1A1330*

1A1342*

1A1354*

1A1406*

1A1418*

1A1430

1A1448

1A1500*

CEE%*E Oral Presentation
1HB 9B 158 (£)) ~“Day1 (Sep. 15 Sat.)

13:30~16:00 A= (B11) Room A (B11)
1A HHfaEMEYERRE  Cell biology

Spiroplasma eriocheiris FXEE) ICEAFRT B 5 DD MreB DIKRER U HEEREIT

Structural and functional analyses of five MreB proteins involved in swimming motility of
Spiroplasma eriocheiris

Ot K, RE R, 41 BLE2 EH BA S (CORBRR - BEBl, 2R - Besl, SRR - #
& 5Em )

Daichi Takahashi', Aya Kodama', Katsumi Imada?, Makoto Miyata'?* (!Grad. Sch. Sci., Univ. Osaka City,
2Grad. Sch. Sci., Univ. Osaka, 30OCARINA, Univ. Osaka City)

YAAT SV - HU LT T 4 S LBEESDOFMEITE

Detailed measurements of gliding behavior in Mycoplasma gallisepticum

OXKA e |, BH B2 (ORBRTA - BB, 2RIRTR - 48 580)

Masaki Mizutani!, Makoto Miyata!? ('Grad. Sch. Sci., Osaka City Univ., >°OCARINA, Osaka City Univ.)
HRNEEBREICH T 3B INEDEFS DG

Investigating the contribution of microtubule on intracellular temperature dynamics

OMp B8 1, BB AL 12, it mik U (UK EESE, ST & & 2%1F)

Takashi Yanagi', Kohki Okabe'?, Takashi Funatsu' ('Grad. Sch. of Pharm. Sci., The Univ of Tokyo, 2JST,
PRESTO)

A mechanical effect of oriented actin fibers on the nuclear morphology during osteogenic
differentiation of mesenchymal stem cell

Masashi Yamazaki', Shota Iwakura?, Manabu Numao', Hiromichi Fujie!-2, Hiromi Miyoshi'? (Grad. Sch.
Syst., Tokyo Metro. Univ., *Faculty Syst., Tokyo Metro. Univ.)

Helicity formed by actin homologs in swimming bacterium, Spiroplasma

Yuya Sasajima’, Isil Tulum'?, Makoto Miyata!? (' Graduate School of Science, Osaka City University,
Japan, *The OCU Advanced Research Institute for Natural Science and Technology (OCARINA), Osaka
City University, Japan.)

Focal adhesions of cells to the matrix are mediators and targets of cooperative activity of
microtubules and actomyosin cytoskeleton

Yukako Nishimura', Nisha Bte Mohd Rafiq'”, Sergey V. Plotnikov?, Visalatchi Thiagarajan',

Zhen Zhang', Meenubharathi Natarajan', Shidong Shi!, Virgile Viasnoff!->#, Gareth E. Jones®,

Pakorn Kanchanawong'-6, Alexander D. Bershadsky'” (\MBI, NUS, 2Dept. of Cell and Syst. Biol., Univ.
Toronto, 3CNRS UMI, *Dept. of Biol. Sci., NUS, SRandall Center for Cell and Mol.Biophys., KCL, ®Dept. of
Biomed. Eng., NUS, "Dept. of Mol. Cell Biol., WIS)

fRE (Coffee Break) 14:42-14:48

Mechanical stress modulates the homeostasis of periodontal ligament

Ayano Fujita!, Masatoshi Morimatsu!, Masayoshi Nishiyama?, Shogo Takashiba', Keiji Naruse' (!Grad
Sch of Med, Dent and Pharma Sci, Okayama Univ, *Department of Physics, Kindai Univ)

FHRMAEIC B T DT EMBEMEE X H/ 222 T

Hepatic Stellate Cell Activation and Mechanosensing in Liver Fibrosis

OF A Wy, v W 2 (U LR, 2BI0E K2)

Mutsuko Arimoto', Takaaki Sumiyoshi? (\KIT, 2Kansai Univ.)
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1A1512*

1A1524*

1A1536*

1A1548

1C1330

1C1342

1C1354

TAIVHERT 4T X2 MEAET MY AREDOER &Rt

Deformation and protrusion of cell-sized droplets containing intermediate filaments of desmin
O s, Hhk SEw], 35 Eil (LK - Bedl L)

Yoshiya Miyasaka, Koji Ito, Kuniyuki Hatori (Grad. Sch. Sci. Eng., Yamagata Univ.)

TOF RS N B fascin DERASET X UKRT « TORMEICHT 2FE

Contribution of actin bundling protein fascin to the elasticity of lamellipodial region in the growth
cone

OHHp &7 LRI #2401 BA 3, SR AT 4, RIS 2235 2, Ik 38 4 (3P KR~ BE AL R
TERk R, 2L RS IR B Rk 2 N B 3R 2 B, S G UL ST R R R 2K, BRI /3 A
ATA V)

Minami Tanaka', Yuki Fujii2, Ryoki Ishikawa?, Kazumi Hirano*, Takaharu Okajima?, Kaoru Katoh*
('Grad. Sch. Life & Env. Sci., Univ. Tsukuba, *Grad. Schl. Inform. Sci & Tech. Univ., Hokkaido, >Gunma
Pref. Coll. Health Sci, *Bio Mes Res. Inst., AIST)

IS FDERBEHMELBR T 2HMF /XY E CTENO64 DEITE & itk il E D17 RLYEE
BT B %E

Identification of a novel protein CTENOG64 in giant compound cilia in the ctenophore and its role
in the coordinated ciliary movement

Oia £ 1, 56H KR 1 00 B 2, A5 A6 2 5 A LR —53 1 (50K - T HIRE, 2387k
F - BRREIFAT 1)

Kei Jokura!, Daisuke Shibata!, Katsushi Yamaguchi?, Shuji Shigenobu?, Kogiku Shiba!, Kazuo Inaba!
('Shimoda Marine Res. Ctr., Tsukuba Univ., >Functional Genomics Facility, NIBB.)

HMRAREDS A F I v 7 VETY > I HPXET 2 MRERITEIRRT

Spatio-temporal remodeling of microenvironment regulates the directionality of collective cell
migration

ORI, A W 12, el el 3, 2 32k 2, 8k A3 (UORBURF 32K % NanoSquare #5F %8
7, 2RBURE SR R BB A SE R E R 2 LB S B R AR B TEEfsepl~ 4 2 o -
FEAE T8 1)

Masaya Hagiwara', Moegi Marumoto'?, Hisataka Maruyama3, Hideki Mori2, Fumihito Arai3
('NanoSquare Research Institute, Osaka Prefecture University, 2Department of Biological Science, Osaka
Prefecture University, *Department of Micro-Nano Systems Engineering, Nagoya University)

13:30~16:12 C =i (B21) ~Room C (B21)
1ICNAAALTARTAIR-NAATIIZTIT - R - g
Bioinformatics, bioengineering, menbrane, neuroscience

YRIMHEH I ZABBICLZBEIRTEEY Y TRD an v 7 R&RET 5 FEDORERE
Detection of alpha-helices from the 3D EM density map using masked single Gaussian
functions

O K&, WPy FK, Z I CRBCK & E )

Takeshi Kawabata, Haruki Nakamura, Genji Kurisu (/nst. Prot. Res., Osaka Univ.)

Multiscale Modeling of Bacterial Lipid Recognition in Mammalian Immune Receptor Pathways,
and Regulation by Novel Host Defense Peptides

Peter J. Bond (BII A*STAR Singapore)

PS3CKIBR XA DIV RXA T « T4 AF—F—1REE

Extra-Disordered State of p53 C-terminal Domain

OfFUH B, Abd AR 2 B NH— 3 (CRBCR & FVEBFZERT, 28 {=AF DDBI £ > & — 3tk
fge>v3ial—vav)

Shinji Tida', Haruki Nakamura?, Junichi Higo® ('\IPR, Osak Univ., 2DDBJ center, NIG, ROIS, 3Grd. Sch.
Sim., Univ. Hyogo)
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1C1406

1C1418

1C1430

1C1448

1C1500

1C1512

1C1524*

1C1536*

HEERNG— > LB E2RAVEL NV E B TFEEHMR Yy X TFEOUR

A new method to improve the accuracy for protein-small molecule docking by using interaction
pattern fingerprint and machine learning

Offcil SoM 1, SN0 1K 2, WG it 2 (Srapfik - e - A, 29 amfi ok - Ad)

Fumiaki Sato', Kota Kasahara?, Takuya Takahashi? (' Grad. Sch. Life Sci., Ritsumeikan Univ., >Coll. Life
Sci., Ritsumeikan Univ.)

BlA Ny %> T THRONHEEERSBEOT I/ BRECSER O

Analysis of amino acid sequences of protein interaction surfaces by rigid-body docking for
known and unknown protein complex pairs

OW B iz AR B3 2 (A &) A M2ZRTKR Y =5 =3y THER)

Nobuyuki Uchikoga', Yuri Matsuzaki? (' Catalyst, Inc., >ToTAL)

DFEAFEEAVEZ L NTEBRIRN A 1 VO OEEER X = X LD

Elucidation of the mechanism of protein-protein interaction between regions out of globular
domains with molecular dynamics simulations

ORF il !, 85 R 2 Bk NE— 3, mitf 5t 2 (SZavfioRsy: - Be - Edr, 2 ek - Aade, 3
FERGR - BE- ¥ Iab—v3Y)

Takuya Shimato!, Kota Kasahara?, Junichi Higo?, Takuya Takahashi? (!Grad. Sch. Life Sci., Ritsumeikan
Univ., 2Coll. Life Sci., Ritsumeikan Univ., >Grad. Sch. Sim. Studies, Univ. Hyogo)

a

N

N

fRE (Coffee Break) 14:42-14:48

A=N—AYE1—FT1 > JICL MBS N ERBEEERAFRZORREE FRKBRT -4
N—ZDAH

Supercomputing-based exhaustive protein-protein interaction prediction and its open database
ORI S5 1, Ak ZA00 1, P30 fine 12, Ry FRBE S, BN APz 3, Bl 28 13 (BRTK S HRIEL, 20
#MF, RWBC-OIL, 38 Tk 152k )

Masahito Ohue', Takanori Hayashi!, Hiroki Watanabe'-2, Yuri Matsuzaki®, Nobuyuki Uchikoga?,

Yutaka Akiyamal? (\Sch Computing, Tokyo Tech, 2RWBC-OIL, AIST, *ACLS, Tokyo Tech)
ERTHEDV7 YT UT7ILhdDK

Water freezing in soft materials at room temperature

Off b ¥ 1, &l 72 (BT - BVEE, 228 AR - ARiEBd0)

Hiroshi Murakami', Yuko Kanahara? ('QST, KPSI, *Nara Women's Univ.)

WMEEYRY —LORBEICEDT/ LHAEYRY —LRT / LOBREDRFE

Investigation of encapsulation and purification of genome by fusion between liposome and
bacteria

Ot E& 12, 5 W& |, W 1A— 23 (BOK - Rskitomg, 20K - W5HFRE, SR - Efrbkae)
Gakushi Tsuji'2, Takeshi Sunami', Norikazu Ichihashi®? (141, Osaka Univ., 2IST, Osaka Univ., *FBS,
Osaka Univ.)

M NEERICH TS 1 9FH 5D DNA HEH

DNA amplification from single molecule in micro-sized droplet

OB W !, SO | EAR S 1, SRk 1B 2, Jve A= !, Bl 1A 0 (UK - B - L,
2HOK - B - )

Hiroki Sawada', Naoki Soga', Morito Sakuma', Masayuki Su'estugu?, Kazuhito Tabata!, Hiroyuki Noji'
('Dept. Appl. Chem. Grad. Eng. Univ. Tokyo, *Dept. Life Sci. Coll. Sci. Univ. Rikkyo)

ZRTBEET Ty 7+ —LICKBREXZ BN T — 2 DESHER

Quantitative measurement of developed brunch pattern formation by using in vitro 3D culture
platform

OB 2573 12, FJE A5 T (RBUFF K NanoSquare #LAEAFFERT, 2K B 37 K Be B 4)

Rina Nobata!?, Masaya Hagiwara! (\N2RI, Osaka Pref. Univ., *Dept. of Biol. Sci., Osaka Pref. Univ.)
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1C1548*

1C1600*

1D1330

1D1342*

1D1354*

1D1406*

1D1418*

1D1430

EXTI LMLV -RHICLIGEEBOBNERIIFIVX

Spatio-Temporal Dynamics of Neuronal Spikes Induced by a Focused Femtosecond Laser
OB #hik 12, T 552, T BEEA S, MU T 124 (RERRIE /N A S+ A 71 J)b, 20 2Bk BEL,
AR B 1F e, RERAE-BOR 7 + b3 A o+ OIL)

Yuji Fujioka'2, Suguru N. Kudoh?, Takahisa Taguchi®, Chie Hosokawa'>* (! Biomed. Res. Inst., AIST,
2Grad. Sci. & Tech., Kwansei Gakuin Univ., *CiNet, NICT, *PhotoBIO-OIL, AIST-Osaka-Univ.)
BICEKTFL 2T 1 VP ROHHIRRR v M7 — 7 OIEEEE#HRT

Analysis of Conduction Velocity Depending Width of Line-Networked Cardiomyocytes

O H SRES, B D6, &7 17 (EBORBEE arikaes)

Tetsuro Yoshida, Koki Fujii, Tomoyuki Kaneko (LaRC, FB, Hosei Univ.)

13:30~16:00 D %= (A36) .~ Room D (A36)
1ID/INAF A X —2 >4 1 /Bioimaging |

Toward Automated Identification and Analysis of Cell Differentiation Stages using Bright Field
Microscope Image by Artificial Intelligence

Archana Bajpai, Toutai Mitsuyama (Artificial Intelligence Research Center, National Institute of
Advanced Industrial Science and Technology (AIST))

Three-dimensional vesicle motion in complex cytoskeletal network revealed by numerical
analysis method

Seohyun Lee, Hideo Higuchi (Dept. of Physics, Graduate School of Science, The University of Tokyo)
Genetically encoded bioluminescent indicator for the analysis of water hardness

Md Nadim Hossain', Ryuichi Ishida?, Mitsuru Hattori!?, Tomoki Matsuda'-2, Takeharu Nagai'-?
('Graduate School of Engineering, Osaka University, *ISIR, Osaka University)

mMRNA O—S3FHEEZ AV X ML ZFBRTER OO X 5 = X L#EEA

Investigating initiation mechanism of stress granule formation in cells by observing single
mRNA molecules

O4 B i |, #5085 2, RIH6 BAZE 23, it ik 2 (UK, 230K REdE, *IST, PRESTO.)
Masamichi Imaseki', Ko Sugawara?, Kohki Okabe??3, Takashi Funatsu? (‘Pharm. Sci., Univ. Tokyo, *Grad.
Sch. Pharm. Sci., Univ. Tokyo, 3JST, PRESTO.)
HEEEBRNARUAS—EIICLZ707FOREIL

Chromatin stabilization regulated by transcription machinery

Ozicks WgHy 12, H I (12 i — 18 12 (ERLE R M B R A ige 2~ & — Ak
GFFRZEE, AR R A R A SR B R# E 0

Ryosuke Nagashima'~?, Kayo Hibino'-2, Kazuhiro Maeshima'? (' Biological Macromolecules Laboratory,
Structural Biology Center, National Institute of Genetics., *Department of Genetics, School of Life Science,
SOKENDAI (Graduate University for Advanced Studies))

BEAFM (L& B2RAZM 4 > /N7 8 CAMP DIBEFEHE

Structural dynamics of the intrinsically disordered protein CAMP revealed by high-speed AFM
ORCH Gt ELH2, K 19 3, i B =2, sl 52 3 (VERR0K - B, 23RAb K - ki
WF - 37 %5, 349K - WPI-NanoLSIT)

Tomoyuki Narita!, Masanori Ikeda?, Masahiro Shimizu?, Kozo Tanaka?, Noriyuki Kodera® ('Grad. Sch.
Math. & Phys., Kanazawa Univ., 2Dept. Mol. Oncol., Inst. Dev. Aging Cancer, Tohoku Univ., 3WPI-
NanoLSI, Kanazawa Univ.)

fREL (Coffee Break) 14:42-14:48
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1D1448

1D1500

1D1512*

1D1524

1D1536

1D1548*

1E1330*

1E1342*

HEEHSLELEDZ NV EOES-BHREAROEE AFM HE

High-speed AFM imaging of protein assembly-disassembly on curved membranes

OB OB, Tl A !, B R L AR 0k 23, S0 Rk 23, sl 35 2 (LUK - e, 24
K - WPI-NanoLSL, 34Uk - #re# i almk)

Daiki Ishikuro!, Akane Goto!, Takahiro Toyoda!, Ayumi Sumino®3, Mikihiro Shibata®3,

Noriyuki Kodera? (\Grad. Sch. Math. & Phys., Kanazawa Univ., >WPI-NanoLSI, Kanazawa Univ, *InFiniti,
Kanazawa Univ)

L, ERME R AT IO & 2 BFGEGEBHRETHE E AV B84 EFE S SPoD-ExPAN B &R 1
A=Y

Highly-biocompatible superresolution imaging by SPoD-ExPAN with L ,-regularized image
reconstruction

OFR $—, Fdk iz, W 50, B B, kG CRBORS: BRI 7ERT)

Tetsuichi Wazawa, Yoshiyuki Arai, Yoshinobu Kawahara, Takashi Washio, Takeharu Nagai (ISIR, Osaka
Univ)

YZEaL— 42— EEEAFM 2% v F— DR

Development of high-speed AFM scanner with manipulator

ORGEF 1, W30 1500 2, 228k Bk 2, sy 1 2 (UK - Beddh, 24:00K - WPI-NanoLSI)

Jun Takano', Shinji Watanabe?, Toshio Ando?, Noriyuki Kodera? ('Grad. Sch. Math. & Phys., Kanazawa
Univ., 2WPI-NanoLSI, Kanazawa Univ.)

B AFM BIERER BT 2 2O OMBRL DI FENEFEF EORE

Development of a method for analyzing high-speed AFM observations by coarse-grained
molecular dynamics simulation

O K R 1, S A 2, < #7521 (80K - WPI-NanoLSI, 240K - Be#i)

Masahiroe Shimizu', Tomoyuki Narita?, Noriyuki Kodera! (' WPI-NanoLSI, Kanazawa Univ., >Grad. Sch.
Math. & Phys., Kanazawa Univ.)

Automatic single-neuron reconstruction from fluorescent images

Chi-Tin Shih (Tunghai University)

Machine Learning Approaches to Raman Micro-spectroscopic Images

Khalifa Mohammad Helal', Harsono Cahyadi*, J. Nicholas Taylor>3, Akira Okajima?,

Yasuaki Kumamoto®, Hideo Tanaka’, Yoshinori Harada>®, Tamiki Komatsuzaki'->? (\Grad. Sch. Life Sci.
Hokkaido Univ., >Research Institute for Electronic Science, Hokkaido Univ., *JST/CREST, *Dept. of
Methodologies for Medical Research, Kyoto Prefectural Univ. of Medicine, *Dept. of Pathology and Cell
Regulation, Kyoto Prefectural Univ. of Medicine)

13:30~16:12 E 23 (A37) ~Room E (A37)
1E BA - € — 4% — Muscle/motor

EEARDERET S in vitro BV EERICK ZBKBEOHEREN A FORIF Y D ERKE
(VO5A £ KT D175N)DIRIEHRER T DOEHA

Effect of HCM mutants of tropomyosin on actomyosin interaction by in vitro motility assay
determining both horizontal and vertical forces

OFJ FoR |, S — 2 WA IR, s8R B 45 (K - B2 BE - SeiE R T, 200K - B2l
BE, 37 A A+ 7K - BREER, 4BOK - EIAHE, SIST & & A%4F)

Shuya Ishii', Shin'ichi Ishiwata?, Masataka Kawai®, Madoka Suzuki*® ('Sch. Adv. Sci. Engn., Fac. Sci.
Engn., Waseda Univ., *Fac. Sci. Engn., Waseda Univ., 3Coll. Med., Univ. lowa, *IPR, Osaka Univ.,
SPRESTO, JST)

DARBEICE L 70 I 4 2 OEFRIME

Collective behaviors of cardiac myosins for effective cardiac function

O B, BT %5, 2 jer] ORERF)

Yongtae Hwang, Hideo Higuchi, Motoshi Kaya (Univ. of Tokyo Dep. science)
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1E1354*

1E1406*

1E1418*

1E1430*

1E1448*

1E1500*

1E1512*

1E1524*

Fo BERE— 4 —DEEGA ERFEZFEDOT O b LREEDER]

Coupling of protonation state of conserved residues and rotation angle in F, rotary motor
Ol KAy, 73— F > B, TR K, &5 Ll Bk - WESY)

Daiki Yamakoshi, Dan Parkin, Kota Tezuka, Mitsunori Takano (Dept. of Pure & Appl. Phys., Waseda
Univ.)

N1 7Yy K F,-ATPase ® 1 3 FEEGERZE

Rotation of hybrid F,-ATPases between bacterial and mammalian ones

O 52, LI 15k, gk Beif, /MK 3557, W8 AT CROK - B2 - k)

Ryo Watanabe, Hiroshi Ueno, Toshiharu Suzuki, Ryohei Kobayashi, Hiroyuki Noji (Appl. Chem., Grad.
Sch. Eng., Univ. Tokyo)

STI/NYTUT ATP ERBR e 712y O N KFRIEHROWARE

Function of the N-terminal region of the € subunit of cyanobacterial ATP synthase

ORBL Z80, £k & —, AIE # ORu L3R LA RHARTIERT)

Kosuke Inabe, Ken-ichi Wakabayashi, Toru Hisabori (CLS., Tokyo tech.)
BRUREEE—2—TLXF LSO SLC26 1 # iakth B BZEEE T D,

Prestin, a membrane-based voltage-driven motor, is not the sole member of the SLC26 family
that can sense voltage

OZJF A, AEE 3% —18 2, B4 HLEE 2, Bodner Justind, /MR 208 |, B4 2HKER !, Zheng Jing?,
B ML L AR FIT 2 (THOK - BEBE - BB 2 — 2T 2 28 VR - IR TR - IVKR)
Makoto Kuwabara!, Koichiro Wasano?, Satoe Takahashi?, Justin Bodner?, Tomotaka Komori!,

Sotaro Uemura!, Jing Zheng?, Tomohiro Shima!, Kazuaki Homma? (' Dep. of Biol. Sci., Grad Sch. of Sci.,
The Univ. of Tokyo, *Feinberg Sch. of Med., Northwestern Univ., >DePaul Univ.)

fRE (Coffee Break) 14:42-14:48

ERAFM ZRAWEY A TS AV E—ELBERBOHRL

Gliding machinery of Mycoplasma mobile visualized by high-speed AFM

O/Fk B P 1, i< 3535 2, AR 13, Bk ShiEs |, A5k RW) Y, 22 ok 2, i BN 13 (BRI
K- B, 245RK - 2N A o ARM, SKBRTK - 7)) F)

Kohei Kobayashi', Noriyuki Kodera?, Yuhei Tahara'-3, Takuma Toyonaga', Taishi Kasai!, Toshio Ando?,
Makoto Miyata'? (\Grad. Sch. Sci., Osaka City Univ., *Bio-AFM FRC, Kanazawa Univ., 3OCARINA,
Osaka City Univ.)

HENAEE—F—QOEGERE EBRI= Y FIORE

The dependence of the speed of the bacterial flagellar motor on the number of stator units
OFH R, 5% 964 2, w03, w0 265 124 (NEBOK - BeBlL, 280K - A dnbag, SRBOK -
et anbie, HEBOK - <A 70 /)

Tsubasa Ishida', Myu Yoshida?, Tohru Minamino?, Yoshiyuki Sowa!?* (\Grad. Sch. Sci. & Eng., Hosei
Univ., 2Dept. Frontier Biosci., Hosei Univ., >Grad. Sch. Frontier Biosci., Osaka Univ., *Micro-nano Tech.,
Hosei Univ.)

T—XTRAEFEET—F—DPRET S ML DBEERIE

Measurement of the torque generated by the archaellar rotary motor in microscopic detail
O H BRFL, AT HEI, ol KA, PE3R 522 (R ek B A B)

Seiji Iwata, Yoshiaki Kinosita, Daisuke Nakane, Takayuki Nishizaka (Department of Physics, Gakushuin
Univ)

EVWAREBOREL SEHS PICE XXV 1 FFDRT Y TES)

Kinesin’s stepping motion clarified from wide range load measurement

Ol Hi— ', e 2R —R 28800 T T (HEUREE, 2R RS)

Yuichi Kondo', Kazuo Sasaki?, Hideo Higuchi! ('Grad. Sch. Sci., Univ. of Tokyo, *Grad. Sch. Eng.,
Tohoku Univ.)
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1E1536

1E1548

1E1600

1F1330

1F1342

1F1354

1F1406

1F1418

£7F/ ES—AOBERMEE % AL /- kinesin-1 & & U Ned Oz @D EHAI

Investigating coordination of kinesin-1 and Ncd using their selective immobilization on gold
nano-pillars

O F ZVER— IV |, KB JFRRE 1, oy H A 2, K5 FIBA 2, s W30 3, /ey ok 3, BN B !
(13K - I - =4 7 a,2NICT, 32IHF)

Taikopaul Kaneko', Shotaro Ohba!, Ken’ya Furuta?, Kazuhiro Oiwa?, Hirofumi Shintaku?,

Hidetoshi Kotera®, Ryuji Yokokawa! (!Micro Eng., Kyoto Univ., >NICT, *Riken)

AT RERERFE—S—THD

The condensin complex is a mechanochemical molecular motor

OSEJII 1l 12, Bisht Shveta®, Eeftens Jorine M.*, Dekker Cees*, Haering Christian H.3, Greene Eric C.2 (' 5{
K- Be#,2a0 ¥ 7K, 3EMBL, 47V 7 b LK)

Tsuyoshi Terakawa'-2, Shveta Bisht?, Jorine M. Eeftens*, Cees Dekker*, Christian H. Haering?,

Eric C. Greene? ('Kyoto Univ., >Columbia Univ., 3 EMBL, *Delft Univ. of Technology)
BETZI7IRNITFIVT7OEAEH S FHEDRBFEAGEFEIBNTL - ERT S
Collective motion of gliding Flavobacteria exhibits unforeseen vortex lattice and dynamic plate
with rotation

OHM KA, /NE #E 7, Sk &3, 193 532 (PR BER - )

Daisuke Nakane, Shouko Odaka, Kana Suzuki, Takayuki Nishizaka (Dept. Phys., Gakushuin Univ.)

13:30~15:48 F =35 (B32) Room F (B32)
1F XA - O K72 > /Photosynthesis, Rhodopsin

Cryo-EM structure of a supercomplex containing photosystem Il and fucoxanthin chlorophyll
binding proteins from a diatom

Fusamichi Akita!?, Ryo Nagao!, Koji Kato!, Naoyuki Miyazaki®, Jian-Ren Shen! (\RIIS, Okayama
University, 2PRESTO, JST, 3IPR, Osaka University)

FTIR study on the S-state cycle of water oxidation in the microcrystals of photosystem I

Yuki Kato!, Fusamichi Akita>3, Yoshiki Nakajima?, Michihiro Suga?, Yasufumi Umena?, Jian-Ren Shen?,
Takumi Noguchi' (!Grad. Sch. Sci., Nagoya University, *Res. Inst. Interdiscip. Sci., Okayama Univ., *JST-
PRESTO)

Ca?*BREUVARIMZERT DERLIRETOIE S

High spin state in Ca?*-depleted photosystem Il

I oA, O=W R (BB R RERAE7ER)

Takahiro Sakai, Hiroyuki Mino (Grad. School of Sci., Nagoya Univ.)

Proton transfer or H,O* stabilization

Hiroshi Ishikita'?, Keisuke Saito!? ('Grad. Sch. Tech., Univ. Tokyo, 2RCAST, Univ. Tokyo)
B—RFHAFGHEBEN  XERXARICEHHT 2EBDE2 > NIEF(FIVR

Multiple protein dynamics regulating photosynthetic photoreaction revealed by single-molecule
fluorescence lifetime correlation analysis

O fit 12, Gordon Jesse B.!"2, Pinnola Alberta’, Dall'Osto Luca®, Bassi Roberto?,

Schlau-Cohen Gabriela S.12 (!~ #F 2 —+t v v TEK% 2MIT-Harvard T% & b Y L&t v ¥ —,
3z u—F K

Toru Kondo'2, Jesse B. Gordon!2, Alberta Pinnola’, Luca Dall'Osto’, Roberto Bassi’,

Gabriela S. Schlau-Cohen'? (\MIT, 2MIT-Harvard Center for Excitonics, *Univ. Verona)
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1F1430

1F1448

1F1500

1F1512

1F1524

1F1536

1G1330

ATEFEMFML ZRNERESEOFERER TOBRELRIVLY —%E)

Ultrafast Energy Transfer of Light-Harvesting Complex 2 Covalently Attached Atrtificial
Chromophores in Reconstituted Lipid Bilayer

O B K B2, W HA 0 | il BOw 1, w32, R #3 (R LRBEL, 2Bk b at
T, 33 fER)

Takehisa Dewa!, Yusuke Yoneda?, Akari Goto!, Masaharu Kondo!, Hiroshi Miyasaka?, Yutaka Nagasawa®
('Nagoya Inst. Tech., *Osaka Univ., *Ritsumeikan Univ.)

fRE (Coffee Break) 14:42-14:48

Reconstitution and functional analysis of thylakoid membrane on a glass substrate

Takuro Yoneda', Yasushi Tanimoto!, Daisuke Takagi?, Kenichi Morigaki'? ('Grad. Sch. Agr., Univ.
Kobe, *Grad. Sch. Agr., Univ. Tohoku, *Biosignal., Univ. Kobe)

ZAX YL FUREHEOT & M -KERBERTOR R

Optical property of aggregated fucoxanthin in acetone-water mixture

Ol 7238, B HEF ORI LR 2ER S BE)

Nami Yamano, Ritsuko Fujii (Grad. Sch. Sci., Osaka City Univ.)

Mutation study of heliorhodopsin 48C12

Manish Singh!, Keiichi Inoue'->3, Alina Pushkarev*, Oded Beja*, Hideki Kandori! (' Nagoya Inst. Tech.,
2Univ. Tokyo, >JST. CREST, “Israel Inst. Tech.)

D BRAF RIS K BB BIGEL 1 7 > Eixk(k SyHR O E4HED R

Phosphate ion binding modulates photochemical properties of a light-driven SO,? transporter,
SyHR

O/NES B, A Bl 2, S50 B R Y 35 3 3, R0 RS 12 (CYRRIILOK - BE - BEESECER), 2R 1
PNEE BV U NE N 2E 20

Keiichi Kojima', Masaki Nakama?, Marie Kurihara!, Susumu Yoshizawa?, Yuki Sudo'? (\Grad. Sch. of
Med. Dent. Pharm. Sci., Okayama Univ., *Fac. of Pharm. Sci., Okayama Univ., 3AORI, UTokyo)
BREMETE=2V OO OEHAMBENRORN TS P OREICE T T

Towards implementation of highly fluorescent microbial rhodopsins for monitoring membrane
potential

OZEJE B /NS &— 1, BOK AT 2, Bk W% 2, ZE0i M CRRIK - B - RS (38) 20K -
Bt - I£)

Rika Kurihara!, Keiichi Kojima!, Masayuki Skamoto?, Haruhiko Bito?, Yuki Sudo! ('Grad. Sch. of Med.
Dent. & Pharm. Sci., Okayama Univ., >Grad. Sch. of Med., The Univ. of Tokyo)

13:30~16:00 G 23 (B33) Room G (B33)
1G 4 1{4fE - A& “Biological & Artificial membrane

Single molecule observation of membrane proteins in a model biological membrane integrated
with a nanometric gap structure

Ryota Komatsu', Yasushi Tanimoto?, Fumio Hayashi’, Kenichi Morigaki'? (!Grad. Sch. Agr., Kobe Univ.,
2biosignal, Kobe Univ., *Grad. Sch. sci., Kobe Univ.)
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1G1342

1G1354*

1G1406*

1G1418*

1G1430*

1G1448*

1G1500*

1G1512*

SR AFM BEIRICE WBAS Il > 72T 5 LIRMEIRY T S LAGHBEDEET B XTI NY
7L OIS S

High-speed AFM imaging revealed the physical diversity of membrane vesicles produced from
Gram-negative and Gram-positive bacteria

OFgith Pl !, FRAE 222, i HESL 2, WA W50 2, W< 3 3, 20k WOk 3, e 3R 4, W o 12
(MUK - BUL, 25000K - i, SEUK - ity - o/ R dfha, 4eok - B (RIER))
Yousuke Kikuchi!, Nozomu Obana?, Masanori Toyofuku?, Nobuhiko Nomura?, Noriyuki Kodera?,
Toshio Ando?, Yoshihiro Fukumori*, Azuma Taoka':® ('Col. of Sci. and Eng., Kanazawa Univ., *Life and
Env. Sci., Tsukuba Univ., 3NanoLSI, InFiniti, Kanazawa Univ., *Vice President, Kanazawa Univ.)
UEVEFNORE v g iy 22

Single particle analysis for membrane fusion of liposomes

Ol e, &3 Ea, B A7, 8 ot GOk - Jeb)

Masato Yamada, Naoki Soga, Hiroyuki Noji, Rikiya Watanabe (Dept. Appl. Chem., Univ. Tokyo.)

DNA 7/ R7 70— 7 & A7/ ZERBHEYHEOTE

NANOPORE PROBE WITH DNA: ANALYSIS OF SOLUTION BEHAVIOR IN NANOSPACE
O N AT, NEF R R IR 7T A dy L)

Masaki Matsushita, Ryuji Kawano (Department of Biotechnology and Life Science, Tokyo University of
Agriculture and Technology)

FENTFR - YHAZ 2 2PFET 2 R7ERONBBED X H =X L

Mechanism of Initial Stage of Pore Formation Induced by Antimicrobial Peptide Magainin 2
(mag)

ON=—H Y EL AN 5=V ENI K TT VL LY== U7 F— 12 [l E— 134
Ok - AR, 20 S 7R T 77 3 — 3Hik - TBEE, 4k - B

Moynul Hasan!, Mohammad Abu Sayem Karal!, Victor Levadny'-?, Masahito Yamazaki'** (Grad. Sch.
Sci. Tech., Shizuoka Univ, 2Rus. Acad. Sci., Res. Inst. Ele., Shizuoka Univ., *Grad. Sch. Sci., Shizuoka
Univ.)

The effects of different alkali metal ions on KR2 structure revealed by multidimensional solid-
state NMR

Rina Kaneko', Arisu Shigeta?, Toshio Nagashima?, Toshio Yamazaki®, Keiichi Inoue*>%, Hideki Kandori®,
Izuru Kawamura'? (!Grad. Sch. Eng. Sci., Yokohama National Univ., >*Grad. Sch. Eng., Yokohama National
Univ., 3RIKEN, *Tokyo Univ., >Nagoya Inst. Tech., °JST PRESTO)

fRE (Coffee Break) 14:42-14:48

PEIEY S-TGA-1 EOHENHEMFEAEZRAL AN TUVAORT S L OEELs LUBEERR
Crucial Role of Specific Interactions with Archeal Glycolipid S-TGA-1 in Structuralization and
Functionalization of Bacteriorhodopsin

ORFH AL, AT #ew, 485 B Ouk - Bl

Masataka Inada, Masanao Kinoshita, Nobuaki Matsumori (Grad. Sch. Sci., Kyushu Univ)
REBRRICL S VIEERX Y > /N7 E Sec14 OFBERIEX H = X LDOREH

Regulation of Sec14-mediated lipid transfer by lipid-membrane environment

Ol K—, FH A5, PR iz, i B, i 52 (BILKBEESE)

Taichi Sugiura, Ukyo Yoshida, Hiroyuki Nakao, Keisuke Ikeda, Minoru Nakano (Grad. Sch. Med. Pharm.
Sci., Univ. Toyama)

HMEDHEY 27 LAICH T B SFIRBOBEICE D R

Structure-based Analysis for Multidrug Recognition in Bacterial Efflux System

Ol & !, B A 2, (0% B2, VEEP F0Z 1 00 BN s BAY 1 (CBROKEN, 2L K BE Tl
)

Kaori Nakao', Keisuke Sakurai?, Seiji Yamasaki!, Kunihiko Nishino', Akihito Yamaguchi',

Ryousuke Nakashima' ('ISIR, 2GSIS, Tohoku Univ.)

-S98 -



1G1524

1G1536*

1G1548

1H1330*

1H1342*

1H1354*

1H1406*

1H1418*

Interrogation of a bacterial sugar transporter for novel biomedicines and biotechnologies
Lingbing Kong'? (\International Institute of Rare Sugar Research and Education, Kagawa University,
2Visiting Academic in University of Oxford)

IPACVFUTPOEFEEROBZI LI ATHBEOREMICOVT

Stability of cristae structures of mitochondria and the electron transfer chain activities
O EH, S $5A, KH #i (RITKEE KHAF)

Mayu Yoneda, Takahiro Shibata, Yoshihiro Ohta (Ohta. lab., Grad. Univ. Noko)

A unique respiratory adaptation in Drosophila independent of supercomplex formation
Satoru Shimada!2, Marika Oosaki!, Ryoko Takahashi', Shigefumi Uene', Sachiko Yanagisawa!,
Tomitake Tsukihara!, Kyokoe Shinzawa-Itoh! (\Grad. Sch. Sci., Univ. Hyogo, >KNC Lab Co., Ltd.)

13:30~16:00 H =15 (A41) Room H (A41)
1H 344 Photobiology

LFZUFL Yy 7IHREONA A OFEV pK, E Nat K> TOR TS > ORI E 1 F 8k
WIETH S

An elevated pK, of the retinylidene Schiff base counterion is prerequisite for efficient ion
transport in Na* pumping rhodopsins

OXJE B AR 3500 2, 8 | 3, /NS Bl 12, 0K 512 4911 ek 5, JR0 s 2 (TR -
BE P Bt (), 2B K - 38 (), SHOKR - REGMEEERT, 4ALK - BE - Seimdzdr, ALK - BB EE0E
J&)

Marie Kurihara', Misa Hashimoto?, Susumu Yoshizawa?, Keiichi Kojima'?, Takashi Tsukamoto!?,
Takashi Kikukawa*?, Yuki Sudo'? (!Grad. Sch. of Med. Dent. & Pharm. Sci., Okayama Univ., *Fac. of
Pharm. Sci., Okayama Univ., 3AORI, UTokyo., *Fac. Adv. Life Sci., Hokkaido Univ., *GSS, GI-CoRE,
Hokkaido Univ.)

KR2 DAFHEE R Y FT—7EF MUY LEEA A= X LICEET 2 HEE&E/RT

Structural analysis on the hydrogen bonding network in KR2 and its sodium pump mechanism
O H BHET 1, FHk 32K 1, 3k L E— 123 W At | (144 0KBEL, 2PRESTO, JST, 3H U KS)
Sahoko Tomida', Shota Ito!, Keiichi Inoue!??, Hideki Kandori' (\Nagoya Inst. Tech.,?PRESTO, JST,
3Tokyo Univ.)

HMEVBORNT Y P T RESNIBERFEMICEEL2BREOT7 I/ BERICL3H#EXH=
X LDOER ESBIEFEANDIGH

Elucidation of wavelength regulation mechanism by widely-preserved amino-acid mutation in
rhodopsins and its application to optogenetics

O RS &R, F b = — 123 M i | (146 0K - BEL, 280K - PR, 3IST & & A319)

Yuta Nakajima', Keiichi Inoue'->3, Hideki Kandori! ('Grad. Sch. Eng, NIT., >ISSP, Univ. Tokyo.,
3PRESTO, JST)

SRERBEZHRMYED 100 K L ETORINFHEIT

FTIR study of primate green-sensitive cone visual pigment at >100 K

Ol % AR 31 il BRK Y 0 B 1, 4k ekl 2, A 5k 1 (180K - B, 250K - SRR
Takuma Sasaki', Kota Katayama', Rei Abe-Yoshizumi', Hiroo Imai?, Hideki Kandori' (' Grad. Sch. Eng.,
Nagoya Inst. Tech., *Primate Res. Inst., Kyoto Univ.)

L EME strain 70 PROEBAZ VI RXNF —HEZHE > TRERETIENTEIDELED
Origin of the anomalous uphill energy gap in the light-harvesting reaction center from purple
photosynthetic bacterium strain 970

O%1 =T-48 1, /K IE3E 2, /i 38 |, Madigan M. T3, KK fESE 4, AM 4742 1 (K - B
2, 2 BB EL, 3Dept. of Microbio., Southern Illinois Univ., “k3k K - #4%)

Michie Imanishi!, Masayuki Kobayashi?, Shinji Takenaka', M.T. Madigan?, Zheng-Yu Wang-Otomo®,
Yukihiro Kimura' (\Grad. Sch. Agri., Kobe Univ., *Tech., Ariake National College., *Dept. of Microbio.,
Southern Illinois Univ., *Fac. Sci., Ibaraki Univ.)
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1H1430*

1H1448"

1H1500*

1H1512

1H1524

1H1536

1H1548

SHEH 7 AMAPICE T 2HLER I PSEET/ HFAOXFEEFBIHRT

The light induced electron transfer reaction from photosystem | to Pt nanoparticles inside a
nanoporous glass plate

OEF G 1, BP0 2, N1 L Rl 2l 417 RE 3 ik B 4, KR 25 5, s 4558 12 (ORBRfk -
Bt - B 2R K - #A Y0, ST - BERERRAIAEL, 44 10K - BE - 5Bk - B - B

Makoto Hirano!, Tomoyasu NojiZ, Keisuke Kawakami?, Teturo Jin}, Masaharu Kondo*, Hirozo Oh-oka’,
Nobuo Kamiya'? (\Grad. Sch. Sci., Univ. Osaka City, >*OCARINA, Univ. Osaka City, *AIST, *Grad. Sch.
Engi., Univ. Nagoya Institute of Technology, *Grad. Sch. Sci., Univ. Osaka University)

fKE# (Coffee Break) 14:42-14:48

BB T & &EMAIE £ AV - BIrP1 OXRE & > U —1%EE

Non-linear light intensity sensing of BIrP1 studied by TG spectroscopy and enzymatic assay
OZRH B, el #igh, 55 1IE% (50K - Bedl)

Kosei Shibata, Yusuke Nakasone, Masahide Terazima (Grad. Sch. Sci., Univ. Kyoto)

LOV FXA UICRTFEN B TV I L HBDHRE

The role of GIn residue conserved among the LOV domains

O/kk 8, A8 5 (BOK - Besl)

Itsuki Kobayashi, Osamu Hisatomi (Grad. Sch. Sci., Univ. Osaka)

Crystallization of squid metarhodopsin

Midori Murakami (Dept. Physics, Nagoya Univ.)

NOAORTS D14 BEICETE L FF—IVEMIERE

Retinal isomerization during the anion pumping cycle of halorhodopsin

Ol s (&= R%)

Tsutomu Kouyama (Nagoya University)
KBHEFNMREDF TEHEICLZ 7754 XFKART Y O hEFEOL FF—ILOEED
AR

Retinal configuration of pharaonis phoborhodopsin intermediates revealed by photo-irradiation
solid-state NMR and DFT calculation

REUF M LIRS MY, b SR 2 MU WREE 2, st A 3, ZR0ME MES 4, B —3& 1, OPlk & ! (U
WREINL A B L, 2 SRR A A LA, ALK St R Ak b, ARILOK B SRR A SRR
Yoshiteru Makino!, Izuru Kawamura', Takashi Okitsu?, Akimori Wada?, Naoki Kamo?, Yuki Sudo?,
Kazuyoshi Ueda', Akira Naito' (\Grad. Sch. Eng. Yokohama National University, 2Laboratory of Organic
Chemistry for Life Science Kobe Pharmaceutical University, *Faculty of Advanced Life Science, Hokkaido
University, *Grad. Sch. Medicine, Dentistry and Pharmaceutical Science, Okayama University)
BEHEDONZES OpnsL1 (3T - BECHEREZHOH LWV I TOFTL U THS
Vertebrate photoreceptor, Opn5L1, is the newcomer of opsin acting as a reverse and self-
regenerating photoreceptor

OAETE BRI &2 KPR L P 373, 1 ARG 4 /NP S 4, KT 385, KA /A5,
I EW 0 6 i A 2, 40 %% 2, AT WEE 7, CH O5 R0 28 (VR KR E B3, 2R0RBEBE, Sk
FRJL AT, RO EE AR, SIOKBEBE, SFERBEY ¥+ 7 2 /4 T 0 A, TR A G A AL, S dy
KR

Keita Sato', Takahiro Yamashita?, Hideyo Ohuchi!, Atsuko Takeuchi?, Hitoshi Gotoh?, Katsuhiko Ono?*,
Misao Mizuno®, Yasuhisa Mizutani®, Sayuri Tomonari®, Kasumi Sakai?, Yasushi Imamoto?,

Akimori Wada’, Yoshinori Shichida®® (\Grad. Sch. of Med., Dent. and Pharm. Sci., Okayama Univ., *Grad.
Sch. of Sci., Kyoto Univ., 3Div. of Anal. Lab., Kobe Pharm. Univ., *Dept. of Biol., Kyoto Pref. Univ. of
Med., 5Graduate School of Science, Osaka University, ®Inst. of Tech. and Sci., Tokushima Univ., "Dept. of
Org. Chem. for Life Sci., Kobe Pham. Univ., *Res. Org. for Sci. and Tech., Ritsumeikan Univ.)
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13:30~16:00 J £ (D12) Room J (D12)

UEBRHE - BE1. BEREERET. MIET. MEeT. 50 - OB ERI. EREIZI

Proteins: Structure |, Structure-function relationship I, Property I, Function I, Measurement & Analysis I,

1J1330

1J1342

1J1406

1J1418

1J1430

1J1448

1J1500

1J1512

1J1524

Engineering |

Structure-based analysis of ILEI/FAM3C activity to inhibit AB generation

Emi Hibino', Masatake Sugita?, Yachiyo Mitsuishi', Naoki Watanabe!, Masaki Nakano!, Takuma Sugi',

Masaki Nishimura! (!\Mol. Neurosci. Res. Ctr., Shiga Univ. of Med. Sci., *Col. Life Sci., Ritsumeikan Univ.)

Domain motion of Fv-fragment in anti-dansyl immunoglobulin G controls conformation of its

flexible antigen-binding region

Tomotaka Oroguchi'?, Masayoshi Nakasako!? (! Faclt. Sci. Tech., Keio Univ., >RIKEN SPring-8 Center)

BEEFRY AL ZADERDORINICEET 2 BHI 2ILX —5TH

Free energy evaluation of drug absorption on Hepatitis B virus capsid

OUFYEF 35, 5 #4T, M1 &, Wik & (BhEKRE LR

Ryo Urano, Noriyuki Yoshii, Wataru Shinoda, Susumu Okazaki (Grad. Sch. Engnr., Univ. Nagoya)

3D-RISMEFHEH L VWRENBHI R X R 2 AV EEREOBEREN

Structural stability of proteins using 3D-RISM with new solvation free energy functional

Ol & 1 6 HAH 2 (VBIHF R-CCS, 2B R - WEl)

Yutaka Maruyama', Ayori Mitsutake? ('"RIKEN R-CCS, *Dept. Phys, Meiji Univ.)

ERSATFIAIRBEERD LU N EEHEEERBITOESRAIEICOVT

Fast Processing of Biopolymer Structure Generation and Protein-Protein Interaction Analysis

Oﬁb SRR, AR TR 2 BB M — 35, WS H — R 45 (IS A EEEIILa > v — ¥ 7 A 23l
Jﬁ,.\ik%, SHRGURZ, SR I AL = B i S L&)

Takanorl Sugihara'’, Kota Kasahara?, Junichi Higo®>, Ichio Shimada*® (\JBIC, 2Ritsumeikan Univ.,

3Univ. Hyogo, *Univ. Tokyo, >N2PC)

fRE (Coffee Break) 14:42-14:48

Accurate temperature evaluation in molecular dynamics for long time simulations of biological
systems with large time step

Jaewoon Jung'?, Chigusa Kobayashi', Yuji Sugita'?? (\R-CCS, *RIKEN, *RIKEN BDR)

Computational design of symmetric protein scaffold and assembly with inorganics into hybrid
materials

Hiroki Noguchi', Staf Wouters!, Bram Mylemans!, Jeremy Tame?, Arnout Voet' (!Dept. Chem., KU
LEUVEN, ?Drug Design Lab., Yokohama City Univ.)

BFLFEHEE AV EREFEREER O RIS IS DA

Elucidation of catalytic reaction mechanism of lachrymatory factor synthase using quantum
chemical calculation

O BAT |, M ke 2, SEH & 22, (R 8K 2 sl #1482, (R1E 8 2, ik Jig ip 12 (0K -
Bel B L, 280K - BER S A ARk, SR - THlREER)

Masayuki Yamada', Yoshitaka Moriwaki?, Tohru Terada®3, Yuta Sato?, Takatoshi Arakawa?,

Shinya Fushinobu?, Kentaro Shimizu'? ('Grad. Sch. Info. Sci. Tech., Univ. Tokyo, *Grad. Sch. Agri. Life
Sci., Univ. Tokyo, 3Interfaculty Initiative in Info. Studies, Univ. Tokyo)

EREPEERLIED LDL DS ELEZRCT A HZZAALICONVT

Putative mechanism of the elastic modulus change of low density-lipoprotein by oxidation or
enzyme treatment

ORH WG |, MR 72 1, 3R LA 1R |, T3 1082 (bl KRR B R R -2 i e b,
ULBEPRIEEE SR )

Seiji Takeda', Toshihiro Sakurai!, Shu-Ping Hui', Hirotoshi Fuda', Hitoshi Chiba? (' Hokkaido University,
2Sapporo University of Health Sciences)
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1J1536

1J1548

1K1330*

1K1342*
1K1354*

1K1406*

1K1418*

1K1430*

EREFEDERE N SFERIT —2ORTF 7 V2 EAVET—4E{EICEE XL Y — L4
DENRIREE AT

Dynamic structure analysis of nucleosome using particle filter data assimilation of single
molecule measurement data by HS-AFM

OBl HIRRB 12, 3 o |, w3212 (RUKEE - BIL 2IST - CREST)

Sotaro Fuchigami'?, Toru Niina!, Shoji Takada'? ('Grad. Sch. of Science, Kyoto Univ., 2CREST, JST)
OMEITIVH R T —ED R X 1 > EEHEE)

A hinge-bending domain motion in oral bacterial glucansucrase

OAH HER, A I — 88, P WH—, I 98, /M s Lk - AdefiiL)

Yudai Murata, Tomoichirou Kusumoto, Junichi Taira, Hiroshi Sakamoto, Hideyuki Komatsu (Dept.
Biosci. Bioinf., Kyushu Inst. Tech.)

13:30~16:00 K =15 (E11) Room K (E11)
IKERE BEL. ML, HEEl. EREIFI. NLERE

Proteins: Structure Il, Property Il, Function Il, Engineering I, Heme proteins

TnaC OFEFREILICEKEL =T L— LD T b ORER

Analysis of the frameshift depending on ThaC-mediated ribosome stalling

ORI, BUR 15, it B& GOk - Bedk)

Tomoki Shinozawa, Ryo lizuka, Takashi Funatsu (Grad. Sch. Pharm. Sci., Univ. Tokyo)

AR L
TUEARTIVTERBERIVIIMEF XD TP —EICE B REKRFERDOELICEELT7 I /B
HEDREE

Identification of amino acid residues essential for high production of hydrocarbons in aldehyde
deformylating oxygenase from cyanobacteria

OIHE a1, Ak BB Bk 534712 (0K - AL - RaEREE, 200K - 21 - Iyn)

Hisashi Kudo!, Yuuki Hayashi', Munehito Arai'? ('Dept. Life Sci., Univ. Tokyo, *Dept. Phys., Univ.
Tokyo)

2 a0y JEEFROEINICED S BRANTF KD B HEE DM 514 O ST

Potential Fiber-Forming Regions in the Dragline Silk of Nephila clavata Possess a B-Structure
Ol #5, M4 B, A B (2L THERER)

Yuki Yamawaki, Shinji Hashimoto, Masatoshi Saiki (Department of Applied Chemistry, Faculty of
Engineering, Sanyo-onoda City University)

EERF cMyb EEFEIAT I FAN—L2—CBP D KIX KX 1 > EDHEEAEBEET ZNTF
DEERYERET

Rational design of peptides that inhibit interaction of the transcription factor c-Myb with the KIX
domain of CBP

OF= s B !, b D5 1 HEJE DI 1, bk B L, 00k 5940 12 (0K - M aUqb - AedwBedis, 280K -
- Pyan)

Shunji Suetaka', Yoshiki Oka!, Tomoko Kunihara!, Yuuki Hayashi', Munehito Arai'? (' Dept. Life Sci.,
Univ. Tokyo, *Dept. Phys., Univ. Tokyo)

2377 37/ I Argonaute2 M N K37 I O 1 NI REEE 5D

N-terminal residues of Drosophila Argonaute2 possess the ability to form amyloid fibrils

ORCH WS, FJ5 3, /ANR B A 1, B ek, YR SEEF, AT BORER GROKEE - B - 4:#)
Haruka Narita, Makoto Kuwabara, Tomotka Komori, Ryo Murakami, Tomohiro Shima, Mikiko Siomi,
Sotaro Uemura (Grad. Sch. Sci., Univ. of Tokyo)

fKE# (Coffee Break) 14:42-14:48
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1K1448*

1K1500*

1K1512*

1K1524*

1K1536*

1K1548*

KREMS NV E c-Jun DRBEBNEHEFEIAT 7 FN—2 CBP D KIX KX 1 > EDEEER
Structural analysis of the intrinsically disordered c-Jun and its interaction with the KIX domain of
the transcriptional coactivator CBP
Ol 20 R 0 1, 2w Brt IS 7 1 Ak A 1, ik 4 12 (VHORBE - #ea b - Aady
BREE, 2HOK - B - B
Satoru Yoshizaki!, Yuma Suematsu!, Shunji Suetaka', Tomoko Kunihara!, Yuuki Hayashi!,

Munehito Arai'? (\Dept. Life Sci., Univ. Tokyo, *Dept. Phys., Univ. Tokyo)

D AT A CERBEOBRLESHIFIEY 5 SOD1 DREX H=Z A

Roles of cysteine oxidation as a signal for degradation of SOD1

OZegi 1, il 5 23 BRI B 23, ) BB CBEIE - BT - AL, 20 TR R0 7 A 7 4,
SHRIER)

Ttsuki Anzai', Atsushi Mukaiyama??, Shuji Akiyama2-, Yoshiaki Furukawa' (‘Dept. of Chem., Keio Univ.,
2CIMoS, IMS, 3SOKENDATI)

Mycoplasma mobile DiBFEIZWAEE Gli123 2 N7 BEDOEBEZEE

Structural change of Gli123 protein, essential for Mycoplasma mobile gliding

Oz MY, R AESE 12, 0T 024, 3k 5594 3, s BN 22 (VRBRT S2 K5 BEBE, 2RBli sz R
A TR ZERRAE, SRURUR Y R BERR & SULIFZE 4, 4BLAF SPring-8)

Daiki Matsuike', Yuhei Tahara'-2, Tasuku Hamaguchi'->#, Munehito Arai’, Makoto Miyata'? ('Grad. Sch.
Sci., Osaka City Univ., 2OCARINA, Osaka City Univ., *Grad. Sch. Arts and Sci., The Univ. of Tokyo,
4SPring-8 center, RIKEN)

BEEENVBEOBEMEBEREMICENLS ICHETHDL ? :WAXS RUFSANS (2L 5 4
PN EOLEEMRUHATHOHE

How do sugars affect protein solvation and structure stability? : WAXS and SANS studies of
chemical and thermal denaturation of proteins

OWRF I, *FIE Jaid (BRI - BEBLLY)

Satoshi Ajito, Mitsuhiro Hirai (Grad. Sch. Sci. and Tec., Univ. Gunma)

T4 7070— - 75y aFimaasiEE A RN NO BITTEESE O fiE UG OB 8
Direct observation of the enzymatic reaction catalyzed by an integral membrane NO reductase
using microflow-flash IR spectroscopy

O L W2, ARF 58 3, BPA Tk !, F3R S0F L AR A L B 978 1 EE RE 12

B RN 1 AR B 12 (URIROR - BEAR MR 2BIAE - BRI, SR AR - BER)

Hanae Takeda'?, Tetsunari Kimura?®, Takashi Nomura!, Shoko Ishii!, Akiko Matsubayashi',

Azusa Yokota!, Takehiko Tosha!2, Yoshitsugu Shiro!, Minoru Kubo'? (!Grad. Sch. Lif Sci., Univ. Hyogo,
2SPring-8 Center, RIKEN, *Grad. Sch. Sci., Kobe Univ.)

all-a 2> NVBEOTH A >

Design of all-a proteins

OAENR it 12, /ek B2 3, SR AERT 4 AR AR E 3, /vbk AR 2, /Mg B 125, A I i 4,

JHRJEL B 3, v BIRE 2 A HE LS (RRIER, 2R AR B BGERYE, SBOK - AR, AT 38K - BRAEIESE
Bt 555 F-HF)

Koya Sakuma'?2, Naohiro Kobayashi?, Kano Suzuki*, Toshihiko Sugiki®, Naoya Kobayashi?,

Takahiro Kosugi'?>, Takeshi Murata®, Toshimichi Fujiwara®, Rie Koga?, Nobuyasu Koga!>>
('SOKENDAI, >NINS ExCELLS, 3Institute for Protein Research, Osaka Univ., *Dept. Sci. Chiba Univ.,
SNINS IMS)
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1L1330*

1L1342*

101354~

1L1406*

1L1418*

1L1430*

1L1448*

1L1500*

13:30~15:36 L £ (D23) ~Room L (D23)
ILEBE : EEHAEERI L. I, EHE - BIROLERT

Proteins: Structure-function relationship Il, Property Ill, Measurement & Analysis |

Theoretical Study on the Contribution of Spin Structure to Redox Potential of [2Fe-2S] Core
Cluster from Iron-Sulfur Proteins

Isman Kurniawan'?, Kazutomo Kawaguchi!, Mitsuo Shoji®, Toru Matsui®, Yasuteru Shigeta®,

Hidemi Nagao' (\Div Mathematical and Physical Science, Kanazawa University, 2School of Computing,
Telkom University, Indonesia, *Center of Computational Science, University of Tsukuba, *College of
Chemistry, University of Tsukuba)

PFEOZHEEAVE4DOOERE T 73U —IC &3 U U EMER B OMEE

How proteins recognize a phosphoserine residue: diversity and heterogeneity in different
protonation states revealed by MD simulations

O i Sfeiiy 1, B KA 1, A o7 12 (0K - I, 280K - ERHI)

Raiji Kawade', Daisuke Kuroda', Kouhei Tsumoto'? ('Grad. Sch. Eng,. Univ. Tokyo, *Med. Sci. Inst.,
Univ. Tokyo)

FE7OZXTYU—ICLBY 7 0OL PAS0 EXTERORLETRE EBEREOHY TU T
Coupling of redox and structural states in cytochrome P450 reductase via dielectric allostery
OffiRs Fok, ok BN, KB 4, &5 Ot (K - WEIsY)

Mikuru lijima, Takato Sato, Jun Ohnuki, Mitsunori Takano (Dept. of Pure & Appl. Phys., Waseda Univ.)
Crystal Molecular Dynamics Simulations to study the dynamics of presequence peptide in
Crystal Contact-Free Space

Arpita Srivastava', Florence Tama!?3, Daisuke Kohda*, Osamu Miyashita? (!Grad. Sch. Sci., Univ.
Nagoya, *Cent. for Comp. Sci., RIKEN, 3Inst. of Trans. Bio-molecules, Univ. Nagoya, *Med. Inst. of
Bioregulation, Univ. Kyushu)

Molecular dynamics coupled with virtual system for effective conformational sampling
Tomonori Hayami'2, Takuya Shimato®, Haruki Nakamura*, Kota Kasahara®, Junichi Higo® (\IPR, Osaka
Univ., >Grad. Sch. Fro. Bio., Osaka Univ., *Grad. Sch. Life Sci., Ritsumeikan Univ., *NIG, ROIS, 3Coll. Life
Sci., Ritsumeikan Univ., °Grad. Sch. Sim. Studies, Univ. Hyogo)

BRMEEF EF-1a RV EFL O A > 2 U JETIVIBERET

In silico structural analysis of Elongation factor-1 alpha and Elongation factor-like

O WUARRR |, FEIE 22 2, EH FH2 (5K - B - HB P, 25k CCs)

Kotaro Sakamoto', Megumi Kayanuma?, Yasuteru Shigeta (' HBP, Univ. of Tsukuba, >)CCS, Univ. of
Tsukuba)

fREL (Coffee Break) 14:42-14:48

B HZETIWVOIRICEBINFRAL L EONTEDT =T 1 > THBOTFA
Prediction of folding mechanisms of multi-domain proteins by an extended statistical
mechanical model

OXF #3611, Hrk 5742 12 (0K - B - B 200K - a0t - A dndid)

Koji Ooka', Munehito Arai'? (\Dept. Phys., Univ. Tokyo, *Dept. Life Sci., Univ. Tokyo)

NMR study of N-terminal SH2 domain of phosphatidylinositol 3-kinase and its interaction with
CD28

Yuhi Hosoe!, Satomi Inaba'2, Yohei Miyanoiri®, Hisayuki Morii*, Masayuki Oda' ('Grad. Sch. Life
Environ. Sci., Kyoto Pref. Univ., 2JASRI/SPring-8, >IPR, Osaka Univ., *College Liberal Arts Sci., Tokyo
Med. Dent. Univ.)
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1L1512*

1L1524*

1M1330

1M1342

1M1354

caged-GTP & AU\ /=B FE & NMR EBZEILDE= 4 > JIC &k 54  BIZFEY Ras D
GTP KA FHERRIC & 2 BEZE (L DR

Conformational changes on GTP hydrolysis of oncogene product Ras revealed by monitoring of
time-dependent NMR signal using caged-GTP

OFRJE 2 |, M SOHE | AR BB 2, Ik 3, itk BT 4, 2% — R0 Y, bR 2, BB 53,

Es R T (hE K& BERHEEMT A 2 N— v 3 v AR Bl SRR R gE v & —, 4B
T BRI e~ & —.)

Chika Hagihara', Yoshiteru Makino!, Shigeyuki Matsumoto?, Takashi Kawamura?, Eriko Nango®,

Ichiro Mori!, Tohru Kataoka?, Takashi Kumasaka?, Fumi Shima! ('Grad. Sch. Sci. Tec. Innov., Kobe Univ.,
2Grad. Sch. Med., Kobe Univ., 3SPring-8, JASRI, *RSC., RIKEN)

An Initial Interaction Difference between Bombinin H2 and H4 on Leishmania mimetic
membrane

Batsaikhan Mijiddorj', Shiho Kaneda!, Hisako Sato®, Yuki Kitahashi', Namsrai Javkhlantugs?,

Akira Naito!, Kazuyoshi Ueda', [zuru Kawamura! (!Graduate School of Engineering, Yokohama National
University, Yokohama, Japan, *School of Engineering and Applied Sciences, National University of
Mongolia, Ulaanbaatar, Mongolia, *Graduate School of Science and Engineering, Ehime University,
Matsuyama, Japan)

13:30~15:24 M=% (E21) Room M (E21)
IMERE : BEL. SEHAEHEEL, YEV

Proteins: Structure I, Structure-function relationship Ill, Property IV

EFRNAEMIRICE S ol BEEEREOEFEREFRBIEOMRE

Interaction Mechanism between a,-Acid Glycoprotein and Membrane Characterized by
Vacuum-Ultraviolet Circular-Dichroism Spectroscopy

OB Jo—, AR B W3, 1000, J10 3E ULk - )

Koichi Matsuo, Hirofumi Namatame, Masaki Taniguchi, Kunihiko Gekko (HiSOR, Hiroshima Univ.)
BFET 2 2N HE KaiC D C1 U > JDOBEZE(LD KaiB EDEEDE A I T %5
Conformational rearrangements of the C1 ring in KaiC measure the timing of assembly with
KaiB via a conformational selection mechanism

Ol J& 12, ity 362 12, I Sl 3, i 2293 4, Bl 535 12 (VERFE A RFFe e 55 1R~ o
I, BEHER, SBOK - &AW, 40Kk - B

Atsushi Mukaiyama'-2, Yoshihiko Furuike!?, Eiki Yamashita®, Takao Kondo*, Shuji Akiyama'? ('Inst. for
Mol. Sci., >The Grad. Univ. for Adv. Studies, *Inst. for Protein Res., *Div. of Biol. Sci., Grad. Sch. of Sci.,
Nagoya Univ.)

RXRa VA FIEE N A AV HBHEFRER/NN—2 vV PIZR M EDEEHREEBE
Crystal structure of the tetrameric ligand binding domain of RXRa complexed with a novel
synthetic partial agonist

B HEE D OWABE, 7Y% T2 | bl HE 4 AR B LK 28 25 S,
THRJEL SR 5, Ik S, R AU 4, e B0 3, R RIS, A IR 126 (\SLE0K, 2AMED-
CREST, JEEFHERL K - BEAF, 4R IR - ST R38R, SRR - BEEE B 3., O3 H0K - Rk T-0i%E
try—)

Yurina Miyashita'-2, Nobutaka Numoto?, Sundaram Arulmozhiraja', Shogo Nakano®, Naoya Matsuo!,
Kanade Shimizu', Osamu Shibahara®, Michiko Fujihara’, Hiroki Kakuta®, Sohei Ito*, Teikichi Ikura’,
Nobutoshi Ito?, Hiroaki Tokiwa'>® ('Rikkyo Univ., 2AMED-CREST, *Medical Research Inst., Tokyo
Medical and Dental Univ., *Sch. of Food and Nutritional Sci., Univ. of Shizuoka, *Grad. Sch. of Med. Dent.
and Pharm. Sci., Okayama Univ., *Research Center for Smart Molecules, Rikkyo Univ.)
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1M1406

1M1418

1M1430

1M1448

1M1500

1M1512

101330*

MBI G NRT2-NAR2 HA A OERIEE

Crystal structure of plant high affinity nitrate transporter NRT2 in complex with the accessory
protein NAR2

OfEH B0 V2, F4 BE—RB 1 B ALY 2, K8 M2 A B (0K - BEsl, 2BEEK - 3)
Masahiro Fukuda'2, Ryuichiro Ishitani', Mariko Yokogawa?, Masanori OsawaZ?, Osamu Nureki! ('Grad.
Sch. Sci., Univ. Tokyo, 2Fac. Pharm., Keio Univ.)

EMRIEE S N BT HERETICE T A EERERELEF ST HVF-ECT
Optimization of high-pressure freezing and new radical doping for neutron protein
crystallography by dynamic nuclear polarization

FHAR XK, B B 1, Ik HEE L A2 B, O/ A G 12 (ORI BEER L, 25k 7 1 v
T4 T)

Kouji Aoki!, Ryusuke Arai', Kohei Kato!, Rei Sugiyama!, Ichiro Tanaka'? (\Grad. Sch. Sci. and Eng.,
Ibaraki Univ., *Frontier Ctr, Ibaraki Univ.)

hiE FAERMHE R BRI EBELIC L 2 EREDY IV F R — Va1 F 37 ZBIE

The multiscale dynamics of proteins measured by quasielastic neutron scattering and dynamic
light scattering

OB 15 1, ARE BN 1 ITHF SHB 1 S 2 (MR TR Bl i JE B FE AR, 21-PARC £ > & —)
Satoru Fujiwara!, Tatsuhito Matsuo', Fumiaki Kono!, Kaoru Shibata? (' QuBS, QST, 2J-PARC Center)

fRE (Coffee Break) 14:42-14:48

FrIOLBEBRICEZ 7O R TE, BREESICL>THEEINZ 2NV ERBEE
ICE>THEICHEEA TN

Structure changes induced by O,-binding tightly regulate the proton-pumping of cytochrome ¢
oxidase

OEH BUR |, AR R 2 B i3, B HIRJ 2, AR Bk 45, HNEW 5 (MR K - e, 22T -
SPring-8, 3Ei MR EEM, 4BROK « ZREVBT, SIRIEK - A 4B - ¥ aff)

Atsuhiro Shimada', Minoru Kubo?, Seiki Baba®, Hideo Ago?, Tomitake Tsukihara*?, Shinya Yoshikawa’
(‘Fac. Appl. Biol. Sci., Gifu Univ., 2RIKEN, SPrng-8, *JASRI, *Inst. Protein Res., Osaka Univ., >Picobiol.
Inst., Grad. Sch. Life Sci., Univ. Hyogo)

Finding potential 3D biological shapes for a small number of XFEL diffraction patterns

Sandhya Premnath Tiwari', Osamu Miyashita', Florence Tama'2?3 ('Riken Center for Computational
Science, 2Department of Physics, University of Nagoya, *Institute of Transformative Bio-molecules,
University of Nagoya)

BRNFERICHE T 3 XBEHEFL - —BFGROEERFFE

Quantitative evaluation of the diffraction images for single particle analysis by X-ray free
electron laser experiment

OhF ERLETH,Yazyr AF5EH 2L F< 700y A 34 (I FH5ERHA e & ~

% —, 2IMPMC, Sorbonne Univ. CNRS, UPMC Univ Paris 6, MNHN, IRD, 3417 & K Be B2 58 F, 444
HEANS VR 74— F 4 THGS T

Miki Nakano', Osamu Miyashita!, Slavica Jonic?, Florence Tama!-# ('R-CCS, 2IMPMC, Sorbonne Univ.
CNRS, UPMC Univ Paris 6, MNHN, IRD, *Grad. Sch. Science, Nagoya Univ., *ITbM, Nagoya Univ.)

13:30~16:00 O £i5 (D32) Room O (D32)
10 JEF15 - 5HEl - BIEBEMFE Nonequilibrium, Measurement, Mathematical Biology

HNEDRYEHICHTHIETHRORKEEY I1L—23>

Long-time simulation for the traveling direction of a microtubule in motility assays
Ol R, e 2 A —F GRILK - BELY)

Ryota Shinagawa, Kazuo Sasaki (Grad. Sch. Eng., Tohoku Univ.)
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101342

101354

101406

101418

101430*

101448

101500

101512

101524*

X2 UREBNEOEREER)ICH T B FEEHEEERORE

The role of steric interaction in collective motion of microtubules driven by kinesins

OFH BT 1, W H 2, V61 A& T8 il |, /NE 58 2, Kos 5AR 2 (TBOK - B, 215 s BT
Fir i)

Sakurako Tanida', Ken'ya Furuta?, Kaori Nishikawa', Tetsuya Hiraiwa!, Hiroaki Kojima?,

Kazuhiro Oiwa? ('Grad. Sch. Sci, The Univ. of Tokyo, *NICT)

BRIHARENAETI FIA2 FIVORBN SIGERR EBIFREOHE N

Periodic contraction of actomyosin gel and nucleus-like cluster positioning in a confined
geometry

OYUA FEAR N, S it 2, HH38 B0, A 15— 3, /0% A | B N 45 (JURBERE, 200K B,
SRRELT, UK EVAE, SHURED)

Ryota Sakamoto!, Tetsuya Hiraiwa?, Masatoshi Tanabe®, Shin'ichi Ishiwata®, Yusuke Maeda!,

Makito Miyazaki*® ('Dept. Phys., Kyushu Univ., >Dept. Phys., Tokyo Univ., *Dept. Phys., Waseda Univ.,
4Hakubi Cent. Kyoto Univ., >Dept. Phys., Kyoto Univ.)

ELZRITICH T 2 AR & B AFN B IHETEERIFR

Information geometry and thermodynamic uncertainty for biochemical process

OfftitE Bt (b k% - FFHARF9ERT)

Sosuke Ito (Hokkaido Univ. RIES)

Chemical potential formalism for polymer entropic forces

Hong-Qing Xie, Cheng-Hung Chang (Institute of Physics, National Chiao Tung University, Taiwan)

A new measure of the interrelation of cellular phenotypes in cellular reproductive systems
Shunpei Yamauchi, Yuichi Wakamoto (Graduate School of Arts and Sciences, University of Tokyo)

fRE (Coffee Break) 14:42-14:48

A robotic system for combining single-cell RNA-seq with live cell imaging

Taisaku Ogawa', Tomokatsu Ikawa>3, Katsuyuki Shiroguchi'** (\RIKEN BDR, *RIBS, Tokyo Univ of Sci,
3RIKEN IMS, *JST PRESTO)

TEEIMEO £ M P SFiRE ORREEERET

Time-series analysis of metabolic responsiveness to the oral glucose intake

O 5 A T 1, RIR ORI 2, i s 1 52 A 3, KA AR L, Pl W 4, =3k sk 4,
B B (O - PR, ZHORHRERE - ) N SIUINK - AR ARBE IR ST, 4B IEK - Jedi A ARk
)

Suguru Fujita', Yohei Sumitomo!, Yasuaki Karasawa?, Masashi Fujii', Shinsuke Uda3, Kaoru Ohashi!,
Akiyoshi Hirayama®*, Tomoyoshi Soga®, Shinya Kuroda' (\Grad. Sch. of Sci., Univ. of Tokyo., 2Rehab.
Med., Univ. of Tokyo. Hosp., *Med. Inst. of Bioreg., Kyushu Univ., *Inst. for Adv. Biosci., Keio Univ.)
1RO Lifespan SBAFICET 7=~ 1 7 OFRFT /N1 A DB

A two-story structured microfluidic device (WormFlo) toward recording of C. elegans motion
during lifespan at the video-rate

O B0 1, S 3245 2, e 355 2, AR Bk 34 (RGHER - BEL, 230 - FDE, SR - L - B8
W, “HHER - MNTC)

Yusaku Ikeda', Yukinobu Arata?, Yasushi Sako?, Hiroshi Kimura®* (\Grad. Sch. Eng., Univ. Tokai, *Wako
Inst., Riken, 3Dept. of. Mec. Eng., Univ. Tokai, *MNTC., Univ. Tokai)

HRARBNRIEICE T 2EPFERST A F I 7 ADBGROREEH

Study on the relationship between macromolecules and thermodynamics in intracellular
microenvironment

O MR !, BIEE BAZE 12, i S (CREURR A B AR 2E R, 2R Rl IR BB & & 2%
)

Masaharu Takarada', Kohki Okabe'?, Takashi Funatsu' (!Graduate School of Pharmaceutical Science,
The University of Tokyo., >PRESTO, JST)
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101536*

101548*

1Q1330*

1Q1342*

1Q1354*

1Q1406*

1Q1418

1Q1430

B—#RRICEIZI I NUTO42070 bR FiEEOESSH
Sequential imaging of four proton pump activities of mitochondria in a single cell
ORIAR JET, KH #i (RRISKEE K

Hiroko Kashiwagi, Yoshihiro Ohta (Ohta. lab., Grad. Sch., Univ. Noko)
—NFRBBEINICL RGP TIREDBEL LBV NTEDOT D 2V
Wash-free digital protein detection method by single particle tracking analysis
OFRR R 12, B3 AT 1 (0K - BRIL, 22 A X v 7 A (k)

Kenji Akama'-2, Hiroyuki Noji! (!Grad. Sch. Appl. Chem., Univ. Tokyo, 2Sysmex.corp.)

13:30~16:00 Q=% (D34) . Room Q (D34)
1Q #%E - [BEHEE - 4/ L& Nucleic acid, Bioinformatics, Genome biology

DNA BIEEFK & AV BER DNARE 2> NIVBEDRS (T 1 » TEBHDER FHE
Single-molecule investigation of the sliding dynamics of architectural DNA-binding proteins
along crowded DNA using DNA garden technique

OXM #7512, Johnson Reid C., wiffy M 1, G0 i A 1 (VUL K22 ST BRI 7807, 2R R PR
Sl AR, 3H ) 7 A V= T RFE T U E L AK)

Kana Ouchi'?, Reid C. Johnson?, Satoshi Takahashi!, Kiyoto Kamagata' ('IMRAM, Tohoku University,
2Grad. Sch. Life Science, Tohoku University, 3UCLA)

ATHET /NS ZAICHA L =R DNA 1 9FH 5 OBEEFHRR

Gene expression from a single large DNA encapsulated in artificial cell device

OWEA &N, BUF s 1 oKUKk 1E3 2 Wl AT 1 (0K - BEL - i, 23280k - B - A=)
Yuto Ochiai', Hiroshi Ueno!, Masayuki Su'etsugu?, Hiroyuki Noji! ('Dept. Appl. Chem., Grad. Sch. Eng.,
Univ. Tokyo, *Dept. Life Sci., Col. Sci., Rikkyo Univ.)

DRTIFLERNTURTTIFUILED DNANDEL 315 : DNA BRIBE & BIEFRR
Different effect between cisplatin and transplatin on the higher order structure of DNA and gene
expression

O AR BB SHN AT R a2, S F— 1 OREAL A ay EE R TERE, 28HE BE SR o K 2
Bt

Toshifumi Kishimoto', Yuko Yoshikawa!, Seiji Komeda?, Kenichi Yoshikawa' (\Grad. Sch. Life Med.
Sci., Univ. Doshisha, *Fac. Pharm., Univ. Suzuka. Med. Sci)

Elucidating transcriptional mechanisms of NF-kB target gene expression based on various
sequence data

Minami Ando, Shigeyuki Magi, Kazunari Iwamoto, Mariko Okada (Institute for Protein Research, Osaka
University)

BEMEME Vibrio alginolyticus 4 ¥ (138-2, VIOS5, YM4, YM19)(D 4/ Ligis LB AR
Comparative analysis of whole genome structure of marine bacteria Vibrio alginolyticus spp.
strains 138-2, VIO5, YM4 and YM19

ORI FRJe !, FRgE ZoR !, LI — 88 1, vhlif 2oz !, v ke Mg 2, /NG 3R] 2, AR GER 2 (M ER
R T IR, 24 B R R b B SE L)

Kunio Thara', Keita Inaba', Kazuma Uesaka!, Masayuki Nakamura!, Noriko Nishioka?, Seiji Kojima?,
Michio Homma? ('Nagoya University Center for Gene Research, >Nagoya University Graduate School of
Science)

Discovering novel functional genome structures in Dengue and Zika viruses through experiment
and multi-scale modeling

Roland G. Huber!, Yue Wan?, Peter J. Bond! ('Bioinformatics Institute (BII), Agency for Science,
Technology and Research (A*STAR), >*Genome Institute of Singapore (GIS), Agency for Science,
Technology and Research (A*STAR))

PKE (Coffee Break) 14:42-14:48
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1Q1448*

1Q1500

1Q1512*

1Q1524

1Q1536*

1Q1548

2A1400

2A1412

EFINRTFREAVEMD Y Iab—Y a3 ilk3ES N VEEEBERICILZTO-
PRIFYTHEO%RE

Influence of cholesterol on membrane protein complex formation by molecular dynamics
simulations with model peptides

OB Y, SRR TR 1 Ay R 2, R 3600 2, Wfl il ' (a2 awfigk - Adwfbar, 20KBE -
)

Hayato Itaya', Kota Kasahara!, Katumi Matsuzaki?, Yoshiaki Yano?, Takuya Takahashi! (' Coll. Life Sci.,
Ritsumeikan Univ, *Grad. Sch. Pharm.Sci., Kyoto Univ)

Chiral selectivity mechanism on aminoacylation of an RNA minihelix examined by molecular
dynamics simulations

Tadashi Ande', Koji Tamura? ('Dept. Appl. Elec., Tokyo Univ. of Sci., 2Dept. Biol. Sci. & Tech. Tokyo
Univ. of Sci.)

AN B FUS OHEE - BERKICET 29 F8HAEIaL—-Ya>

Molecular dynamics simulations of liquid droplet and aggregation formations of protein FUS
O=pi w0, SUs R, &G it QLR - d:dy)

Hiroki Terazawa, Kota Kasahara, Takuya Takahashi (Coll. Life Sci., Ritsumeikan Univ)
REZBERVWES /LY =TI ADY 7 A2 — R

Graphical Classification of DNA Sequences of using Deep Learning

O= &, BY Bl |, Bdk A2 IR 54 2, I 88— 3, Hiid 22 4 (CRBOREEIBR IR TR
= PRBRY - SR AER TR, KBRS - SN E B TERRRE, RIR - 77— E )
74 =70y 14 7HE)

Jun Miyake!, Shunsuke Baba!, Masato Shimabayashi?, Shuya Yamamoto?, Seiichi Tagawa?,

Hirohiko Niioka* (!Global Center for Medical Engineering and Informatics, Osaka U., 2School of
Engineering Science, Osaka U., >Open and Transdisciplinary Research Initiatives, Osaka U., *Institute for
Datability Science, Osaka U.)

Za—=xy  I—=U&RAWE2 /N7 & N-gram ECSIBEMHEEEROF#l

Predicting interactions between N-gram sequences in proteins by using Neural Network
O3k B 1, SN HR 2, Wil it 2 (SR - BE - idy, 2Larfi R - i)

Ryohei Kondo', Kota Kasahara?, Takuya Takahashi’ ('Grad. Sch. Life Sci., Ritsumeikan Univ., *Coll. Life
Sci., Ritsumeikan Univ.)

ERENHEECWEEICREL S35/ LU 7 2 POZEIR EfRIT

Extraction and analysis of missense variants with possible impact on protein structure and
function

O #hiz 123 (LK - BEEE, 2HALK - A 7, SRR - Bl

Matsuyuki Shirota'>? (\Grad. Sch. Med., Tohoku Univ., *ToMMo, Tohoku Univ., *Grad. Sch. Inform. Sci.,
Tohoku Univ.)

2HB (9R 168 (H)) /Day2 (Sep. 16 Sun.)

14:00~16:30 A =35 (B11) Room A (B11)
2A Hif &= EYZRERE. Cell biology

Cell-size dependent polarity dynamics revealed by high-throughput imaging and machine
learning analysis

Akihiko Nakajima', Motohiko Ishida?, Taihei Fujimori?, Ayaka Matsumoto?, Satoshi Sawai'- (! Comp.
Sys. Biol. Cent., Univ. Tokyo, *Grad. Sch. Arts. Sci., Univ. Tokyo, *Dept. Biol., Univ. Tokyo)
Elucidating pathogenesis of congenital muscular and neuronal diseases caused by defective
membrane remodeling of dynamin GTPase

Tetsuya Takeda, Kenshiro Fujise, Yuta Nobunaga, Hiroshi Yamada, Kohji Takei (Grad Sch Med Dent
Pharm Sci, Okayama Univ)
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2A1424

2A1436

2A1448

2A1500

2A1518

2A1530

172 b—ib) CEEERBMROMBEAECHBLRROBHEER N X —T > JICL 28T
Super-resolution imaging analysis of self-organization mechanism in phosphoinositide signaling
system on the cell membrane

OReh] HLFE 12, A $68 12, fE R Akt 2, Bk 2% 12, B B 12 (VERET - A ArbRRERL A gE £ >
&= 2K - B drbiRE, SR REK - 1E)

Satomi Matsuoka'?, Hiroaki Takagi'?, Seiya Fukushima?, Yukihiro Miyanaga'??, Masahiro Ueda'-?
("BDR, RIKEN, *Grad. Sch. Frontier Biosciences, Osaka Univ., 3Sch. Med., Nara Med. Univ.)

Ras &k#FHICfES ©h B PIP3 BHE/N Y — U R OBEEETIVE

Observation and modeling of Ras dependent PIP3 localization pattern formation

Off B FRtl !, A8 f H922, B B 23 (BOK - B2, 2885F BDR, 3BCK - i)

Seiya Fukushima', Satomi Matsuoka?, Masahiro Ueda®? ('Grad. Sch. of Sci., The Univ. of Osaka, *Riken
BDR, 3Grad. Sch. of Frontier Bio-Sci., The Univ. of Osaka)

EMEG 2NV EEBRSERIBRERENICZERGC 2 N7EOFIEBEEUEZ TE
1L > 2 &R T

Chemoattractant receptor-mediated activation, membrane recruitment and capture of G proteins
enable wide range chemotaxis

OBk Z58 ", b B—HE2 il F—3, L BE 2 ORRKRERER A et e rt, 2B b mf
ZERT A B RE R SE O & — 3BTRS A BREER)

Yukihiro Miyanaga', Yoichiro Kamimura?, Hidekazu Kuwayama?, Masahiro Ueda'? (' Graduate School
of Frontier Biosciences, Osaka University, >RIKEN Center for Biosystems Dynamics Research, *Faculty of
Life and Environmental Sciences, University of Tsukuba)

CLIP-170 3 MR EBRRE TR L /NI BEE T I AMAENT LIS KV oiE THEFESRLICE TS
FAEOHBRREADEEZHEL TV3

CLIP-170 is essential for MTOC repositioning during T cell activation by recruiting proteins to
the plus-end tracking on the cell surface

RS L PR S L I ASET L2, Ok ARt (RIDK - Ay Bl LA RE, 20l K - BEkds)
Wei Ming Lim!, Yuma Ito', Kumiko Sakata-Sogawa'-?, Makio Tokunaga' (!Sch. Life Sci. Tech., Tokyo
Inst. Tech.,*Grad. Sch. Agr. Sci., Tohoku Univ.)

fKE8 (Coffee Break) 15:12-15:18

KBEE(EHICEECEIED CW bias 21 LML —X &R B/NT X — 2%, BEELEEO
OD600 f&E(#HRI ¢ 3

Parameters describing CW bias time traces of adaptation of chemotaxis of cells of E. coli
correlate to OD 600 value at cell culture stop

OHp A B ASE | FEA ZU% 12 I8 FIBA 12, /N J88 U (MG GBS RTeRME Tl i geit
FKHK ICT WEFET, 200 IR 7 K %)

Hiroto Tanaka', Yasuaki Kazuta!, Risa Tsubomoto'?, Kazuhiro Oiwa'?, Hiroaki Kojima' (\KARC, NICT,
2University of Hyogo)

bt MNEFEISEICHEEEZ BHKEATORE

Hydrostatic pressure threshold for the reduction of human sperm maotility

FH g D2 AR WGk L, R R 2, ARAR BN 2, R A |, ORI 2236 1, Ui RE3E 2 (VR 1L R
KEF L AFER A AR ARk, 200 IR 2K 2 B B i 3 A A8 A T 2E )

Noriki Tanaka'2, Saori Nishina!, Ayano Fujita?, Masatoshi Morimatsu?, Yuka Asano!, Koji Matsuura',
Keiji Naruse? (' Department of Biomedical Engineering, Faculty of Engineering, Okayama University of
Science, >Cardiovascular Physiology, Graduate School of Medicine, Dentistry and Pharmaceutical
Sciences, Okayama University)
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2A1542

2A1554

2A1606

2A1618

2C1400

2C1412

2C1424

AT ) LA F 2 &N U B FHEERTEHEICH TS5 cAMP OFAEHR

cAMP modulates Ca%-mediated regulation of sperm flagellar waveform

O5 /NG 1, S8 R— 2,1 A3 2, I 98l 3, I3 IR 4 AndE — 95 1 (VK - T R i, 23090
K-BAFF2R Y5 —F v R0 4BHEK - H)

Kogiku Shiba!, Taichi Sakano?, Toshiaki Furuta?, Eiji Fujiwara’, Shoji A. Baba*, Kazuo Inaba! (! Tsukuba
Univ., Shimoda Marine Res. Ctr.,*Toho Univ., Fac. Sci., >Documentary Ch. Co. Ltd., *Ochanomizu Univ.,
Fac. Sci.)

WEI 7 INESFADERMICH T 2HEEHAH

Regulation of flagellar motion for phototactic turning in Chlamydomonas

P BT IR BRI 2 RER RT3, A !, OF AR — 1 (RIDK - {LAEHE, 288 BDR, = 2 —
=V KRFET Ny 7)) V%)

Masako Nakajima!, Takahiro Ide?, Noriko Ueki?, Toru Hisabori!, Ken-ichi Wakabayashi' ('CLS, Tokyo
Tech, >RIKEN BDR, *Brooklyn College, CUNY)

HENAEHEORRFEOEE

Structure of the growing end of the bacterial flagellar filament

AH 8 B SO 2 R FERE 2, B AT 2 R B 2, R A2, e 2, O4H R (R
K- BB 20K - R drbae)

Mamoru Kida', Fumiaki Makino?, Miki Kinoshita?, Tomoko Miyata?, Takayuki Kato?, Tohru Minamino?,
Keiichi Namba?, Katsumi Imada' (\Grad. Sch. of Sci., Osaka Univ., >Grad. Sch. of Front. Biosci., Osaka
Univ.)

FIiF &0 5 RE S h - lENAE L I B = — FILEEGOBEEUMHE

Similarity between the bacterial flagellum and the type Ill injectisome revealed by the X-ray
crystal structure of FIiF fragment

O EZ !, AR BT 23, /N 3k 2, KRR 852, 40 BE T (BOK - B - &1 FkE,
20K - BEB - A B SHK - RIE Y S —)

Norihiro Takekawa', Mayuko Sakuma??, Seiji Kojima?, Michio Homma?, Katsumi Imada' ('Dept. of
Macromol. Sci., Grad. Sch. of Sci., Osaka Univ., *Div. of Biol. Sci., Grad. Sch. of Sci., Nagoya Univ.,
3Radioisotope Res. Cent., Nagoya Univ.)

14:00~16:06 C =% (B21) Room C (B21)
2C FEME - 178 - L22E - 7
Development & Differenciation, Behavior, Chemoreception, Neuroscience

HREMEADBRRROT7 7O—F  IED 171 V RAICLDREM 2 1 TOFRK
Phenomenological approach to cell differentiation: generation of stable cell type by epigenetics
OB T HEH, &7 HE G RFERPER G LI ERE R8RS 5 A B LR 5R)

Yuki Matsushita, Kunihiko Kaneko (The University of Tokyo Department of Basic Science)

E b iPS MIEERRDEEH R OREEERIEER S > 4 LICEIC

Random Migration of Induced Pluripotent Stem Cell-Derived Human Gastrulation-Stage
Mesoderm and endoderm

A K1, I FHOR 1 LI DU L Vo3 > A R R 2 R I3 S, ORI IE T (R
B K, 28 H P A fig 22K, 3 e k)

Yuta Yamamoto!, Shota Miyazaki!, Kenshiro Maruyama!, Minh Le!, Ayumu Kano', Akiko Kondow?,
Shuji Fujii®, Kiyoshi Ohnuma' (\Nagaoka Univ Tech, *Fujita Health Univ, >Hokkaido Univ)

LR — b OPETRERRICEH TS ERKEMENLIZX D/ RE

ERK activity-mediated mechanoresponse in branching morphogenesis of lung epithelial sheet
OB BIE 1, 5 BREE 2 AR H 847 12 (50K - &, 250K - ddfhe)

Tsuyoshi Hirashima', Takuya Yoshida?, Michiyuki Matsuda'? ('Grad. Sch. Med., Kyoto Univ., *Grad.
Sch. Biostudies, Kyoto Univ.)
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2C1436

2C1448

2C1500

2C1518

2C1530

2C1542

2C1554

2D1400

RENZICETS [VFINEFRODETNE] OEHEM

Gravitaxis of "Chlamydomonas model species" in hydrodynamics

OHE »3 & (BHEHFK - B TAR)

Azusa Kage (Dept. Mech. Eng., Toyohashi Univ. Of Technology)

EMZER I SZAI—FRICHTIEXFI U F—CETE T4 —DHE

Effects of the histidine kinase and the adaptor protein on chemoreceptor clustering in the
bacterial cytoplasmic membrane

LU AU !, A AR 1, VAN QEAR 1, AT 285 12, OIS ARE 12 (WEBOK - M, HEBOK - /7
7%)

Tomoya Yamazaki!, Nana Ito!, Masatoshi Nishikawa!, Yoshiyuki Sowa!?, Ikuro Kawagishi'-? (' Dept.
Frontier Biosci., Hosei Univ., ?Res. Cen. Micro-Nano Tech., Hosei Univ.)

AL SEHRT I/ BEMSERDEE

The novel chemotactic transducer MIp3 of Vibrio cholerae mediates serine chemotaxis via a
putative periplasmic binding protein

O B B2k V2, I e 3, 1o FR9E7- 34, Bl g 123, W1l 55— AR 125, )1 AR 123 (B
K- M, HEBOK - 7/ T 7k, REBOK - BRI, RERITE, SErE SRR - S A dr)

Hirotaka Tajima'2, Tetsuya Kawaguchi?®, Kimiko Yamamoto®*, Yoshiyuki Sowa!-?3,

Soichiro Nishiyama'2-, Tkuro Kawagishi'->? (\Dept. Front. Biosci., Hosei Univ., *Res. Cent. Micro-Nano
Tech., Hosei Univ., *Grad. Sch. Eng., Hosei Univ., *Natl. Inst. Agro-Environ. Sci, >Fac. Appl. Life Sci.,
NUPALS)

k8 (Coffee Break) 15:12-15:18

YIRBRT A ZADBREA A —2 2 THEOBF & RMMARZIED X 7 = X LDOREH

Imaging temperature of mouse brain slice reveals the mechanism of ischemic brain edema
ORI 5AE 1, B HEws 1, S8 B8 2, v Sk L = L /D BER T (UK BESE, 2K IEEE)
Kohki Okabe', Yutaka Hoshi', Koji Shibasaki2, Takashi Funatsu', Yuji Ikegaya!, Ryuta Koyama' (' Dept
Pharmac, Univ Tokyo, >Dept Med, Gumma Univ)

EFHRERECH T IERANRHICHT 2RENT - OBRME ERBM

The hierarchical feature and reproducibility of electrical response patterns induced by
sequential inputs in a living neuronal circuit

OAPIBENN 2, T 51 (BIPEAEBE RS LT A480, 2B 2 be Ko Kot 30T 54 28

Haruka Hisauchi?, Suguru N. Kudoh! ('Sch. of Sci. & Tech., Kwansei Gakuin Univ., >Grad. Sch. of Sci. &
Tech., Kwansei Gakuin Univ.)

Voltage-sensitive dye imaging of the interhemispheric neural activity across the anterior
cingulate cortex (ACC) via corpus callosum

Pooja Gusain, Makiko Taketoshi, Yoko Tominaga, Takashi Tominaga (Tokushima Bunri University)
BECA1 CRZRIRN—ZXMRE PBR)WE 74 —FNy7ET4—FT7+T7—FDEES GABA
1EEMRIEZ S

The paired burst facilitation (PBF) of the hippocampus employ the distinct feedforward- and
feedback- GABAergic controls in the circuit

OF/k #&, Bk ¥+ (HBCHK - Aifenr)

Takashi Tominaga, Yoko Tominaga (Inst. Neurosci., Tokushima Bunri Univ.)

14:00~16:18 D %15 (A36) ~Room D (A36)
2D /N F A X —2 > % 1l /Bioimaging Il

Multimodal persistence of antibiotic-stressed Escherichia coli

Miho Fujisawa!, Miki Umetani', Yuichi Wakamoto!->? (\Graduate School of Arts and Sciences, University
of Tokyo, *Research Center for Complex Systems Biology, University of Tokyo, *Universal Biology Institute,
University of Tokyo)

-st12-



2D1412

2D1424

2D1436

2D1448

2D1500

2D1518

2D1530

2D1542

B1, 34T TV L DEBNURK - HRICH T 2HEE | BREE®H 1 9T EBINEIC K 2/

B1 and 3 integrin function in focal adhesion formation and disintegration: unraveling by super-
long single-fluorescent molecule tracking

Ol B, AFIE AR 2, S fl— 3, IR s 4, I BHEA 14 (LR A BU R 2 B K 27, 250
KA VA - AR, MR A OSEKEMIE Y v 7 —, 45K - WH-HRE S AT 298
Taka A. Tsunoyama!, Rinshi S. Kasai?, Kenichi G.N. Suzuki®, Takahiro K. Fujiwara?, Akihiro Kusumi'*
('OIST, *Inst. Frontier Life and Medical Sciences, Kyoto Univ., >G-CHAIN, Gifu Univ., *Inst. Integrated
Cell-Material Sciences (WPI-iCeMS), Kyoto Univ.)

AIEAEY RNA FERITZBOETE O MR AR B ARIE

Intracellular temperature measurement during RNA granule formation for thermal biology

O <A = 1 RER LA 12 Mt k! (HOREE - 38,28 &%)

Beini Shi', Kohki Okabe!?, Takashi Funatsu' (‘Grad. Sch. Pharm. Sci., Univ. Tokyo, 2JST, PRESTO)
Genetically encoded photoswitchable indicators towards super-resolution calcium imaging

Kai Lu, Tomoki Matsuda, Tetsuichi Wazawa, Satsuki Fujiwara, Takeharu Nagai (ISIR, Osaka Univ.)
BfEF 33— NF[BE%& HyperCEST MRI EREI DB

Multiplexed HyperCEST detection of genetically-reconstituted gas vesicle nanoparticles in
human cancer cells in vitro

OZKRES B V23, I BINZET- 4, 7k Ik HLZ% 2 il 307 2, 038 WS 2 AN 53 (O IERM R
/RS Vi B 0 P R, 2BRAF BDR, 3PROK - BEBR 2R, AR EEEIH 2 > & —)

Ryota Mizushima'->3, Kanako Inoue*, Rina Nagai?, Atsuko Iwane?, Tomonobu Watanabe?,

Atsuomi Kimura® (' Dept. nanoparticle translational research, Tokyo Medical Univ.,>BDR, RIKEN, 3Grad.
Sch. Med. , Osaka Univ., *UHVEM, Osaka Univ.)

BIFRARICAET 5 I 42 EHSFOENREETA

Measuring dynamics of individual skeletal myosin molecules located within diffraction limit
space

OF sowl, MH A, L IEAT S0 355 GROETRS: KRBy Rur7et alr B0

Motoshi Kaya, Yuto Ashida, Masahito Ueda, Hideo Higuchi (Graduate School of Science, The University
of Tokyo)

fKE8 (Coffee Break) 15:12-15:18

Microtubule defects, self-healing, and tubulin bond energies with high-speed AFM

Christian Ganser, Takayuki Uchihashi (Nagoya University, Department of Physics)

KEZEY b - REEERNEEAFM EEEB 2 AV A DHMBO—FF 1 TAX =TT
Live Imaging of Single-Molecules under External Force using Tip-Scan High-Speed AFM
Combined with Optical Tweezers

O5H Jofd |, MEH M — 1, 1 £5:2 40 2, o< 30 L, 0 e 1 (MUK - WPI-NanoL ST, 240K -
L))

Motonori Imamura!, Kenichi Umeda!, Shin'nosuke Yamanaka?, Noriyuki Kodera!, Toshio Ando' (' WPI-
NanoLSI, Kanazawa Univ., *Grad. Sch. Math. & Phys., Kanazawa Univ.)

RS A CEEREMBE AV EERORAEFEED S /BRIy EL TFEODRE
Development of nanoscale mapping of surface charge density of lipid membranes by high-
speed ion conductance microscopy

OPBf%E F5 2 1, YUT Hif 2, 20 BBk 2, Wl A5 2 (MeROK - B, 240K - WPI-NanoLSI)
Shusei Kaihatsu', Kazuki Shigyo?, Toshio Ando?, Shinji Watanabe? ('Grad. Sch. Math. & Phys.,
Kanazawa Univ., *WPI-NanoLSI, Kanazawa Univ.)
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2D1554

2D1606

2E1400

2E1412

2E1424

2E1436

2E1448

R T AGEEBEICL S EHRREORE

Observation of Morphological Changes in Nanostructures on Live Cell Surfaces by High Speed
lon Conductance Microscopy

OAuE 157 1, 5B M2, spiln BeZs 2, e Z26e 2, U0 50 2 (VoK - e, 240K - WPT-
NanoLSI)

Satoko Kitazawa', Ayako Housaka?, Takahiro Watanabe-Nakayama?, Hiroki Konno?, Shinji Watanabe?
('Grad.Sch.Math.& Phys.,Kanazawa Univ., >WPI-NanoLSI,Kanazawa Univ.)

TITHEER 4 RTERSEE

Parallel Light Scanning 4-Dimensional Microscopy

Okl B () A3, sk ILSAREEAT)

Kuniaki Nagayama (Nagayama Microsc. Lab., LisCo)

14:00~16:06 E =3 (A37) Room E (A37)
2E A « €— % — Muscle/motor

1 BFRE FRET ERICL R L /2 F,-ATPase a-p BIDZRRE R IEZE(L

Single-molecule polarized FRET measurements revealed sequential conformational changes
between a and B of F,-ATPase

OREH Hi— 1, 25 J65A 2, 28 1 —RR 2, Bt 7 23 (U EURLRBE - B AW AR T, 200
K- BASALWIZERE, SHGEH K - A A=Y v 70y 54 72y 5—)

Ryuichi Yokota', Mitsuhiro Sugawa?, Junichiro Yajima?, Tomoko Masaike'-* (\Dept. Appl. Biol. Sci.,
Tokyo Univ. Sci., >Grad. Sch. Arts and Sci., *Imaging Frontier Center, Tokyo Univ. of Sci.)

X FEREEFBRICE VAL ISk - £ZBEHS FE— 4 — F-ATPase DAFREDLEHA
Physical power generation mechanism of rotary molecular motor F;-ATPase by X-ray
Crystallographic Study

OFiA Beif V23, IF Sk 4, J535 1555 5, S 1 A o, SiH w7, stk <habtl 3, e 434 5,

AR 2, 75 B, B BREAT U CHORRE - - b, 2K - AR A, SR - A,
PR - RN, SEREEEERIAIFSE £ ~ & —(JASRI), SBEAF - SPring8 £ ¥ & —, TRk - )
Toshiharu Suzuki'>?, Eiki Yamashita®, Seiki Baba’, Kunio Hirata®, Naoya lida’, Toshiya Endo?,
Takashi Kumasaka®, Toru Hisabori?, Masasuke Yoshida®, Hiroyuki Noji' ('Dept of Applied Chem,
Graduate School of Eng, The Univ of Tokyo, >CLS, Inst of Innovative Res, Tokyo Tech, *Dept of Mol
Bioscience, Kyoto-Sangyo Univ, *Inst of Protein Res, Osaka Univ, >Japan Synchrotron Radiation Research
Inst (JASRI), °SPring8-center, Riken, ' Dept of Physics, Waseda Univ)

HBREBE L OMEMA T ZBIEL 23 Fa 2 FU 7 F-ATPase D EERFT

Single-molecule analysis of bovine mitochondrial F,-ATPase for direct assignment of crystal
structures and rotational pausing states

O/ AR, L35 5, 8k fRid, i 285, B3 #9547 OROK - Be L - ieb)

Ryohei Kobayashi, Hiroshi Ueno, Toshiharu Suzuki, Mayu Hara, Hiroyuki Noji (Appl. Chem., Grad. Sch.
Eng., Univ. Tokyo)

Thermodynamic Efficiency of F,-ATPase at High Temperature

Tomoaki Okaniwa, Yohei Nakayama, Eiro Muneyuki (Dept. Phys., Faculty of Science and Engineering,
Chuo Univ.)

Chemomechanical Coupling of the Paracoccus denitrificans F1-ATPase

Mariel Zarco - Zavala', Duncan G.G McMillan?, Suzuki Toshiharu!, Hiroshi Ueno', Rikiya Watanabe!,
Francisco Mendoza - Hoffmann?, Jose J. Garcia-Trejo?, Hiroyuki Noji! (' Noji Laboratory, Department of
Applied Chemistry, School of Engineering, The University of Tokyo, 2Department of Biotechnology, Delft
University of Technology, Delfi 2629 HZ, The Netherlands, *Department of Biology, Chemistry Faculty,
National Autonomous University of Mexico, Mexico city 04510, Mexico)
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2E1500

2E1518

2E1530

2E1542

2E1554

2F1400

2F1412

2F1424

2F1436

Na+BREIBRINAEE — 4 — PomA/PomB O Thr ZRED A 4 > FBICH T ERE:MD > IaL—
YalHER

Role of Threonine residues in ion permeation for the Na+ driven flagellar motor PomA/PomB:
insights from MD simulations

B3R AW R 2, OBHR &3, W FBZ4 a0 WAL 55 T 1 LR 813, #IR 2,
AR ERT (K, 24 TR, RIK, HK)

Yasushiro Onoue!, Masayo Iwaki?, Ai Shinobu?, Yasutaka Nishihara®, Hiroto Iwatsuki',

Hiroyuki Terashima', Akio Kitao®, Hideki Kandori?, Michio Homma' (!Nagoya Univ., *Nitech, *Tokyo
Tech, *UTokyo)

fRE (Coffee Break) 15:12-15:18

KEZ Y PERVWEHMBENAET— 2 —BEEREHAIROBEL

Measuring the bacterial flagellar rotation with optical trap nanometry

OfFURS &K1, 3 KW 23, RAN J& 1, w0 363 12 (WEBOK - BeBL L - A arbkeg, 2EBok - -/
T 7 SEOK - B

Yuta lijima!, Taishi Kasai>?, So Hasegawa!, Yoshiyuki Sowa!? (\Dept. Frontier Bio-Sci., Hosei Univ.,
2Research Center for Micro-Nano Tech. Hosei Univ., *Rikkyo Univ.)

Visualization of the motor switching and subcellular localization of chemotaxis proteins in a
halophilic archaeon, Haloferax volcanii

Yoshiaki Kinosita, Nagisa Mikami, Zhengqun Li, Tessa Quax, Sonja-Verena Albers (Freiburg University)
NIV MNUDPSSEIXNT—EERYBILHETINVOHEE  £ESTE—5—~DEA
Estimating a diffusion model hopping on multiple energy surfaces from trajectories: Toward
application to biomolecular motors

ORI F2—, Ay WiZ, S8 sk (5 FRHAFZET)

Kei-ichi Okazaki, Akihiko Nakamura, Ryota lino (/nst. for Mol. Sci.)

Characterization and engineering of chitin-hydrolyzing Brownian linear motor from marine
bacteria

Akihiko Nakamura'-2, Veda Boorla!, Hiroki Watanabe?, Takayuki Uchihashi®, Ryota lino'? ('IMS,
2SOKENDALI, 3Nagoya Univ.)

14:.00~16:06 F =35 (B32) ~Room F (B32)
2F XZR1E - F4EH. Photoreceptors, Photobiology

Molecular simulation on light-activation mechanism of LOV photoreceptor protein

Masahiko Taguchi, Cheng Cheng, Chika Higashimura, Shigehiko Hayashi (Kyoto Univ.)
FHBEZEY—IVELTRAVWSNZHEHNI YT NI OL2DRAEHE

Spectroscopic analysis of AtCRY2 used in optogenetics

OW& Ak, IH R, #I A (4 TREET)

Kazuya Agata, Daichi Yamada, Hideki Kandori (Nagoya Inst. Tech., Dept. Life Sci. Appl. Chem.)
F7OMICK->THEAEN D ST/ N7 7V F 7 OLBRSZBREOILBAEE

Proton-mediated spectral tuning in a cyanobacteriochrome photoreceptor family

OIR A6, ik 107, RIN T2, i BRZ (BAGHARH 2R Y RFBE LR 8058 - A2dy LR)
Yuu Hirose, Teppei Sato, Chinatsu Yonekawa, Toshihiko Eki (Toyohashi Univ. of Tech, Dep. Env. and
Life Sci.)

QCM (2 & 3 bzZIP BEERF O basic BIEKICHEET 5 Asn HREDOFR

The role of Asn residue conserved among the basic region of bZIP transcription factors studied
by QCM

S (g, bk, OAE 15 (BOK - Besl)

Samu Tateyama, Itsuki Kobayashi, Osamu Hisatomi (Grad. Sch. f'Sci., Osaka Univ.)
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2F1448

2F1500

2F1518

2F1530

2F1542

2F1554

2G1400

2G1412

2G1424

KEEER/7 VT MIALR—/IN—T 73U —IIH(F B FAD BLETIRED FTIR AR

FTIR study of FAD redox state in photolyase/cryptochrome superfamily

OFEH: #541, IH KA, A W 2 I8 T (IR, 25K

Yui Sakai!, Daichi Yamada', Tatsuya Iwata?, Hideki Kandori' ('Nagoya Inst. Tech., >*Toho Univ.)

Class || CPD XERBEROEFHE T DERMRE

Theoretical Study on Electron Transfer Reactions in Class Il CPD Photolyases

OWEE (V§RR) 24T V2, JEH B 2, fhi ik 305 3, EIH FHR 2 (UST & & 2%, 2RBKEH &, ST
BDR)

Hirotaka Kitoh-Nishioka'?, Ryuhei Harada?, Ryuma Sato?, Yasuteru Shigeta? ('JST-PRESTO, >CCS,
Univ. of Tsukuba, >RIKEN BDR)

fRE8 (Coffee Break) 15:12-15:18

ZRFEMEICL SV AEBEER TO—#la% - — EEERE

Single-cell kinase activity measurements of the mouse retina by two-photon ex vivo imaging
Ol Hsk |, A AT 12 (UK - BEAEmrBlaf, 2Rtk - BRAEIgEF))

Shinya Sato!, Michiyuki Matsuda'? ('Grad. Sch. Biostudies, Kyoto Univ., *Grad. Sch. Med., Kyoto Univ.)
AIO-7A71>D M5 IV —TDBERES EEXRIST A 7V

Conformational Fluctuation of 115 Loop during the Photocycle of Photoactive Yellow Protein
O # LIk Brh L lis #hid 2 (50K - Bl - AW B, 250105 - gkd:dr)

Yasushi Imamoto!, Yi-Chung Shen!, Yuji Furutani? (Grad. Sch. Sci., Kyoto Univ., 2Inst. Mol. Sci.)
TINCECEEZ NV BEORRMERIGIC L 2 EMEEEL

Photoisomerization of azobenzene-crosslinked protein switches its denaturation temperature
OE R ik, R A, 1Lk 2% (BB RSC)

Tosho Nagashima, Keisuke Ueda, Toshio Yamazaki (RIKEN RSC)

IEEFHRAD R U7 LT U O —ILIZH T B L —H— I RILE —DERAORIR

Selective delivery of laser energy to ester bonds of triacylglycerol in 3T3-L1 adipocyte
OIEA AR, Rl et (ERARBERKRA: B0 H M 7EE)

Noritaka Masaki, Shigetoshi Okazaki (Department of Medical Spectroscopy)

14:00~16:30 G %5 (B33) Room G (B33)
2G 41{4HE - AT Biological & Artificial membrane

WREEBBNXTFR - RS URAR—22 10 DAY 7 IVREADEADERN S8 HEOR R
Continuous Detection of Entry of Cell-Penetrating Peptide (CPP) Transportan 10 (TP10) into
Single Vesicle Lumens

OFT—N TAFA IFXN LA ZTH ZAFA FERo ML ¥y =3IV $TYF 1,

LAY S— Eyy— 12 RIUFTY DA 4 — LK B 134 (K - AR, 2T Y TR
AN NI 0 NI )

Md. Mizanur Moghal!, Md. Zahidul Islam!, Sabrina Sharmin!, Victor Levadnyy'2, Md. Moniruzzaman',
Masahito Yamazaki'>* ('Grad. Sch. Sci. Tech., Shizuoka Univ., *Rus. Acad. Sci., *Res. Inst. Elec., Shizuoka
Univ., *Grad. Sch. Sci., Shizuoka Univ.)

AREERY T —ICXPEEBR/NY X2 T DORHE

Recognition of lipid packing in membrane by amphiphilic polymers

O%JE T 56, Wb 3, 353 #i— (BEVRFEEN 2 BB AH K P BeR 2 Yo R A Rt = 5i8)
Kazuma Yasuhara, Ryo Yamanaka, Jun-ichi Kikuchi (Division of Materials Science, Nara Institute of
Science and Tecnology)

NFFREASCEDERICEBBEF 21— TR 57U T 1 DHRE

Membrane tubulation induced by assembly of chiral banana-shaped protein rods

ORFIT ] RPN

Hiroshi Noguchi (/SSP, Univ. Tokyo)
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2G1436

2G1448

2G1500

2G1518

2G1530

2G1542

2G1554

2G1606

Surface Enhanced IR study of insertion and folding process of membrane protein on the solid
supported lipid bilayer

Kenichi Ataka!, Joachim Heberle!, Ramona Schlesinger', Nicola Harris?, Eamonn Reading?, Paula Booth?
(\Freie Universitaet Berlin, Fachbereich Physik, *King's College London, Department of Chemistry)
Molecular dynamics simulations of domain formation in mixed lipid bilayers

Sangjae Seo, Wataru Shinoda (Grad. Sch. Eng., Nagoya Univ.)

2REFAFENFEY I 2L -2 a L ICLBEEREMICET 2 ERAVFR

Theoretical study on a resting membrane potential by using all-atom molecular dynamics
simulations

O —Mm, £ H%E (&K - #1I)

Kazutomo Kawaguchi, Hidemi Nagao (/nst. Sci. Eng., Kanazawa Univ.)
fRE (Coffee Break) 15:12-15:18

EERREOETLIIHEBRBZAET v XV MscL DF =T 1V TICEDE > LB BEE5Z5Hh?
How can the change in membrane environment affect Mechano-Gating of the Bacterial
Mechanosensitive Channel MscL?

OB Fez ', G4 B — 2, JI 55 2, SRk B3 (AR - B, UK - T, 34K -
& XH N4 4BV —FK)

Yasuyuki Sawada', Ken'ichi Hashimoto?, Hisashi Kawasaki?, Masahiro Sokabe® (' Dept. Nutrition Nagoya
Univ. Economics Fac. Human Life Sci., >Tokyo Denki Univ. Fac. Eng., *Mechanobiology Lab. Nagoya
Univ. Grad. Sch. Med.)

“Force-From-Lipids” (FFL) gating of mechanosensitive channels of Corynebacterium
glutamicum

Yoshitaka Nakayama', Kosuke Komazawa?, Navid Bavi'?, Ken-ichi Hashimoto?, Hisashi Kawasaki?,
Boris Martinac!? (' Victor Chang Cardiac Research Institute, *Tokyo Denki University, University of New
South Wales)

MEFEF NI LAF ¥ RIVICHSNBERA F 2 PHEER & DIEXITHLEEER

Asymmetric interaction of permeating cation and local anesthetic with homo-tetrameric sodium
channel

ONIL it 12, 558 Wb 2, oAy B 1 4FHD 3 (144K CeSPL 244K BEdl3E, 3 (Bk) CeSPIA)
Katsumasa Irie'?, Yukari Haga?, Shun Nakamura!, Yoshinori Fujiyoshi'® ('CeSPI, Nagoya univ, *Grad.
Pharm. Med. Sci., Nagoya univ., 3CeSPIA Co., Ltd)

Na*q # (3 KesAK F v RIVE BV EBRT S

Na* ions permeate through the KcsA K*c channel slowly

Okt wl |, ZH B—R8 2, 8K ife 2 (IR AT g B Je b -/ AL k2= BE 28T, 248k
KEFEEHR)

Takashi Sumikama', Kenichiro Mita?, Shigetoshi Oiki? ('Kanazawa University, WPI Nano Life Science
Institute, *University of Fukui, Faculty of Medical Sciences)

Functional roles of Mg?* binding sites in ion-dependent gating of a Mg?* channel, MgtE,
revealed by solution NMR

Tatsuro Maruyama!, Shunsuke Imai!, Tsukasa Kusakizako?, Motoyuki Hattori?, Ryuichiro Ishitani,
Osamu Nureki?, Koichi Ito*, Andres D. Maturana®, Ichio Shimada!, Masanori Osawa'- (! Grad. Sch.
Pharm. Sci., The Univ. of Tokyo, >Grad. Sch. Sci., The Univ. of Tokyo, 3Sch. of Life Sci., Fudan Univ.,
4Grad. Sch. Frontier Sci., The Univ. of Tokyo, >Grad. Sch. Bioagricultural Sci.,Navoya Univ., °Keio Univ.
Fac. of Pharmacy. )
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2G1618

2H1400

2H1412

2H1424

2H1436

2H1448

2H1500

B—22 NI EOHBRMICE S LERREFZEFOEREEE N X 1 > Z 25 #E
Membrane-protein interplay in the dimerization of juxtamembrane domains of epidermal growth
factor receptor

O & 1, e %2, e sk v (SRR - 1 M 3R, 2R3k K 4%)

Ryo Maeda', Takeshi Sato?, Yasushi Sako' (' Cellular Informatics Lab., RIKEN, *Kyoto Pharmaceutical
Univ.)

14:00~16:18 H =15 (A41) ~Room H (A41)
2H O K73 > /Rhodopsin

Distinctively small distortion of retinal chromophore in K intermediate of proteorhodopsin
observed by low-temperature Raman spectroscopy

Tomtotsumi Fujisawa', Jun Tamogami?, Takashi Kikukawa3, Masashi Unno! ('Fac. Sci. Eng., Saga Univ.,
2College Pharm. Sci., Matsuyama Univ., *Fac. Adv. Life Sci., Hokkaido Univ.)

Structural changes in retinal-binding site of the Krokinobacter rhodopsin 2 mutant H30A

Izuru Kawamura', Arisu Shigeta', Shota Ito?, Rina Kaneko', Sahoko Tomida?, Keiichi Inoue>>*,

Hideki Kandori? ('Yokohama Natl. Univ., *Nagoya Inst. Tech., *Univ. Tokyo, *JST PRESTO)
FoFIiEE AV -BREDO N2 > Rh-PDE O RICHEEENT

Reaction mechanism of enzymatic rhodopsin Rh-PDE analyzed by infrared spectroscopy

OV HeA= 1, A B 34 2, I R, Bl 32, & —I Y A IR AR B2 m B (4
TR - B, 20K - Bedl - AW ke, 3IST & & A%T)

Masahito Watari!, Tatsuya Ikuta?, Daichi Yamada', Wataru Shihoya?, Kazuho Yoshida!,

Satoshi Tsunoda'~, Osamu Nureki?, Hideki Kandori! ('Life Sci. Appl. Chem., Nagoya Inst. Tech., *Grad.
Sch. Sci., Univ. Tokyo., >PREST, JST)

HECRRENETAT EF -7 2B O>BEVRONTY > OFRXHR

Spectroscopic study of newly discovered microbial rhodopsin with TAT motif

ORIl F-a 1, 3 E— 123 Fril BEK 1, Beja Oded®, #5481 ("4 TR BE T, 2HORWI LT, 3IST
SED, M A5 VTR

Chihiro Kataoka', Keiichi Inoue!?3, Kouta Katayama', Oded Beja*, Hideki Kandori! (Nagoya Inst.
Tech., 2Tokyo Univ., >JST PRESTO, *Technion - Israel Inst. Tech.)

JUTMNEREDF A F A RIVART L2 GCCRA DINY F I 52 THIZK D 1+ oS
4T

Electrophysiological characterization of cation channelrhodopsin Gt_ CCR4 from cryptophyte
algae

OFEA B, M B 1, M H I L2 A B L (4 TR BEL, ST S &%)

Shunta Shigemura!, Shouko Hososhima!, Satoshi Tsunoda'-, Hideki Kandori' ('Grad. Sch. Eng., NIT,
2JST PRESTO)

Substrate anion concentration significantly affects the fast channel function of Proteomonas
sulcata anion channelrhodopsin-1

Takashi Tsukamoto'-2*# Chihiro Kikuchi*#, Hiromu Suzuki?, Tomoyasu Aizawa
Takashi Kikukawa!?3#, Makoto Demura'->>* (\Fac. Adv. Life Sci., Hokkaido Univ., *GSS, GI-CoRE,
Hokkaido Univ., 3Sch. Sci., Hokkaido Univ., *Grad. Sch. Life Sci., Hokkaido Univ.)

12,34
>

PKE (Coffee Break) 15:12-15:18
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2H1518

2H1530

2H1542

2H1554

2H1606

TZA T F ¥ ZIVART Y 2 2(ACR2)DHERE R U A Fe45E IC 5 2 5 R129 D&

Impact of R129 on the functional and spectroscopic properties of anion channelrhodopsin-2
(ACR2)

OZ4F A, I T, /NS B L 08 A 2, A6 Je 2, ZHE HES T (R - Be - BRBESE (38),
HOK - B - L)

Natsuki Miyoshi!, Satoko Doi', Keiichi Kojima', Hiroshi Watanabe?, Hiroshi Ishikita?, Yuki Sudo’
('Grad. Sch. Of Med. Dent. & Pharm. Sci., Okayama Univ., *Grad. Sch. Of Eng., The Univ. Of Tokyo)
FZAF v IVART Y I & B IEROBEREE L AREIE

The hypersensitive optical neural silencing by anion channelrhodopsins (ACRs) in the
nematode C. elegans

OILFE RAE 1, BUA R L NS B— 1 W Bl 1 AR 3 2, 8508 HE Y CRIILK - B - BEBSE
(38), 244K - Bt - B

Taro Yamanashi!, Misayo Maki', Keiichi Kojima', Atsushi Shibukawa!, Shin Takagi?, Yuki Sudo'
('Grad. Sch. of Med. Dent. Pharm. Sci., Okayama Univ., *Grad. Sch. of Sci., Nagoya Univ.)
FRUDLERTARNT S OMEAFEEFICE T2 REEADOBETILICH L THERS Y 9%
EERWETR

Chromophore structural change in the primary photointermediate of sodium-pump rhodopsin
studied by low-temperature Raman spectroscopy

Orbis #5101 e 2, e 0 1, 9 W) | (MR B, 206K - Jesm sk an B i geke)
Yushi Nakamizo', Takashi Kikukawa?, Tomotsumi Fujisawa!, Masashi Unno' (!Fac. Sci. Eng., Saga
Univ., Fac. Adv. Life Sci., Hokkaido Univ.)

Photochemical analysis of sodium ion-pumping rhodopsin from Indibacter alkaliphilus

Tomoya Kato', Keisuke Murabe!, Takashi Kikukawa!?, Takashi Tsukamoto'?, Tomoyasu Aizawa'?,
Makoto Demura'? (\Grad. Sch. Life Sci., Hokkaido Univ., >GI-CoRE, Hokkaido Univ.)
EZLERALFF I FEFHICKSAHARTO M F ¥ RIVORIK

Production of a Light-gated Proton Channel by Replacing the Retinal Chromophore with Its
Synthetic Vinylene Derivative

O BIE 1, il BRI, e 5055 2, A R 34 TIF AI9E S0 KEP 387, /NS Ei— LK 5
PRI F5 A5 3, R A7, A W% 2, ZR0 HESC T (YRR LR, 2R B R4, 346l B L3R, UST
S &N, SRR, SSHMR A, TRBORS:)

Akimasa Kaneko', Riho Takayama!, Takashi Okitsu?, Satoshi P. Tsunoda®*, Kazumi Shimono®®,

Misao Mizuno’, Keiichi Kojima', Takashi Tsukamoto', Hideki Kandori®, Yasuhisa Mizutani’,

Akimori Wada?, Yuki Sudo! ('Okayama Univ., 2Kobe Pharm. Univ., *Nagoya Inst. Tech., *JST PRESTO,
3Toho Univ., °Sojo Univ., 'Osaka Univ.)

14:00~16:18 J &% (D12) /Room J (D12)

2)EHY : #BEV. #iEHEEHERINV Proteins: Structure IV, Structure-function relationship IV

2J1400

2J1412

Structural and dynamical insights into functional differences in mammalian cryptochromes
Ashutosh Srivastava', Christin Rakers?, Tsuyoshi Hirota!, Florence Tama'** (Inst. of Trans. Bio-Mol.,
Nagoya Univ., >Grad. Sch. Pharm. Sci., Kyoto Univ., *Dept. of Phys., Sch. of Sci., Nagoya Univ., *Riken
Center for Comp. Sci.)

BEEL Y-S N VEOERCERBOIE1 - —ICL WK

Computational study on the signal transduction mechanism of oxygen sensor protein

KH ERE !, OfF BIA 2 ((AKEEEL 22 b9 27— VK, IGBMC)

Kunitaka Ota!, Takahisa Yamato'? (!Grad. Sch. Sci., Nagoya Univ., IGBMC, Univ. Strasbourg)
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2J1424

2J1436

2J1448

2J1500

2J1518

2J1530

2J1542

2J1554

2J1606

7 I0A RRTF N EREGHTEKRICET 2BRATHHEI RIVE - O3 FEIHZRIEN
Molecular dynamics study on high-dimensional free-energy landscape of amyloid peptide
higher-order complexes

ORI IR, BB N — 2, UK R E 34, Wl sl L (andwfiik - Audy, 2RI K - - 32
L—3a ¥ 30K - &EE ABOK - B - d:drkng)

Kota Kasahara!, Junichi Higo?, Tomonori Hayami>*, Takuya Takahashi' ('Coll. Life Sci., Ritsumeikan
Univ., >Grad. Sch. Sim. Studies, Univ. Hyogo, *IPR, Osaka Univ., *Grad. Sch. Fro. Bio., Osaka Univ.)
AFEHES I 2L —2 3 EAVEEY 2 —ILEI CRISPRICAS ¥ A5 LOKEYIN S 173
7

Dynamics of the cleavage of DNA/RNA in module type CRISPR/CAS system by using
molecular dynamics

OETF Mz, K& BTN LA 7,0 K M GESRA: AW T24)

Naoyuki Miyashita, Ryo Ohashi, Reiwat Takeuchi, Yui Taketomo (BOST KINDAI Univ.)

ColDock: Concentrated ligand Docking method for an efficient protein-ligand complex structure
prediction using all-atom MD

Kazuhiro Takemura, Akio Kitao (Sch. Life Sci. Tech., Tokyo Tech.)

Extensive molecular dynamics sampling characterizes ligand binding pathway to Src kinase
Suyong Re!, Hiraku Oshima', Motoshi Kamiya?, Yuji Sugita! ('RIKEN BDR, *RIKEN R-CCS)

fRE (Coffee Break) 15:12-15:18

BHEIRXINT—EEICLS hERG 1 F > F v IV EERID FOBEHRAETA

Prediction of hERG-drug binding affinities by free energy calculation

O E A1, SpH GE 12 (HOK - B, 280K - ety 3

Tatsuki Negami', Tohru Terada'? (\Grad. Sch. Agr. Life Sci., Univ. Tokyo, *Ill, Univ. Tokyo)
PFENFEY I 2L -2 aVICLBE— N XA VRFICHT 2 REM D

Estimation of Single Domain Antibody Stability by MD Simulations

ORY A=V Yy = XUy 22 i il (K - 8B, 29 a — Y7 TREREE, S
KvyIal—vyav)

Gert-Jan Bekker!, Benson Ma?, Narutoshi Kamiya® (\IPR, Osaka Univ., *Georgia Tech., *Grad. Sch. Sim.,
Univ. Hyogo)

Go EFINERW/AGA-GB KX A VEELNIEDT+—NVTF1F3alb—a>
Folding simulations of GA / GB domain related proteins based on coarse-grained go-model
Ot b i, 351 ] GLATEERY EMRHEE A arF st

Shoya Hamaue, Takeshi Kikuchi (Dept. Bioinf. Col. Life Sci. Ritsumeikan Univ.)

BRED 7+ —IWF 12T 32— asIClT 3BME— NER

Analysis of a protein folding simulation by using relaxation mode analysis

Otk HEACHL | il 722 (WRERFH AR AR, 2B R B L2 R B )
Ayori Mitsutake', Hiroshi Takano? ('Dept. of Physics, Meiji Univ., *Dept. of Physics, Keio Univ.)
i ZOBROIAFEBELTADO0O( > vOEBEHF KT 5 FE

The planes formed with the 4-intron-positions in an enzyme of medium size

O B, R 27 ¥y FR= A DA (PRI 55 H M A B L)
Michiko Nosaka, Vongsaksid Phonexay, Masato Rikitake (National Institute of Technology, Sasebo
College)
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14:00~15:54 K3 (E11) /Room K (E11)
2K ZEHE : HERAEMERE V. MMV, BHAl - BITOFERI .

Proteins: Structure-function relationship V, Property V, Measurement & Analysis |, Engineering I

2K1400

2K1412

2K1424

2K1448

2K1500

2K1518

2K1530

2K1542

Destabilizing effects of residues in the hydrophobic core of three helix-bundle peptide

Ikuko lizami', Takahiro Maruno?, Toshiki Tanaka®, Masayuki Oda' (!Grad. Sch. Life Environ. Sci., Kyoto
Pref. Univ., >Grad. Sch. Eng., Osaka Univ., *Nagoya Inst. Technol.)

Structure elements are building blocks of protein tertiary structure responsible for protein
stability

Yasumichi Takase, Yugo Hayashi, Yoichi Yamazaki, Hironari Kamikubo (Div. Mat. Sci., NAIST)

The reaction mechanism of RSC-mediated nucleosome remodeling

Hsiu-Fang Fan, Kuan-Wei Hsu, Sih-Yao Chow, Bo-Yu Su (National Yang-Ming University)

77— VRERBEOEDOEE LB

Structure and function of phage receptor binding protein

O&AL JiwH GRIK - Adr)

Shuji Kanamaru (Dep. of Life Science & Tech., Tokyo Inst. of Tech.)

SecM IR 7 L X M RELIEIB ORI

Analysis of the stabilization mechanism of SecM-mediated translation arrest

O 8, B0F7 15, i B8 REURFRFEBEE A RIFERE LR AT L)

Mikihisa Muta, Ryo lizuka, Takashi Funatsu (Laboratory of Bio-Analytical Chemistry Graduate School of
Pharmaceutical Sciences The University of Tokyo)

fK# (Coffee Break) 15:12-15:18

BWAY JF—LICHT 5 —FHHAFOIER EHFRBRIBOMER

Generation of single-chain Fv antibody against hen egg lysozyme and analysis of its antigen
recognition mechanism

Ol i !, S HEW] 2, 5 Bt 3, #kH B U (UROfFR - Bede dn BRIt ar, 2 K - AR anih i
BRI v & — PR LI v & —)

Takanori Yamaoka', Yuji Kamatari O%, Takachika Azuma’, Masayuki Oda' ('Grad. Sch. Life Environ.
Sci., Kyoto Pref. Univ., *Life Sci. Res. Center, Gifu University., *Antibody Eng. Res. Center.)
NEREZNIERERRETICH T 2ROMBEREL . EFLRELREES

The ice-binding proteins protect the cells and contribute to increase the survival rate in
Caenorhabditis elegans under cold environments

ORF BEL W23, EAL T8 13, (LN IRk 4, EEH 5 4, 53R 2538 2, =R FIBA 3, 4 R ik 13 (T
UK - BGEHT IR, 2EEARHT - NA A T AV SEERRHT - BURA X T N OIL, “RERER - A 7ok
)

Masahiro Kuramochi'-23, Chiaki Takanashi'-, Akari Yamauchi*, Sakae Tsuda*, Motomichi DoiZ2,
Kazuhiro Mio®, Yuji Sasaki'® (\Grad. Sch. Fron. Sci., Univ. of Tokyo, >Biomedical R.1., AIST, 3AIST-
UTokyo OPERANDO OIL, *Bioproduction R.1., AIST)

WILEB ERENCH T 2 REBE S WU CBRIERICOBER

Reconstitution of Temperature-compensated Phosphorylation in the Circadian Clock

ORI B, /ML, B #RC 2 (BRI et A£G RER Al gE 2 v & — AR FiF
eF — b, MK B RBIER

Yuta Shinohara!, Yohei Koyama!, Hiroki Ueda'? (' Center for Biosystems Dynamics Research, RIKEN,
2Graduate School of Medicine, University of Tokyo)
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14:00~15:42 L £ (D23) ~Room L (D23)
2L EAHE - BEHEEEEEVI. VI, Al - B OF AR

Proteins: Structure-function relationship VI, Property VI, Measurement & Analysis |, Engineering II

211400

211412

211424

211436

211448

2L1500

211518

2L1530

BREMGEDEVD S EGFR C-tail RAZEM N X 1 > DBEREE2E2

Structural information of intrinsically disordered C-terminal domain of the EGFR revealed by
changing solution condition

mA E=, O W sk (B

Kenji Okamoto, Yasushi Sako (RIKEN)

122D BHICH T B SRENE 7 I01 FEE S L UBEEOEN

Investigation of multi-step nucleation of insulin B chain amyloid fibrils and its inhibition

A WA, ARIE R B AT, R B ARORER 2, A1 IR 2 B TR L O% A a8 (K
FRFBEBLARIGER, 2R B TR 7807

Naoki Yamamoto!, Taiki Akai!, Shoko Tsuhara!, Rintaro Inoue?, Masaaki Sugiyama?, Atsuo Tamura!,

Eri Chatani' ('Grad. Sch. Sci., Kobe Univ., *Institute for Integrated Radiation and Nuclear Science, Kyoto
Univ.)

An RNA aptamer disrupts the interaction of prion protein with Amyloid 8

Mamiko lida!?, Tsukasa Mashima'-2, Yudai Yamaoki!, Masatomo So’, Takashi Nagata'-?,

Masato Katahira'? (! nstitute of Advanced Energy, Kyoto University, >Graduate School of Energy Science,
Kyoto University, *Institute for Protein Research, Osaka University)

FIAR=ZRETHA A =T L JIC L 2 EREERF T I O NEENHIERBEF DR
Nano-space video imaging reveals structural dynamics of amyloidogenic protein aggregation
inhibition by food components

Ol Bz 1, /N B 00 2, I 1EA= 3 (YRR - WPI-NanoLSL, 2FIK - & - fh#EARE, 346R
K- BREE - FEAFL)

Takahiro Watanabe-Nakayama!, Kenjiro Ono?, Masahito Yamada?® (! WPI-NanoLSI, Kanazawa Univ.,
2Dept. Neuro., Showa Univ. Sch. Med., *Dept. Neuro. & Neurobiol of Aging, Kanazawa Univ. Grad. Sch.)
Protein Structures Define Misfolding and Prion-like Propagation of Alzheimer’'s Amyloid-B: Solid-
state NMR Studies

Yoshitaka Ishii'2, Yiling Xiao?, Brian Yoo?, Isamu Matsuda', Dan McElheny? (' Ti Tech, 2Univ. Illinois at
Chicago)

EPR i%(C & % Shewanella EREWE DT + X7 7 2 —E(XH(F 28 Mn Y1+ DIEERBT
Structural analysis on di-Mn ion site for Shewanella inorganic pyrophosphatase by EPR

OFi4r I8, #isl T, Pl B — (EEK - RYHR)

Masaki Horitani, Yuki Sakakibara, Keiichi Watanabe (Saga Univ., Fac. Agr.)

fK# (Coffee Break) 15:12-15:18

Kinetics of reversible NADP*/H reduction/oxidation reaction catalyzed by a ferredoxin-NADP*
oxidoreductase from Rhodopseudomonas palustris

Daisuke Seo (Div. Mat. Sci., Grad. Sch. Nat. Sci. Tec., Kanazawa Univ.)

Y h70Lc-Y ML c BREBFRREFRERISICH T ZHFEMHKIOBEERRE
Functional role of specific dehydration from cytochrome c in electron transfer to cytochrome ¢
oxidase

OfETE ML 12, N B AR B3 L ARS8 (LK BREL 2R by 7 RV A K BEsl)

Wataru Sato'2, Takeshi Uchida!, Tomohide Saio', Koichiro Ishimori! ('Fac. of Sci. Hokkaido Univ., 2Sci.
Acad. Area Stockholm Univ.)
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14:00~16:30 M %5 (E21) Room M (E21)
2M EAE  #HEV. BEHEEERIVI. 5HEl - IO LIERN

Proteins: Structure V, Structure-function relationship VII, Measurement & Analysis |, Engineering IV

2M1400

2M1412

2M1424

2M1436

2M1448

2M1500

2M1518

2M1530

SEANMRIEICEZEAEKMICET 5%

High-pressure NMR reveals water-protein interactions coupled with protein conformational
transition

LA —HE 1, 35 46 2, A R 2, OJUE 38 | (L el R840, 202 i K2 AR dr B~ 7et)
Soichiro Kitazawa!, Yu Aoshima?, Takuro Wakamoto?, Ryo Kitahara! (' Pharmaceutical Sciences,
Ritsumeikan University, *Graduate School of Life Sciences, Ritsumeikan University)

PDZ KX A > EBERFYUH 2 OB FEIHEED NMR EIC K BT

Molecular recognition of PDZ domains and their non-peptidic ligands revealed by NMR

R BIRE 12, 2T P BORER |, A et |, ORI 35— 12 (4l B R R BRI SER 2 7e Rt 2 &
[ 454t BeCellBar)

Takeshi Tenno'-2, Shotaro Yasukochi!, Misaki Hisada', Hidekazu Hiroaki'-? (! Graduate School of
Pharmaceutical Sciences, 2BeCellBar LLC.)

NMR characterization of conformational dynamics of cyclic and linear Lys48-linked ubiquitin
chains

Methanee Hiranyakorn'?3, Saeko Yanaka'?3, Maho Yagi-Utsumi'?3, Koichi Kato'>3 (! Exploratory
Research Center on Life and Living Systems, National Institutes of Natural Sciences, *Institute for
Molecular Science, National Institutes of Natural Sciences, >SOKENDAI)

NMRICEBRAEMTIVT 77— XU LA EEEORFEEHENT

Residual structure of alpha-synuclein mutants elucidated by NMR

OWAH T8k (FF PR F )

Chiaki Nishimura (Teikyo Heisei University)

WA NI EDET I/ BREOBESIMIERE(ED 7 P SBIHEDHKE

Method for deriving information of the structural distribution of amino acid residues of unfolded
proteins from their chemical shifts

OB %% (RRS: BEAETR ARG THEE )

Yasutaka Seki (Molec. Biophys., Kochi Med. Sch., Kochi Univ.)

V74 AETFHEBBE CHREALPTHENAEET—4—0O MV GEECEELBEGNHEE
Rotational symmetry structure of the bacterial flagellar motor for torque transmission revealed
by electron cryomicroscopy

OJNA FR L2 B H HTF 2, KT FE/ 2 B 2 4 H BT 3, e 2 2, 8 % — 24 (K - &
EIRF, 280K - A= dnbkRE, SBOK - BBy, 4BIBT - Efi¥iet > 5 —)

Akihiro Kawamoto'2, Tomoko Miyata?, Miki Kinoshita, Tohru Minamino?, Katsumi Imada3,

Takayuki Kato?, Keiichi Namba>* (/PR, Osaka Univ, >Grad. Sch. Frontier Biosci, Osaka Univ, *Grad.
Sch. Sci, Osaka Univ, *BDR, RIKEN)

fRE (Coffee Break) 15:12-15:18

Gwatch: 751 A BEICH T BN\ ZI—T v FHED R 7 L DHEBEE & FHE

Gwatch: the pipeline program for quick evaluation of sample quality in CryoEM

OB SCE !, IR Sz 1, BRI FERR L, e B — 12 (CRBRR AR BE L b Re i 7e R, 2L =i g8
it LGk Re R AR e v 5 —)

Fumiaki Makino!, Takayuki Kato!, Tatsuo Fukagawa!, Keiichi Namba'-? (! Graduate School of Frontier
Bioscience, Osaka University, >BDR and SPring-8, RIKEN)

The near-atomic resolution cryo-EM structure of the infectious Staphylococcus bacteriophage
S13’

Naoyuki Miyazaki', Jumpei Uchiyama?, Shigenobu Matsuzaki’, Kazuyoshi Murata*, Kenji Iwasaki' (\IPR,
24zabu Univ., *Kochi Univ., *NIPS)

-s123-



2M1542

2M1554

2M1606

2M1618

2N1400

2N1412

2N1424

2N1448

Structural analysis of Type V pilus by Cryo-electron microscopy

Satoshi Shibata', Mikio Shoji2, Kodai Okada®, Katsumi Imada®, Koji Nakayama?, Matthias Wolf! ('OIST
Molecular Cryo-Electron Microscopy Unit, >Grad. Sch. BioMedical Sci., Nagasaki Univ., *Dept. MacroMol
Sci., Osaka Univ.)

V4 AEFHEBBE LAV S OBERERNICL28RT TL v MUNEDBE - RE(RE
DA

Cryo-electron microscopy revealed a high-resolution structure of doublet microtubule and its
assembly and stabilization mechanisms

Ol 5% !, Liu Dinan!, Kastritis Panagiotis L.2, Basu Kaustuv3, Hsu Tzu Chin!, Yang Shunkai',

Bui Khanh Huy!* (1= ¥V K% 2EMBL, 3% ¥ )V K%%, FEMR, *GRASP)

Muneyoshi Ichikawa!, Dinan Liu', Panagiotis L. Kastritis?, Kaustuv Basu?, Tzu Chin Hsu!,

Shunkai Yang', Khanh Huy Buil* ('Dept. of Anat. and Cell Biol., McGill Univ., 2Struct. and Comput. Biol.
Unit, EMBL, *FEMR, McGill Univ., *GRASP)

514 FEFERRICS T 2EPBEBERITOIZODI I —= 2 JTHOKE

Screening method for samples for high resolution structural analysis by cryoEM

Ol Hz !, SpEOER L = T HE % — 12 (PO - Aade, 2800 - didg e v 8 —)
Takayuki Kato', Naoya Terahara!, Tomoko Miyata!, Keiichi Namba'-? (\Grad. Sch. Front. Bio., Osaka
univ., 2BDR & SPring-8, RIKEN)

Structure of a prehandover mammalian ribosomal SRP-SRP receptor targeting complex

Kan Kobayashi!, Ahmad Jomaa!, Jae Ho Lee?, Sowmya Chandrasekar?, Daniel Boehringer!,

Shu-ou Shan?, Nenad Ban! (\ETH Zurich, >Caltech)

14:00~15:54 N %15 (E23) Room N (E23)
2N & - E— 4% — Muscle/motor

T FRMOBMRZ EEmIEIF D EOMEFRICKUEIZECShD

Self-organization of actin filaments of the same polarity by myosin

TAS P SRR R i 1wk 23, PR thi— 4 O 6= ! (FEEK - B - BRAE
W, 2RARHR - BOF, SRAREOK - BE - JeE R AdRRRSEER - BE - T TV A U R)

Kohei Yoshimura', Nobuyoshi Koie', Takeshi Haraguchi!, Motoki Tominaga®?, Yuichi Hiratsuka®,

Kohji Ito' (\Dept. Biol. Grad. Sch. Sci., Chiba Univ., *Fac. Edu. and Int. Arts and Sci., Waseda Univ.,
3Grad. Sch. Adv. Sci. and Eng., Waseda Univ., *Sch. Mat. Sci., JAIST)

O - BRBOV I X TERPESHT X H = HIVEIRENFHE

Mechanical wave characteristics generated by sarcomere group of cardiac / skeletal muscle
OFity L4 (h#bK - M - EERHERL

Seine Shintani (Dep. Biomed. Sci., Col. Life and Health Sci.)

Invivo ¥ ZOERICE T DE—HILARXA TEREDF /(A=Y

Nano-imaging of individual sarcomere dynamics in the beating mouse heart in vivo

O/NHCBE A2 1, R S 2, R BEORRR 34, A 15— S, RS | (R IR A2 827, 230K
PRAETRRARTER, SR, UST & & 2%1F, SRR L2 B

Fuyu Kobirumaki-Shimozawa', Togo Shimozawa?, Kotaro Oyama>*, Shin'ich Isiwata’, Norio Fukuda'
("Dept Cell Physiol, The Jikei Univ Sch of Med, *Tech Div, Sch of Sci, The Univ of Tokyo, >0ST, *PRESTO,
JST, >Waseda Univ)

P25 0OERIIZEFRLEEBEXEAREBERTH D

The comb plate of ctenophore is a nearly perfect giant single protein crystal that moves

OfAR 2\, W 2 fiidE —% 2 ('SPring-8 + JASRL 255k - T H i)

Hiroyuki Iwamoto', Kei Jokura?, Kazuo Inaba? (\SPring-8, JASRI, 2Shimoda Marine Research Center,
Univ. Tsukuba)

-S124 -



2N1500

2N1518

2N1530

2N1542

201400

201412

201424

201436

201448

201500

H4 =2 - BUVE - DNA T ) IRE SR DES) & L UBEDHER

Motility and structure of the dynein-microtubule complex crosslinked with DNA-origami
Abdellatef Shimaa A.', 25 FHFR ik 2, ok ME— 3, % e !, Bl 7553 3, OIR M 71 (CRERRHT - 3
AF AT A AN ERBEK - BB, SRR - BEEE)

Shimaa A. Abdellatef', Hisashi Tadakuma?, Yuichi Kondo?, Kangmin Yan!, Hideo Higuchi®,

Keiko Hirose' (\Biomed. Res. Inst., AIST, *Inst. Protein Res., Univ. Osaka, *Grad. Sch. Sci., Univ. Tokyo)

KB (Coffee Break) 15:12-15:18

HRE S 1 =2 OTEHLIRE D S BHREAOHRBREE

Novel intermediate structures of cytoplasmic dynein between shutdown and active states
W thE, Offigk 5, F BUET IR B4, 498 o, B s (Bok - Best)

Takuma Shioi, Akira Fukunaga, Rieko Shimo, Ryousuke Yamamoto, Hiroshi Imai, Takahide Kon (Dep.
Biol. Sci., Grad. Sch. of Sci., Osaka Univ)

Cell-like movement of self-organized microtubule aster

Takayuki Torisawa'?, Shuji Ishihara®, Kazuhiro Oiwa? ('Cell Arch Lab., NIG, *Adv. ICT Res. Inst., NICT,
3Grad. Sch. Arts and Sciences, Univ. Tokyo)

4 =2 c BEERERDRRIBE

The String-Like Structure on the Tip of Dynein-c Tail

O 7, /M 228 (s HOBAS I 7emE Ik 1CT AF%ERT)

Hitoshi Sakakibara, Hiroaki Kojima (4dv. ICT Res. Inst., NICT)

14:00~16:30 O 235 (D32) . Room O (D32)
20 FEFH4T - 5l - BIERAEME  Nonequilibrium, Measurement, Mathematical Biology

Predicting gene expression of living cells from a label-free spectral imaging technique

Arno Germond', Vipin Kumar!, Takaaki Horinouchi', Chikara Furusawa'-2, Hideaki Fujita',

Yuichi Taniguchi', Toshio Yanagida', Taro Ichimura', Tomonobu M. Watanabe' ('RIKEN BDR, *Tokyo
Univ.)

Quantifying heterogeneity of stochastic gene expression

Keita Tida', Nobuaki Obata?, Yoshitaka Kimura' ('Grad. Sch. Med., Univ. Tohoku, *Grad. Sch. Sci., Univ.
Tohoku)

MHMOBRNBNICLYEET I3 TFEVREO L FSILNTY

The origin of the central dogma of molecular biology through spontaneous symmetry breaking
O BN, &F HiZ GRKBEXL)

Nobuto Takeuchi, Kunihiko Kaneko (Grad. Sch. Arts and Sci. UTokyo)

TREKEHEBEHEDO ML —FF 7 ELTORBEEREET IV

An optimal mutation rate model as a trade-off between mutation generation and growth
inhibition

O IE 1, Hfa il 2, % )0 ' (B BDR, 23 ¥ 7 Y HISEK)

Atsushi Shibai', Minako Izutsu?, Chikara Furusawa' (\RIKEN BDR, >Michigan State University)
Mathematical Analysis of Copper Efflux System in Escherichia coli

Jun-ichi Ishihara', Tomohiro Mekubo?, Chikako Kusaka?, Suguru Kondou?, Naotake Ogasawara?,
Taku Oshima?, Hiroki Takahashi'* (' Medical Mycology Research Center, Univ. Chiba, >Grad. Sch. Bio.
Sci., NAIST, 3Grad. Sch. Eng., Univ. Toyama Pref., *Molecular Chirality Research Center, Univ. Chiba)
Model-based prediction of ErbB signaling activities on cell cycle entry

Hiroaki Imoto, Kazunari Iwamoto, Shigeyuki Magi, Suxiang Zhang, Mariko Okada (IPR, Osaka Univ.)

fKE8 (Coffee Break) 15:12-15:18
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201518

201530

201542

201554

201606

201618
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2Q1424

AL U - ¥EEMROER COREOER

Theory on collective behavior of migrating eukaryotic cells

O it GRECK - Besl)

Tetsuya Hiraiwa (Grad. Sch. Sci., Univ. Tokyo)

C.elegans DX EENE, 757V ZIW/ 1 XN LEREBBICLS

C. elegans swimming motion is a fractal process

OFEH 45 1, i B 12, AR &2 LB, )Y 7y )5

AYNY T ACT =7 34 @Ak S, e s (CERAE - RN, 2GR - L, SRR -
KEFBEHCE AW, SBURF - R, SZs RIERER - B2 3 =R)

Yukinobu Arata!, Yusaku Ikeda'?, Hiroshi Kimura?, Yuki Shindo!, Peter Jurica!, Zbigniew Struzik®*,
Hiroaki Takagi’, Yasushi Sako! ('Cell Info, Riken, >Biomed. Microfluidic System Lab., Tokai Univ., 3Grad.
Sch. of Ed., Univ. of Tokyo, *ACCC, RIKEN, *Dept. of Phys., Nara Medical Univ.)

RBRBRDPBET 2177 7EHAES L GEBRR

Geometry-driven collective ordering of bacterial vortices

W WLE, 4 X)) T x v, Ol #id Ouk - W)

Kazusa Beppu, Ziane Izri, Yusuke T. Maeda (Dept. Phys., Kyushu Univ.)

ZE Physarum polycephalum D#UNETEIC 4 5 h 2 B REVHERES)

Emergence of intermittent break in cell motion for tiny plasmodium of Myxomycete Physarum
polycephalum

O BeZ, W1l EIE (SRR FEERIERHE )

Yasutaka Kakiuchi, Nobuaki Nishiyama (Kanazawa Univ.)

—RFEERE FRET 7 — 2 D= RTHH - EFEFIFOBETY—MHE2ET V7Y —TER
BHEDERE

Third-order correlation analysis of single-molecule time-resolved FRET data: a new method for
quantification of heterogeneity

ORI 3 1, Ik FZ 12, HE RS 12 (A - HEF-2000, 2B - el 7 L2mige L » 4 —)
Miyuki Sakaguchi', Kunihiko Ishii'?, Tahei Tahara'? (' Molecular Spectroscopy Lab., RIKEN, >RAP,
RIKEN)

DFEERIEEICE T - FBEHREYE IC L 5 HAEEIREBORIE

System calibration of fluorescence correlation spectroscopy for absolute quantification of
molecular number

Offi e & B8 1 A GoRBE 12, 3k B 2, 8P H s | (ERRATE - N A & X 7 4 A VIFZEE8, 2L
K - SemE )

Akira Sasaki', Johtaro Yamamoto'2, Masataka Kinjo2, Naohiro Noda' ('BMRI, AIST, *Faculty Adv. Life
Sci., Hokkaido Univ.)

14:00~16:30 Q%1% (D34) ~Room Q (D34)
2Q K - BEES A INVE - £HDRE - #Ek

Nucleic acid, Nucleic acid binding proteins, Origin of life & Evolution

Chromatin remodelers couple inchworm motion with twist-defect formation to slide nucleosomal
DNA

Giovanni Brandani, Shoji Takada (Dept Biophysics, Div Biology, Grad School Science, Kyoto University)
B—XULAY—LAX=T 2 JICL2EMBROS PR EFEDFAD 5 FEHA

Local nucleosome dynamics in mitotic chromosomes in living cells

OH H A 12 i —18 12 (AR, 20FKR)

Kayo Hibino!?, Kazuhiro Maeshima!*? ('NIG, 2SOKENDAI)
J2H—DNAILE>TARECREDRY XY LAV —LDFIEE

Local structures of poly-nucleosome largely restricted by linker DNA

Ol AR 1 R 322 (B ZERT IR & R 7 556, 2RUHB K FBLA A Se R A i W B p 2 =)
Hiroo Kenzaki', Shoji Takada? (!Info. Sys. Div., RIKEN, *Dept. Biophysics, Grad. Sch. Sci., Kyoto Univ.)
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2Q1542
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Investigating the influence of Argine Dimethylation on Nucleosome Dynamics using All-atom
Simulation and Kinetic Analysis

Zhenhai Li, Hidetoshi Kono (QST)

KBEFHEAREFE DNANYD—E UD ERED 1 3 FA X =2

Single-molecule imaging of mutants of the non-hexameric Escherichia coli helicase UvrD
OREH i3 OLEERIR - o34 )

Hiroaki Yokota (Biooptics Lab, Grad. Sch. Creation Photon. Indust.)

in vitro & in vivo T DNA #&& 4 > /N7 EDES FH A BIFE

Single-molecule fluorescence imaging of architectural DNA-binding proteins in vitro and in vivo
O8I i A 1, B #4347 |, Mandali Sridhar?, {71 & !, Johnson Reid? ("MALKZICHT, 24 ) 7 #
V=T RFEOY L AK)

Kiyoto Kamagata', Eriko Mano!, Sridhar Mandali?, Yuji Itoh!, Reid Johnson? ('IMRAM, Tohoku Univ.,
2UCLA)

K8 (Coffee Break) 15:12-15:18

V74 ABEET 1 v T 12 T7IC&B RNA KU X 5—+H-DNA EEFDOBEREL

Cryo-EM structure refinement of RNA polymerase by molecular dynamics simulations

O 8 ILE W2 2, R R— 2, 121 A1 123 (VERAF 42 PR 01 Fh27, 2BL0F BDR, SELIT R-
ccs)

Takaharu Mori', Haruhiko Ehara?, Shun-ichi Sekine?, Yuji Sugita!?>? ('"RIKEN Theor. Mol. Sci. Lab,
2RIKEN BDR, *RIKEN R-CCS)

BL2DRY 7 I L3 BEGEFRIREMHE

Effect of polyamines on in vitro gene expression

OHp 87 1, )1 $hF 1, HEsE iR 2, A5 1A L )1 BF— 1 (labod, 2 dr B, A iy IR 2 1
RE, 2Hd R L)

Hiroko Tanaka', Yuko Yoshikawa', Naoki Umezawa?, Takahiro Kenmotsu', Kenichi Yoshikawa! ('Lab.
Life Phys., Grad. Sch. Life Med. Sci., Doshisha Univ., *Grad. Sch. Phar. Sci., Nagoya City Univ.)
BIREDNA Z4 57— 3 > LIEHRRROSFHIRER : [ECHDELUET] ETI
Molecular origin of selective DNA ligation and information growth: The rich-get-richer model
OBA Kiig !, @I F—H0 2, 72 #ir 1 (UK ELAAT, 255K iCeMS)

Takaharu Shiraki!, Ken-ichiro Kamei?, Yusuke T. Maeda! ('Dept. Phys. Kyushu Univ., >2WPI-iCeMS,
Kyoto Univ.)

BEETF NF-kB #*2< 3BA Y7 7 X2 — EEBEREDENR

Analysis of NF-kB clusters and transcriptional initiations

ORZE 2 1, AR — K2, MH BERT 2 R s (AT Bk A BAL2ERFSERT 1 HORIA 155 3Rt
Z82, 2RBOR S EEABE ML > X 7 2 4)

Takehiko Inaba', Kazunari Iwamoto?, Mariko Okada?, Yasushi Sako! (\RIKEN Cellular informatics,
2Laboratory of Cell Systems, Institute for Protein Research, Osaka U.)

Biopolymer self-assembly and combinatorial evolution at the origin of life

Tony Z Jia!, Charalampos G Pappas?, Ankit Jain?, Daniela Kroiss?, Nadeesha K Wijerathne?,

James M Aramini?, Ayan Pal?, Jack W. Szostak?, Rein V Ulijn?, Kuhan Chandru!, Rehana Afrin!,

Yayoi Hongo', Henderson J Cleaves' (' Earth-Life Science Institute, Tokyo Institute of Technology,
2Advanced Science Research Center, City University of New York, *Massachusetts General Hospital,
Harvard Medical School)

T FOBHERAEKXRY RY — Lh S DORGEMDEF 1 — T OHIRERIZ B HDBE 5] X
bl )

Photoresponsive elongation and retraction of membrane tubes from F-actin-encapsulating giant
liposome can move its cell body

OB ZUA L, B B 2, WE0T 475 2 CBIRF - BRAERMERIE £ > & — 2R RS Bedl)
Masahito Hayashi', Shunsuke Tanaka?, Kingo Takiguchi? ('RIKEN CBS, >Grad Sch of Sci, Nagoya Univ)

-s127 -



