grad. Sch. Life Sci., Univ. Tohoku, 3Grad.
Sch. Sci, Univ. Tohoku, *IITM)

YU HF/ RiEICE B DNA BEHRLIERD 3D-BFHHME

3D-Solid Materialization of DNA Data Processing Systems by silica nano droplets

OB EE, B wR) GREURLIARY L8 Ad L3R

Kengo Kurematsu, Ryuji Kawano (Department of Biotechnology and Life Science, Tokyo University of
Agriculture and Technology (TUAT))

BERVT7IVICEBHHAMENR - DNASRIBEGRICL 2EEFRREXAM v F 2 JHl@E
Cooperation/inhibition of polyamines on regulation of gene expression switching in relation to
higher-order structural changes of DNA

OB Y, PR KA 12, 51 #6F- 1, RUFR B0A L 80 B — 1 (O RREREK - Bededn e b, 2
WA ELF2T7—NAF T AT L)

Haruto Ogawa!, Takashi Nishio!?, Yuko Yoshikawa', Takahiro Kenmotsu', Kenichi Yoshikawa!

('Grad. Sch. Life and Med Sci., Doshisha Univ., 2MolBiS, AIST)

In silico B3\ & % GTP BEEHEY F,-ATPase MDE%E

Design of GTP-driven F,-ATPase by in silico analysis

ORZE Rk, AR BE 1, LB sk 1 RieE 32— 2, B 14T 13 (U ROK B e L, 2 40 7Rkt
ZEHE, 3 WK 77 & & 1) —~ )V AWFFerkRE)

Tatsuya Oya', Ryohei Kobayashi!, Hiroshi Ueno!, Kei-ichi Okazaki2, Hiroyuki Noji'? (!Grad. Eng.
Appl. Chem., Univ. of Tokyo, *Institute for Molecular Science, *RIPH., Univ. of Tokyo)

BEHROTON BB MV REEIZ Y N EFT B FFATP GREROREFEDOILR

Attempt to extend the design strategy for F F,-ATP synthase with multiple proton-driven torque-
generating units

Ok HLBR !, BUF o 1 Bpdh 1047 12 (V0K - BE LA, 2 UK - 77 4 7 ) — )V AFSER
%)

Riku Marui!, Hiroshi Ueno!, Hiroyuki Noji'? (\Grad. Sch. Eng., Univ. Tokyo, *RIPH., Univ. Tokyo)
axle-less F,-ATPase O 1 - FEEZEEIC L > TRR S hAH /- £ EEHEEOER

A new dwell-time discovery by single-molecule rotation assay of axle-less F,-ATPase

OWI A& 1, 157 {858 1) Sobti Meghna??, Stewart Alastair G.23, BF#l 147 14 (1 UK - B2 T, 2Mol.
Struct. & Comput. Biol. Div., VCCRI, NSW, Australia, St Vincent’s Clin. Sch., Fac. Med., UNSW
Sydney, NSW, Australia, * K + 77 & ¥ 1) —~ )V AW HERE)

Tomo Uchiyama!, Hiroshi Ueno!, Meghna Sobti>?, Alastair G. Stewart>3, Hiroyuki Noji'* (!Grad. Sch.
Eng., The Univ. of Tokyo., *Mol. Struct. & Comput. Biol. Div., VCCRI, NSW, Australia, 3St Vincent's Clin.
Sch., Fac. Med., UNSW Sydney, NSW, Australia, *Res. Inst. Planet. Health (RIPH), Univ. Tokyo)

1 B FEIBIRUEREE £ AV -5EM F,-ATPase DR

Exploration of high-speed F;-ATPase with single-molecule assay and machine-learning
OZHER Y, A BE 1, LB sl 1 T 0K !, 5 # 2, B AT 1 (VORI - ik, 2 e
HR KRR - F=HA LY 23HK - 7755 =~V AWFFEHHE)

Kodai Miyake!, Ryohei Kobayashi!, Hiroshi Ueno', Mai Taguchi!, Yutaka Saito?, Hiroyuki Noji!*
('Dep. Appl. Chem., Grad. Sch. Eng., Univ. Tokyo, *Dep. Data Sci., Sch. Fro. Eng., Univ. Kitasato,
3RIPH, Univ. Tokyo)
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1GE009

1GEO010

YAANYTIT ATP BRERICE TS a 712y b CRBBRICK ZHEEX H =X LDMHEHA
Revealing a Unique Inhibitory Mechanism of C-terminal Extension of a-Subunit in
Mycobacterial ATP Synthase

O KL, Pl 52 1, Meghna Sobti23, LI 15 1| Alastair Stewart?3, TP 47 14 (10K - B
T2251E, 2Mol. Struct. & Comput. Biol. Div., VCCRI, NSW, Australia, 3St Vincent’s Clin. Sch., Fac.
Med., UNSW Sydney, NSW, Australia, * K7 7 % ¥ ) — Wi 7ekéHE)

Ryota Tamura!, Ryo Watanabe!, Sobti Meghna?3, Hiroshi Ueno', Stewart Alastair>?, Hiroyuki Noji'#
("4pp. Chem., Grad. Sch. Eng., Univ. Tokyo, *Mol. Struct. & Comput. Biol. Div., VCCRI, NSW, Australia,
38t Vincents Clin. Sch., Fac. Med., UNSW Sydney, NSW, Australia, *RIPH, Univ. Tokyo)
STEBTHREILAY T Ly —ZERICLBZRBE KIFIA ¥ 22 > OEEMEBEDHE & HiEHEE
DEE

Computationally identified suppressors rescue pathogenic mutations in KIF1A kinesin and
restore neurological function

OAb e 1, FF A 12 (VSRR - AdwRha, 2 ALK - FERET)

Tomoki Kita', Shinsuke Niwa'? ('Grad. Life. Sci., Tohoku Univ., *FRIS., Tohoku Univ)
LEEFATFHNEY 32— 32I0& D Fi-ATPase D 40°Y 7 X 7 v T EEHEDER
Investigating the 40° substep rotation mechanism of F.-ATPase using all-atom MD simulations
OAMEG B 12, 747 L B Fim 23 (Vhgek - BEBlLA, 2 BEAF - BIFGRTZERT, 3 BIRE - 5o
BHEEEL > 5 —)

Masahiro Motohashi'2, Eiro Muneyuki', Yuji Sugita®? (\Grad. Sch. Sci. Eng., Univ. Chuo, >RIKEN
Pioneering Research Institute, >RIKEN Center for Computational Science)

DNAFUHIBF/ X7 > J &A= Kinesin-3 E— 42— % > /N & KIF1A OFEHE]

Force measurement of the kinesin-3 motor KIF1A using a programmable DNA origami
nanospring

O B3l 12, 78 1L 3, AR BEAT 4 G 6% 456, bk AT 2 (VHUK - Bedisiis, 2 0K - ¥
PEWE, 3 DK - BSR4 BOK - Bl dnbag, SNICT - R3R ICT, ¢ K - IFReC)

Nobumichi Takamatsu'2, Hiroko Furumoto?®, Takayuki Ariga?, Mitsuhiro Iwaki*>¢, Kumiko Hayashi?
('Grad. Sch. Frontier Sci., Univ. Tokyo, *Inst. Solid State Phys., Univ. Tokyo, 3Grad. Sch. Med.,
Yamaguchi Univ., *Grad. Sch. Frontier Biosci., Osaka Univ., >Adv. ICT Res. Inst., NICT, °IFReC, Osaka
Univ.)

1GF

SRR AT 88, M, 41737, BHIoE

Biological & Artificial membrane: Structure, Property, Dynamics, Signal transduction

ER XK ER (FREFHZENAZRAS), B2 T (B5XP)
Session Chairs: Shiro Suetsugu (NAIST), Chiho Watanabe (Hiroshima Univ.)

15:10~18:10
F 15 (£3#% 202) RoomF (Meeting Room 202)

IRESRGERERZMF v XU TRPV1 O#ER Y OX ~— 7 OER

Investigation of Crosstalk between Olfactory Receptors and TRPV1 Channels

OFIl S5 12 HiE N 2, B e— 12 (VKBRS R L ariErenisetth, 2 KBRS BESER
FHFFERT)

Sakura Moriyama'?, Shuji Hinuma?, Shun'ichi Kuroda'? (' Graduate School of Frontier Biosciences,
The University of Osaka, >SANKEN, The University of Osaka)
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1GF002

1GF003

1GF004

1GF005

1GF006

1GF007

1GF008

1GF009

R - 1 D TFEEICL ZHRRREEEE N X 1 BB OERA

Mechanisms of hierarchical domain organization on cell membranes revealed by super-
resolution and single-molecule imaging

OINE B, AEIE Ak 2, B s — 11 23, BRIE0 A 4, A 5 WA o, Bl H ek ©, oA fi— 123

(VI RRRE - R, 2 EINLASAANGE Y > & —BFSERT, 3 I K - iGCORE, * HUABK « iCeMS, 5 il
RHAEM R BER S, ¢ Ik - 1)

Toui Kawai', Rinshi S. Kasai?, Koichiro M. Hirosawa>?, Takahiro K. Fujiwara*, Akihiro Kusumi®,
Yasunari Yokota®, Kenichi G. N. Suzuki'->? ('UGSAS, Gifu Univ, *Natl. Cancer. Ctr. Res. Inst,,
3iGCORE, Gifu Univ, *iCeMS, Kyoto Univ, *OIST, ®Dept. Eng., Gifu Univ)

Development of nanoforce polydiacetylene-based biosensors and tailoring their properties by
integrating additives

Fabiano Altieri':2, Kaori Sugihara®? (!Graduate School of Engineering, University of Tokyo, *Institute of
Industrial Science, University of Tokyo, *Department of Physical Chemistry, University of Geneva)
Synergistic Interaction between LL-37 and HNP-1 for Reducing Cytotoxicity on MDCK-I

Jing Zhang!, Yuge Hou!, Takashi Yasuda?, Siu Yu Angela Chow!, Soshi Ito', Mizuho Otuska',
Yoshiho Ikeuchi!, Xiang Li2, Kaori Sugihara! (!The University of Tokyo, 2Hokkaido University)
HEEEE AV DHA EF U VIEE ORI BRICK § 5 EFTE

Evaluation of the Effects of DHA-Containing Phospholipids on Phase-Separated Membranes
Using Fluorescent Derivatives of Phospholipids

O R WERIB L AT #m 2, AR AT (JUK - Bel, 2 BEK - BeBl D)

Kotaro Shimizu', Masanao Kinoshita?, Nobuaki Matsumori' (Grad. Sch. Sci., Univ. Kyushu, >Grad.
Sch. Sci. & Tech., Univ. Gunma)

I ZXIVERRHE JCVI-syn3B DEE ST

Measurement of membrane potential in the minimal synthetic bacterium JCVI-syn3B

O &1L, Rl AE, B8 %, 5l BA CREALK - Be#ly)

Satoshi Kanamori, Hana Kiyama, Kenji Nobumoto, Makoto Miytata (Grad. Sch. Sci., OMU)

AR DIEX Rt & g —1%

Asymmetry and Heterogeneity in the Plasma Membrane

OWH B fH 32 (ORI - BeBrsEar &, 2 IR - 575 JEHERT)

Teppei Yamada!, Wataru Shinoda? (\Grad. Sch. Env., Life, Sci. and Tech., Okayama Univ., *Research
Institute for Interdisciplinary Science, Okayama Univ.)

Single Amino Acid Drives LL-37/HNP1 Synergy: Unveiling Antimicrobial Peptide Interactions
Ariane Schwitter!, Kaori Sugihara® (\Grad. Sch. Eng., Univ. Tokyo, *Inst. Ind. Sci., Univ. Tokyo)
Bilayer lipid packing effects on the structure and electron transfer activity of cytochrome ¢
oxidase

Bon Leif Dominguez Amalla', Atsuhiro Shimada?, Satoshi Nagao®, Hiroyuki Kumeta®,

Takeshi Uchida'**, Koichiro Ishimori'> (\Grad. Sch. of Chem. Sci. Eng., Hokkaido Univ., *Fac. of Appl.
Biol. Sci., Gifu Univ., >JASRI, *Fac. of Adv. Life Sci., Hokkaido Univ., °Fac. of Sci., Hokkaido Univ.)
VA Y ORGT N ZATEBLU U RY — AOBNEE SIS & 2EEHIE

Liposomes synthesized by microfluidic devices change shape in response to microtubule
polymerization

OGN $hE, Ak B, ek B, LR M, &5 B —8 GREORY: - aULiisesrh)
Takuma Nishimura, Hiroto Ishii, Yusei Sato, Masahiko Yamagishi, Junichiro Yajima (Graduate School
Art and Science, The University of Tokyo)

Machine Learning-Driven Functional Screening of Peptides Using Mechanochromic Lipid
Sensors

Jiali Chen, Kaori Sugihara (ZIS., Univ. Tokyo)
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1GF012 AL SHEEEMZEE MIp24 ICL 5 GABA BLU L-AI=F > DU H > NERH#IE
Ligand recognition mechanisms of GABA and L-ornithine by the chemoreceptor Mip24 in Vibrio
cholerae
O FIFLAE 1, K M 2, P01 B2 3, VIl = —RR 4, IR ARE 256, 41 e 3 (VBoK - B,
2ERBOK - BEBET, 3 BROK - BB, 4 R SRR - IS A A, S EREOK - ARk S BOR - v A4 21 -
FIFrRy S =)
Ririka lida', Fuga Omori?, Norihiro Takekawa?, So-ichiro Nishiyama*, Tkuro Kawagishi>>®,
Katsumi Imada® ('Sch. Sci., Osaka Univ., >Grad. Sch. Sci. and Engin., Hosei Univ., 3Grad. Sch. Sci.,
Osaka Univ., *Dept. Appl Life Sci, Niigata Univ of Pharm and Appl Life Sci., *Dept. Front Biosci., Hosei
Univ., °Res. Cen. Micro-Nano Tech,. Hosei Univ.)

1GG WOREIR - &b, EREYWE, N1FA2x-22T

Origin of life & Evolution, Theoretical biology, Bioimaging

ER: i A— (REXF), 2R FE (EHLF)
Session Chairs: Norikazu Ichihashi (Univ. Tokyo), Atsushi Mochizuki (Kyoto Univ.)

15:10~18:10
G215 (&% 203) Room G (Meeting Room 203)

1GG001

1GG002

1GG003

1GG004

Molecular Simulation of Prebiotically Plausible Interactions Between Amino Acids and Fatty
Acid Membranes

Taren Ginter'2, Ryoji Abe!?, Masayuki Imai®, Akiko Baba®, Wataru Shinoda*?, Yusuke Miyazaki*>,
Kosuke Fujishima!® (\Earth-Life Science Institute, *Institute of Science Tokyo, School of Life Science and
Technology, *Tohoku University, Department of Physics, *Okayama University, Research Institute for
Interdisciplinary Science, >Okayama University, Department of Chemistry, °Keio University, Graduate
School of Media and Governance)

BRI ERE RUCE & U BT ORBELEE /S ELOER

Evolution with genomic complexity acquisition under LLPS droplet as a reaction field

Offi e R gRsk |, #)1 BE5E 1, B 14T 12 (VRG0K - B 22, 2 NUK - 79 % 8 ) =~V AT
4]

Mirai Sasaki', Yoshihiro Minagawa!, Hiroyuki Noji'? ('Grad. Sch. Eng., Univ. Tokyo, >RIPH., Uni.
Tokyo)

KBRS T ERREROMEEREES LURHREREFE T CORBI FOLRSEHOLE
FRFEHNES IaL—2a>zAVEEIR

Analysis of the interaction and diffusion behavior of nucleic acid molecules with the fatty acid
membrane system using AA-MD simulations

OZMBL, Fry— F—L ¥ LUKE A 123 (VRURMARE a8l TR, 2 U R
HuERAE AR TRT, 3 BEME SRR KA BE BOK - A 74 T HEZER)

Ryoji Abe!, Taren Ginter', Kosuke Fujishima'->? (!School of Life Science and Technology, Science
Tokyo., *Earth-Life Science Institute, Science Tokyo., *Graduate School of Media And Governance, Keio
University.)

BIEFEOERERFREEL LEEREEBHEOTO—-NIVEER

Global propagation of genetic perturbation effects through stoichiometry conservation
architecture

OT-2E ok |, Ik —R0 L /N AW 12, KRH FRs 123 5K #hi— 123 (V0K - BEf A 30k, 2 31
K- BMERAEM Y AT D%E v & —, 3 BUK - AW 5@ AT ZE A

Genta Chiba, Ken-ichiro F Kamei!, Arisa H Oda'-2, Kunihiro Ohta'?3, Yucihi Wakamoto'?? ('Grad.
Sch. Arts Sci., Univ. Tokyo, *Res. Cent. Complex Syst. Biol., Univ. Tokyo, *UBI, Univ. Tokyo)
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1GG005

1GG006

1GG007

1GG008

1GG009

1GG010

1GG011

WY AT LICH T ZEFREREHEERO— AR ET IVICE D HIEERH
Describing Interaction Dynamics in Living Systems via the Generalized Gradient Flow Model
of Adaptive Components
OFiA B2 12, Z5E FRin 123 (VR0K - BEAE, 2 50K - B, % 50K - Bedify)
Ryunosuke Suzuki'2, Taiji Adachi'->? (\LiMe, Kyoto Univ., >Grad. Sch. Eng., Kyoto Univ., *Grad. Sch.
Life Sci., Kyoto Univ.)
BRFEEAVHREREREX L XT 7N —FEkEE2ZR L ZHROFES HHE
Cell Morphology and Stress Fiber Formation Mechanisms-Informed Traction Force Microscopy
Using Machine Learning
OMEIE GAE Y, RN BLAR 1 A ST L, SR K L2 MR 3 — 12 (P RS K - BERh R,
PEREWK - T EE v 5 —)
Koki Fujiwara!, Ryosuke Fujikawa!, Yukihiro Suzuki!, Kenta T. Suzuki'2, Yuichi Sakumura'? (!Grad.
Sch. Sci. Tech., NAIST, >DSC, NAIST)
B E 3B HEIEIC K 2EZ TV BHRH C. elegans DFHNA X —2 2 TFEDER
Development of infrared imaging methods for a living nematode, C. elegans, using anesthetics
or optogenetic control
O A |, B W7 1, e B 2, SRIF SRR 13, /I SBIE 24, 5 4 50 13 ( AR L RER
e TEAWFIER, 2 RIASLRFARABEHEN SR, 3 A T I F 77/ a V=it v 7 —,
SRR R A b se 1 >~ 4 —)
Nodoka Wakita!, Akiko Ito!, Ryu Sato?, Tatsuro Nishikino'-?, Mitsumasa Koyanagi®#, Yuji Furutani'-
('Graduate School of Engineering, Nagoya Institute of Technology, *Graduate School of Science, Osaka
Metropolitan University, 3Optobiotechnology Research Center, *The OMU Advanced Research Institute
for Natural Science and Technology, Osaka Metropolitan University)
XBERAXA =T 2T - PETFT4—ICHB T 2ZRTBERBEFEORRET > T UHF
WEBRT\DICH
Development of structure refinement protocol for XDIT and its application to structure analysis
of rice-starch
OJFH AL 14, il #8524, dhald Herh 34 (0 BB SRR R BEB AR 28Rt 2 AL R B
BUHA 7 R—=2 3 ¥ - 2= — Milfgek v & —, 3 BIESRERS: BT WE R, 4 L%
B e A gE L v 4 —)
Kosei Harada'*, Yuki Takayama®*, Masayoshi Nakasako®* (! Graduate School of Science and
Technology, Keio University, International Center for Synchrotron Radiation Innovation Smart, Tohoku
University, *Department of Physics, Faculty of Science and Technology, Keio University, *“RIKEN
SPring-8 Center)
BRRREEMSR I L DIERBMHERIRE T ICH T 2TREZ > /N EOMBREB RN BEOHNR
Subcellular Localization of Antifreeze Proteins in a Non-Freezing Cold Environment Revealed
by Super-Resolution Microscopy
ORTH FEZR 1, PIEE JAURE 1 R H 5 2, RHYOE 12, b st 12 (1 bl Ry BIAYE, 2 bl K
o St A a Rk R SEBE)
Kosuke Maeda!, Kaho Uchizawa!, Sakae Tsuda?, Tomoyasu Aizawa'-2, Tatsuya Arai'? (\School of
Science, Hokkaido University, *Faculty of Advanced Life Science, Hokkaido University)
W T/ WFE RV HRE ORI
Probing cytoplasmic physics with Genetically Encoded Multimeric nanoparticles
ORigsife 22 1, By Feks 123 (V0K - B2 50K - 1%, 3 B4JF BDR)
Sora Hirokane!, Yasushi Okada'>? (\Grad. Sch. Sci., Univ. Tokyo, *Grad. Sch. Med., Univ. Tokyo,
3BDR, Riken)
HREREMRBIEICHS T DD F T IEBESFOENE 1 FFEHIC & 52 RHENEAENT
Spatiotemporal dynamics analysis of synaptic adhesion molecules during neurite outgrowth by
single molecule fluorescence imaging
Offi % A DK, SEA 84T, Hil K, Boil flog GROK - BelR)
Kodai Sasaki, Shigeyuki Namiki, Daisuke Asanuma, Kenzo Hirose (Grad. Sch. Med., Univ. Tokyo)
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1GG012 FIURRF—IVEMRA XA -T2 JICE2FOMRBERRLP SR ENBI NI TY v NE
SO ENEERFIT
Visualizing rare cell fusion events leading to hybrid tumor cell formation using trans-scale live-
cell imaging
OF 745 — A4 vHT 4 2k B—2 IR KE 2, AR $— 2 ik 8RB 45 54,
TRFH G 23 (P RIRR A ARTERE, 2 RIOK R SER AR TR, 3 KBRS 56 3500 7 BT FE bt
MV N YNy N o e Y e )
Izzati Rafidah'2, Shun-ichi Fukushima?, Taishi Kakizuka®?, Tetsuichi Wazawa?, Taro Ichimura3,
Atsushi Kumanogoh?, Takeharu Nagai>? (! The University of Osaka Graduate School of Pharmaceutical
Sciences, 2SANKEN, The University of Osaka, 3OTRI, The University of Osaka, *The Univeristy of Osaka
Graduate School of Medicine)

1GH REE#HHF: 9F>Ial—-2ar, ETVT

Computational biology: Molecular simulation, Modeling

ER BN AL (BRABEHEREE), )0 -8 (&RXF)
Session Chairs: Hisashi Okumura (ExCELLS), Kazutomo Kawaguchi (Kanazawa Univ.)

15:10~18:10
H 215 (R8E 204)  RoomH (Meeting Room 204)

1GH001

1GH003

BFEHFEY I2L—2 a3 T TLIP TV TICLPBREBEET 1 I AKR
DIEERET

Molecular Dynamics and Umbrella Sampling Reveal Structural Changes in Filamin-A Mutants
associated with Neurodegenerative disorders

Ot FR 1, 7L30] 2585 2, AR KRR 1, JIRE 2550 34, 4% B3 S, R sl | (1 i ROR K2R
BRI ZE T H I 2 X 0 I AR RE AR 2 At PR 00, 2 44l B K BRI IR AP e 56
A AR HT, 3 KBRS D3 &~ & — REBUREHRRHADFFEERM, 4 KRB R S B BB 768 W
BT, S — I RN S BEAR R 2 B E FE R )

Shota Ito!, Koyo Tsujikawa?, Kentaro Sahashi', Takeshi Kawasaki®*, Yoshitake Sakae®,

Masahisa Katsuno' (! Department of Neurology, Nagoya University Graduate School of Medicine,
2Department of Genetics, Research Institute of Environmental Medicine, Nagoya University, *D3 center,
Osaka University, *Department of Physics, Osaka University, >Research Organization for Information
Science and Technology)

BERETFICHITIZF /T XIVROEL N EOBEREN

Effect of Lipid Leakage on the Structural Stability of Membrane Proteins in Nanodiscs

OJFL MR, & Hin GREKE - 21

Sara Inoue, Takaharu Mori (Tokyo University of Science)

AlphaFold TFEIS h =S REDBILY > TV L JICEDIC ANV EOHARAI XX —EHETF
EDRFE

Development of Free Energy Calculation Method Based on Enhanced Sampling of Various
Protein Conformations Predicted by AlphaFold

OFA 5, BEH FI2 JEH B2 (S0 A dr BB R, 2 LR BHAR 2 %E 1 ~
5 =)

Toma Aoki', Yasuteru Shigeta?, Ryuhei Harada? ('School of Life and Environmental Sciences, University
of Tsukuba, *Center for Computational Sciences, University of Tsukuba)

In silico study of transmembrane allosteric effect of CBD on CB1 receptor activation

Vi Toan Lam, Duy Phuoc Tran, Akio Kitao (/nstitute of Science Tokyo)
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1GH005

Differences in Conformational Dynamics of Glycans on FcyRIlIb Revealed by Molecular
Simulation

Yue Zhang!, Hirokazu Yagi>, Koichi Kato?3, Takumi Yamaguchi'?3 ('Sch. Materials Sci., JAIST,
2Grad. Sch. Pharm. Sci., Nagoya City Univ., >ExCELLS, NINS)

1GH006 BiEICE D CRBMIER | SAM 2 EE & T 2KBE - KEFE PLP R OLLE
Structure-Based Mechanistic Insights into Nucleophilic and Electrophilic PLP Enzymes Using
SAM
ORSH A1, )N 2382 SFH & 1 (VHOK - BEE, 2 B - B IRRH A% v 5 —)
Kazuki Shimada!, Takayoshi Awakawa?, Tohru Terada! (!Grad. Sch. of Agri. and Life Sci., Univ. of
Tokyo, >CSRS, Riken)

1GHO007 Theoretical Study of Drug Resistance Caused by G13D and Q99L Secondary Mutations in
KRAS G12C Against Sotorasib and Adagrasib
Riksa Meidy Karim, Kazutomo Kawaguchi, Hidemi Nagao (Graduate School of Natural Science and
Technology, Kanazawa University)

1GH008 AR —ILDESRROHERAICE T - FHREBRE D FEHZEDOFHRE
Innovating Coarse-grained Molecular Dynamics Simulation: beyond Temporal/Spatial Limits
OFHAR e, s & OFOK - Beg - B4
Yosuke Teshirogi, Tohru Terada (Dept. of Biotechnol., Grad. Sch. of Agri. and Life Sci., Univ. of Tokyo)

1GH009  MFPDERDOILHDY Iab—2 3>
Simulation of oxygen diffusion in blood flow
O #5412 77 185] 2, Dmitry Fedosov® (! BEREK - BeBE T, 2 RO PEAK, 3FZ Jiilich)
Tetsuya Yamamoto'2, Hiroshi Noguchi?, Dmitry Fedosov? (\Grad. Sch. Sci. and Tech., Keio Univ.,
2ISSP, Univ. Tokyo, 3FZ Jiilich)

1GH010 De Novo ATPase Dl ;EMHE D EIERHE
Rational Enhancement of De Novo ATPase Activity
ORKH $Ht 1, /Mg B2 A EZ (P GURKEREBC B ATTE R, 2 550 FREARFTET 128001 >
AT L v 7 —)
Takuya Orita!, Takahiro Kosugi?, Shigehiko Hayashi! (' Graduate School of Science, Kyoto University,
2Research Center of Integrative Molecular Systems, Institute for Molecular Science)

1GHO011 Mesoscale Modeling of Amyloid Formation in Heterogeneous Membraneless Organelles
Kento Fujita, Yusuke Takagi, Eiji Yamamoto (Grad. Sci., Univ. Keio)

1GH012 AOFILAR/ A4 NOESRERICE T 2 7L IV EEHESR Fur? OmEEEOSENFR
Computational Study on the Catalytic Mechanism of Prenyltransferase Fur7 in the Biosynthetic
Pathway of Meroterpenoids
ORFF #6551, 8 LY, A dife 2, BP0 A 1 B REB L BT AL, SE & T (V0K - Bei
T2 R - HEm T
Takuto Ohmura', Fan Zhao!, Yoshitaka Moriwaki?, Tomohiro Noguchi!, Taro Shiraishi',
Tomohisa Kuzuyama!, Tohru Terada! ('Dept. of Biotechnol., Grad. Sch. of Agri and Life Science., The
Univ. of Tokyo., ?Med. Res. Lab., Inst. Integr. Res., Science Tokyo,)

1GI REWE IR, KEK, £BIRE

Photobiology: Photoreception, Photosynthesis, Ecology & Environment

ER:ElER (KBRXZ), =F i (BHEXS)
Session Chairs: Genji Kurisu (Osaka Univ.), Hiroyuki Mino (Nagoya Univ.)

15:10~18:10
| &35 (£5%F 205) Room | (Meeting Room 205)
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EARBRBERENEOBEHIRE

Structural insights into UV sensitivity of mouse SWS1 opsin revealed by low-temperature FTIR
spectroscopy

OKEF B 1, Hdk 22 LA 58 12 il B 12 (2 TR R L2 2 TKR AT NS 4T 2
Jay -ty —)

Yosuke Mizuno!, Sora Arai!, Hideki Kandori'?, Kota Katayama'? (\Grad. Sch. Eng., Nagoya inst.
Tech., >OptoBio Technology Research Center., Nagoya inst. Tech.)

Chrimson (A AFHF v RJVO K72 > HulaChrimson DEF® Y 7 MEIRZAXY MILEZD
HulaChrimson—a novel channelrhodopsin homologous to Chrimson with a distinctly blue-
shifted absorption spectrum

Hiroto Takahashi!, Shunki Takaramoto', Takashi Nagata', Shai Fainsod?, Yoshitaka Kato!,

Andrey Rozenberg?, Oded Béja%?, Keiichi Inoue' (' The Institute for Solid State Physics, The University
of Tokyo., *Faculty of Biology, Technion — Israel Institute of Technology., *The Nancy and Stephen
Grand Technion Energy Program (GTEP), Technion—Israel Institute of Technology.)

F 705K % AL 7-5%4HE Photoactive Yellow Protein SEMERAL DS RE4T

Structural analysis of the active site of ancestral photoactive yellow protein using chiral
spectroscopy

ORH BFE !, Dohmen Rosalie?, #{5 H1#1 !, Hoff Wouter D.2, I HER] 1 (MEHK - BeBl L7,
2% 7 5 R MIEK)

Yoshimitsu Onaka!, Rosalie Dohmen?, Tomotsumi Fujisawa!, Wouter D. Hoff?, Masashi Unno' (' Fuc.
Sci. Eng., Saga Univ., 2Dep. Microbiol. Mol Gen., Oklahoma State Univ.)

FMF v RIVART Y 2 ChR024 DRIBREBINA HZZA LB LA F 2 EBHRBOBSEE
Structural basis for the red-shifted absorption and the channel conducting mechanism of the
novel channelrhodopsin ChR024

O HA !, WEER Rt 2, 7 22— R0 2, {H1G 224 3, FR i Bk 3, oAy B 4, 37 (R 5,

PP AEL O, 1T B O, A2l MK 6, & A 3, ol BEK 6, A 4R ©, AN S5 6, A e 34
Fe b B 5, g e 123 (VUK - BERL 2 0K - BERRSC, 3 UK - ST, 4 HOK - BRI, S UK -
YRR, ¢ 4K - BEL)

Yuka E. Takeno!, Masaya Watanabe?, Koichiro E. Kishi?, Seiya Tajima?, Masahiro Fukuda®,

Masaki Tsujimura®, Shunki Takaramoto®, Yuma Ito®, Yo Yamashita®, Masahiro Sugiura®, Suhyang Kim?,
Kota Katayama®, Yuji Furutani®, Hideki Kandori®, Hiroshi Ishikita®*, Keiichi Inoue®, Hideaki E. Kato'2-
('Grad. Sch. Sci., Univ. Tokyo, >Grad. Sch. Arts and Sci., Univ. Tokyo, 3RCAST, Univ. Tokyo, *Grad. Sch.
Eng., Univ. Tokyo, *ISSP, Univ. Tokyo, °Grad. Sch. Eng., Nagoya Inst. Tech.)

LM SEFEME O ZRTHBED 5 B CRRFIEEE

Unveiling the spectral tuning mechanism through three-dimensional structures of red and green
cone pigments

Sayaka Ohashi!, Kota Katayama'~?, Asato Kojima?, Masahiro Fukuda*, Xuchun Yang’, Ryoji Suno®,
Yukihiko Sugita’, Nipawan Nuemket®?, Hiroo Imai'?, So Iwata®!!, Eriko Nango®'2, Takuya Kobayashi®,
Takeshi Noda’, Massimo Olivucci®!?, Hideaki Kato>*, Hideki Kandori'? ('Life Science and Applied
Chemistry, Nagoya Institute of Technology, *OptoBioTechnology Research Center, *The Graduate School
of Arts and Sciences, The University of Tokyo, *Research Center for Advanced Science and Technology,
The University of Tokyo, *University of Siena, °Kansai Medical University, " Institute for Life and Medical
Sciences, Kyoto University, $Japan Synchrotron Radiation Research Institute, >RIKEN Spring-8 Center,
O Center for the Evolutionary Origins of Human Behavior, Kyoto University, "' The Graduate School of
Medicine, Kyoto University, Institute of Multidisciplinary Research for Advanced Materials, Tohoku
University, 3 Bowling Green State University)
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ANYFART D ORRIES 1 F 39 X% R S SNap bond DFRAPIEIC K B KREEHENR
Direct detection of a crucial Hydrogen Bond in Heliorhodopsin, SNap bond, using Low-
Temperature IR Spectroscopy

Ot BB 1, Singh Manish!, FR F5488 12, 45 #idd 12 (1 20 R L3RR A BE LA e Rt A
ISHALF R 2 R TRERFA T I+ 77 7 u Y-t ¥ —)

Toshiki Nakamura!, Manish Singh!, Hideki Kandori'?, Yuji Furutani'? (' Department of Life Science
and Applied Chemistry, Nagoya Institute of Technology, Nagoya, Japan, >*OptoBioTechnology Research
Center, Nagoya Institute of Technology, Nagoya, Japan)

IIFARTIUILE T IREABEETLNTRT Gs 2NV EBHALDEAA H =X 4
Distinct structural transition in jellyfish rhodopsin reveals the mechanistic basis for Gs protein
activation

ORS FT5 1, /M SBIE 2, 7k B 523, b 25— 3, <Pt IR 2, AR A 14, i Jk 14 (440
K- BEL, 2 KRBRAK - BEBL 3 WK - WHERR 4 B LK - AT A 727 /0y -kt s—)
Shino Inukai', Mitsumasa Koyanagi?, Takashi Nagata®, Keiichi Inoue?®, Akihisa Terakita?,

Hideki Kandori'*, Kota Katayama'* (\Grad. Sch. Eng., Nagoya Inst. Tech., *Grad. Sch. Sci., Osaka Met.
Univ., 3ISSP, The Univ. Tokyo., *OptoBioTechnology Research Center, Nagoya Inst. Tech.)
SEBEPRICEDHRIEZERNI T H LU TR E— Sz g~ 5 REEDEE & BEEDEIT

Role of S g ~ 5 state in photosystem Il manganese cluster revealed by multifrequency EPR
O/ A, v gy D5 2, 0 B 2, =W IR U (V40K - BREE, 2 RhLOK - A WFIRAERT)
Shinya Kosaki!, Yoshiki Nakajima?, Jian-Ren Shen?, Hiroyuki Mino! (Grad. Sch. Sci., Nagoya Univ.,
2Res. Inst. Interdiscip. Sci., Okayama Univ.)
SEETOLCRITARTVICE T 2[HEREBESOWR

Study of weak organic acid binding on outward proton-pumping rhodopsin

OF PR, SEA BRI 2, Ik b 25— 12 (0 BUR0RAE RAABEHT Sa) AL AR e R W R BT, 2 31
TR W HEBEZERT)

Zikun Lyu', Shunki Takaramoto?, Keiichi Inoue'? (! The Department of Advanced Materials Science,
Graduate School of Frontier Sciences, The University of Tokyo, 2The Institute for Solid State Physics,
University of Tokyo)

AEETARRCTARTS 2 NsXeRDFLWITO M BB X H =X L

A new proton transfer mechanism for inward proton pump rhodopsin NsXeR

Ofil fHE ", SR SERE 12, AN A 12, w4 #ha 12 (O &K - BEL, 2 0K - 7 b A o)
Yuma Ito!, Tatsuro Nishikino'-2, Hideki Kandori'2, Yuji Furutani'-? (\Department of Life Science and
Applied Chemistry, Nagoya institute of technology, *OptoBioTechnology Research Center, Nagoya
institute of technolocy)

BRICKIHED TV AZEEDFIE

Controlling Bacterial Twitching Motility by Feeding

Shufeng Zhao!, Corrado Salvatore?, Nozomu Obana’, Andrew Utada* (' Graduate School of Science and
technology, University of Tsukuba, Japan, >Department of Computer Engineering, Modelling, Electronics
and Systems Engineering, University of Calabria, Italy, *Institute of Medicine, University of Tsukuba,
Japan, *Institute of Life and Environment Science, Microbial research Center for Sustainability, and
Tsukuba Institute for Advanced Research, University of Tsukuba, Japan)

SR FREIC BT 3 EYEOBEMBRE R RRE M

Shear-driven instability in biofilms at oil-water interfaces

Hongtao Zhang!, Shufeng Zhao!, Andrew Utada>3* (! Graduate School of Life and Earth Sciences,

Univ. Tsukuba, *Institute of Life and Environment Science, Univ. Tsukuba, *Microbial research Center for
Sustainability, Univ. Tsukuba, *Tsukuba Institute for Advanced Research, Univ. Tsukuba)
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1GJ

AREYF - ATHE, 58, Zoft

Synthetic biology & Artificial cells, Measurements, Miscellaneous topics

ER: HEF R (KERXZ), A &2 (BHEXD)
Session Chairs: Kayo Hibino (Osaka Univ.), Takayuki Uchihashi (Nagoya Univ.)

15:10~18:10
J &5 (£H%E 206) RoomJ (Meeting Room 206)

1GJ004

tRNA array iAIZ & 3 21 D tRNA O in vitro FIEFSEIR
Simultaneous in vitro expression of minimal 21 transfer RNAs by tRNA array method
OFHh 56% |, M BT 2, Wik #6752, 06 1 154 (lonokbe MO CILigeR  Lmabee
T, 2 BUF BDR, 3 UK JSilE R ARFTERERE, ¢ ETR AW m MEr Fetkas)
Ryota Miyachi!, Keiko Masuda?, Yoshihiro Shimizu?, Norikazu Ichihashi'>* ('Grad. Sch. Arts Sci.,
Univ. Tokyo, *Riken BDR, *Komaba Institute for Sci., Univ. Tokyo, *Research Center for Complex System
Biology, Universal Biology Institute Univ. Tokyo)
Versatile control of a minimal synthetic bacterium JCVI-syn3B for morphology and fusion
Muhammad Algiffari!, Hana Kiyama', Yoshiki Tanaka?, Makoto Miyata'? (!Grad. Sch. Sci., Osaka
Metropolitan Univ., >Dept. Phys., Gakushuin Univ., >*OCARINA, Osaka Metropolitan Univ.)
FEE/NEADKEER B /SLIVF/ R7 OBBRFE LS FREOBKRE
Reconstitution method and molecular transport of modified 3-barrel nanopore into lipid vesicles
OB A7, thar JEME (REX - BeRl 1)
Toshiyuki Tosaka, Koki Kamiya (Grad. Sch. Sci. & Tech., Gunma Univ.)
AL DNA REBEICL 5 GUV RICH T 22 FomEIEICE T T
Toward regulation of molecular distribution in giant unilamellar vesicles based on artificial DNA
cortex

FA WL, R A OUN L3RS RFRE LS
Takuro Yoshinaga, Yusuke Sato (Graduate School of Computer Science and Systems Engineering,
Kyushu Institute of Technology.)
Design of bioluminescent biosensors via enzymatic kinetic contrast: Demonstration with a Cu?*
Sensor
Ti Wu'2, Hossain Md Nadim!, Mitsuru Hattori', Takeharu Nagai'? (\SANKEN, The University of Osaka,
2The Graduate School of Pharmaceutical Sciences, The University of Osaka)
BT/ 44 VEL FEAVEHRRREE &R FHROBREHRIC & 2 MNREOHER
Analysis of the intracellular environment by simultaneous measurement of temperature and
particle diffusion using fluorescent nanodiamonds
O #hiE 1, e R 2, SRR GG 3, 50 BERE 24 (1 BOREL - 429, 2 UK WPI-PRIMe, * 5k L
# - FAbaE, 4 BOK QIQB)
Yuki S. Kato', Keisuke Fujita, Shingo Sotoma®, Yoshie Harada®* ('Sch. Sci., Univ. Osaka, >WPI-
PRIMe, Univ. Osaka, 3Fac. Mol. Chem. Eng., Kyoto Inst. Tech., *QIQB, Univ. Osaka)
BREMBEICEDVWEFRYI 7OV 77 20ORRICE T 2V EEBREOBELOER
New Microreactors from Aqueous Two-Phase Emulsion for the Simplification of Digital Nucleic
Acid Detection
O 38 1, RO BRE 2 B0 BEgE |, i 1847 13 (P RORUOR PR E B LAa i ZeRhis AL 0,
?Laboratoire Guilliver, UMR7083 CNRS/ESPCI Paris, 3 LK% 7 5 % & 1) — ~)V AT FEHAR)
Bicheng Zhang!, Kanji Tomohara?, Yoshihiro Minigawa!, Hiroyuki Noji'** (! Graduate School of
Engineering, The University of Tokyo, Tokyo, Japan, *Laboratoire Guilliver, UMR7083 CNRS/ESPCI
Paris, *Research Institute of Planetary Health (RIPH), The University of Tokyo)
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N ZI—=T"y b XA =T 2 T & BBEICEER CheB MR ENRE D RFIT

Quantification of CheB’s behavior in a single cell by high throughput imaging

OBAR B—, WH #ET, A 1R BOZ, b 8 (K - Be/E o REnTse)

Yoichi Kuroki, Yumiko Uchida, Akihiko Ishijima, Hajime Fukuoka (Grad. Sch. Front, Biosci., Univ.
Osaka)

EFEHBERSFEERVET 7 U DY A HTIVNHEOE—MahE~ v B JHE

Mapping Single-Cell Mechanics in Xenopus laevis Embryos during Early Development Using
Atomic Force Microscopy

Ol 927 /A G381 e 48 2, 8 k325 3, B i 1 (ARl ks - Kepbetddint
B / BFFERE, 2 B 2R - HOE 248, 3 TR - KPR G SULRFZERL

Miki Yamamoto', Takahiro Kotani', Takayoshi Yamamoto?, Tatsuo Michiue?, Takaharu Okajima'
('Graduate School / Faculty of Information Science and Technology, Hokkaido University, *Graduate
School / Faculty of Education, Tokyo Gakugei University, *Graduate School / Faculty of Arts and
Sciences, The University of Tokyo)

RN 3D REFAIETORE LT

In vivo 3D thermometry by light-field fluorescent nanodiamond microscopy and deep learning
O HFLZ 1 HTR 3BAE |, Bl H2395 2, R M — 2, I% 5AZ 2, B R 2, T HiiG 2,

1 4B T (VIR RRE R B A L R A ZERt, 2 57 RHABalr b 7E BRI g, 3 3l K-y
WFFERT)

Yurina Nakane!, Haruka Maeoka', Manami Takahashi?, Kiich Kaminaga?, Hiroyuki Takuwa?,

Shin Usuki®, Ryuji Igarashi?, Takuma Sugi' (! Graduate School of Integrated Sciences for Life, Hiroshima
University, 2National Institutes for Quantum and Radiological Science and Technology, *Research
Institute of Electronics, Shizuoka University)

Developing a label-free and non-destructive method to resolve single cell transition paths
Tobias Frick'2, Katsuyuki Shiroguchi' ('RIKEN Center for Biosystems Dynamics Research (BDR),
20saka University)

FREBETEMBEICLIDIENTETU -2 NS OEBBEILERIFR

Transmission Electron Microscopy Comparative Study of Histological Structure of Hydra and
Green Hydra

OR i (LK - kL)

Tomoki Yanase (Information Engineering, Univ. Kyusyu kougyou)
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